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Figure 1

(a) Light Chain variable region of antibody CA028 496 (SEQ ID NO:7)
ATIQLTQSPSSLSASVGDRVTITCRADESVTTLMHWYQOKPGKAPKLLIYLVSNRESGVPSRE
SGSGSGTDEFTLTISSLOQPEDFATYYCQQTWSDPWTFGRGTKVEIKR

{b) Heavy Chain variable region of antibody CA028_496 (SEQ ID NO:9)
EVQLVESGGGLVQPGGSLRLSCAASGEFTFSDYNMAWVRQAPGKGLEWVATITYEGRNTYYRD

SVKGRETISRDNAKNSLYLOMNSLRAEDTAVYYCASPPQYYEGSIYRLWFAHWGQGTLVTVS
S

(c)

CDRH1: GFTFSDYNMA (SEQ ID NO:1)

CDRH2: TITYEGRNTYYRDSVKG (SEQ ID NO:2)
CDRH3: PPQYYEGSIYRLWFAH (SEQ ID NO:3)
CDRL1: RADESVTTLMH (SEQ ID NO:4)
CDRL2: LVSNRES (SEQ ID NQ:5)

CDRLS3: QOTWSDPWT (SEQ ID NO:6)

(d) Light chain of antibody CA028 496 (SEQ ID NO:11)
ALQLTQSPSSLSASVGDRVTITCRADESVTTLMHWYQQKPGKAPKLLIYLVSNRESGVPSRE
SGSGSGTDFTLTISSLOPEDFATYYCQQIWSDPWTI FGQGTKVEIKRTVAAPSVFIFPPSDEQ
LKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADY
EKHKVYACEVTHQGLSSPVTKSENRGEC

(e) Heavy chain of antibody CA028_ 496 (SEQ ID NO:15)
EVOLVESGGGLVQPGGSLRLSCAASGETFSDYNMAWVRQAPGKGLEWVATITYEGRNTYYRD
SVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCASPPQYYEGSIYRLWFAHWGQGTLVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSG
LYSLSSVVIVRSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLE
PRKPKDTLMISRTPEVTCVVVDVSQEDPEVOENWYVDGVEVHNAKTKPREEQFNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKGLPSS IEKT LSKAKGQPREPQVYTLPPSQEEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMH
EALHNHYTQKSLSLSLGK .

{f) DNA encoding light chain of antibody CA028 496 including signal
sequence (SEQ ID NO:14)
atgtcagttcccacacaggtgctgggectgettctgttgtggctcaccgatgetaggtgtge
catccagctgacccagagececttectetetecagegecagtgteggagacagagtgactatta
cctgeagggctgacgaaagegtgaccacattgatgecactggtaccaacagaagectggcaaa
gcccecaagetectgatetatetggtticecaategggagtctggagteccecagecaggttcag
cggcagtgggtctggaactgactttacectgacaatctectcacteccageccgaagattteg
ccacctactattgecageagacttggagegacecttggacatttggacagggcacaaaagtyg
gagatcaagcgtacggtageggecceatetgtettecatetteccgecatetgatgageagtt
gaaatctggaactgcctetgttgtgtgectgetgaataacttcetatecccagagaggecaaag
tacagtggaaggtggataacgcectccaatcgggtaacteccaggagagtgtcacagageag
gacagcaaggacagcacctacagcectcecagecagecacectgacgetgagcaaagcagactacga
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Figure 1 continued

gaaacacaaagtctacgectgegaagtcacccatcagggcctgagetegecegtcacaaaga
gctteaacaggggagagtgttag

(g) DNA encoding heavy chain of antibody CAQ28 496 including signal
sequence (SEQ ID NO:18)
atggaatggtectgggtcettoctgtttttoctttectgtecacaaceggggtgecacagegaggt
teagetegttgaatecggaggeggactegtgecagectgggggeteettgeggectgagetgey
ctgeccagtggetteoactttecagegattacaatatggectgggtgegecaggecccaggcaag
ggtectggagtgggtggecacaattacctatgagggecagaaacacttattaccgggattcagt
gaaagggcgatttaccatcagecagggataatgecaaagaacagtctgtacctgecagatgaact
ctetgagagetgaggacacegetgtetactattgtgecaageccaccecagtactatgaggge
tecaatctacagattgtggtttgeccattggggecagggaacactggtgacegtetegagege
ttetacaaagggaceateegtetteecccctggegecctget ccaggageaceteccgagagea
cagccgacctgggetgoctggtcaaggactactteccegaaccggtgacggtgtegtggaac
tcaggecgeeetgaccageggegtgecacacctteoceggetgtcctacvagtectecaggactceta
cteecteageagaegtggtgacegtgeectecagecagettgggcacgaagacctacacotgea
acgtagatcacaagcccageaacaccaaggtggacaagagagttggtgagaggeccagecacag
ggagggagggtgtctgetggaagccaggetcagecctectgectggacgeaceecggetgtg
cagceccageeccagggeageaaggeatgececcatectgtetecctcaceeggaggectetgace
acccecacteatgeccagggagagggtettetggattittecaccaggetecogggeagecaca
ggatggatgeceectacccecaggeoctgageatacaggggeaggtgetgaegetcagacetgec
aagagccatatcecgggaggaccctgeccctgacctaagcccaccccaaaggecaaactctee
actecctecagectecagacaccettotectecteccagatctgagtaacteccaatettetetetyg
cagagtccaaatatggtccoeccatgeccaccatgeecaggtaagecaacccaggaectegece
teccageteaaggaegggacaggtgecctagagtagectgecatccagggacaggececagecgy
gtgctgacgcatccacctecatetettectcageacctgagttectggggggaccatecagte
ttcectgttccceoccaaaacccaaggacactcecteatgatetoceggacecetgaggtcacgtyg
cgtggtggtggacgtgageccaggaagaccecgaggtecagttcaactggtacgtggatgyeyg
tggaggtgcataatgccaagacaaagcegegggaggageagttcaacagecacgtacecgtgtyg
gtcagecgtcctecaccgtectgeaccaggactggectgaacggeaaggagtacaagtgcaaggt
ctccaacaaaggcecetecegtectecatocgagaaaaccatctoccaaagecaaaggtgggacee
acggggtgcgagggcecacatggacagaggtcecageteggeccacactetgeoctgggagtgaa
cgctgtgccaacctetgteectacagggeageccegagagecacaggtgtacaccetgecece
catcccaggaggagatgaccaagaaccaggtcagectgacctgectggtcaaaggecttctac
cecagegacatecgeogtggagtgggagagcaatgggecagecggagaacaactacaagaccac
gcctecegtgetggactecgacggeteocttettectectacagecaggetaacegtggacaaga
gecaggtggcaggaggggaatgtettctcatgecteegtgatgecatgaggetctgecacaaccac
tacacacagaagagcctcectecctgtetetgggtaaa

SUBSTITUTE SHEET (RULE 26)
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Figure 2a
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Figure 2b
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