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Figure 4A
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Figure 4B
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Figure 4C
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Figure 8
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Figure 8 (continued)
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Figure 8 (continued)
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Figure 9
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Figure 14
A 1.5%100%4
& CD4+ T cells unstimulated
@ 1.0x100%- & CD4+ T cells + Dynabeads
‘Tg ) CD4+ T cells + aCD3/aCD28-Fab
5 Streptamer on large backbone
§ - CD4+ T cell + oCDICD28-Fab
= Streptamer multimers
2 5 0x 10054 CD4+ T cells + aCD3/aCD4/aCD28-
‘ . Fab Streptamer mulimers
C L] L] L] 1
0 2 4 6 8
2.0x 1058
B
A .
N © CD8+T cells unstimulated
1.5%1006- N & CD8+ T cells + Dynabeads
® N CD8+ T cells + aCD3/aCD28~ Fab
K . Streptamer on large backbone
k] . CD8+ T cell + oCD3/aCD28~ Fab
g 1 01008 o Streptamer multimers
E < CD8+ T cells + aCD3/CD8/aCD28-
= Fab Streptamer muitimers
5.0%695-’
O '
0 8




WO 2015/158868 PCT/EP2015/058339
27/39

Figure 15
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Figure 17
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Figure 17 (continued)
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Figure 18
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Figure 18 (continued)
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Figure 18 (continued)
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Figure 20
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Figure 22
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Figure 23

A

Number of cells

Dynabeads «

aCD3/aCD28-Fab |
Streplamer multimer

aCD3/aCDB/aCD28-Fab
Streptamer mulimer

3 %CD4
%CD8

unstimulated =

0 20 40 60 80 100
Subset composition



WO 2015/158868 PCT/EP2015/058339

Figure 24
Biotin-PEG-
A ———————Maleimide-Linker/—Jp SAmZ-mI\/IM(ZIarge
Traut'sreagent backbone”)
SAM2-MM
SAmM?2 | Traut’s reagent/_> (,,conventional [——————,Bi0-HSA"“"————Pp SAM2-mMM (Zlarge
SMPH « backbone”)
backbone”)
HSA L NHS-Biotin———pp] Biotinviated HSA{, Bio-

HSA“)




