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SEQUENCE LISTING 

<110> BEAUMONT, Tim 
KWAKKENBOS, Mark 3eroen 
BROWN, Eric 
MORISAKI, 3ohn Hiroshi 
HAZENBOS, Wouter L.W. 
MARIATHASAN, Sanjeev 
KA3IHARA, Kimberly 
XIA, Yi 

<120> GRAM-POSITIVE BACTERIA SPECIFIC BINDING 
COMPOUNDS 

<130> 146392008240 

<150> PCT/NL2010/050456 
<151> 2010-07-15 

<150> US 61/225,878 
<151> 2009-07-15 

<150> EP 091655589 
<151> 2009-07-15 

<160> 66 

<170> FastSEQ for windows version 4.0 

<210> 1 
<211> 5 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> CDRl Heavy chain 

<40Q> 1 
Arg Phe Ala Met Ser 
1 5 

<210> 2 
<2U> 16 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> CDR2 Heavy Chain 

<400> 2 
Ser lie Asn Asn Gly Asn Asn Pro Tyr Tyr Ala Arg Ser Val Gin Tyr 
15 10 15 

<210> 3 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> Synthetic construct 

<220> 
<22B> CDR.3 Heavy Chain 

<400> B 
Asp His Pro Ser ser Gly Trp Pro Thr Phe Asp ser 
15 10 

<210> 4 
<211> 11 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<22Q> 
<223> CDRl Light Chain 

<400> 4 
Arg Ala ser Glu Asn val Gly Asp Trp Leu Ala 
1 5 10 

<210> 5 
<211> 7 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> CDR2 Light Chain 

<400> 5 
Lys Thr ser lie Leu Glu Ser 
1 5 

<210> 6 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> CDR3 Light Chain 

<220> 
<221> VARIANT 
<222> 4 
<223> Xaa = M or I 

<400> 6 
Gin His Tyr xaa Arg Phe Pro Tyr Thr 
1 5 

<210> 7 
<211> 120 
<212> PRT 
<213> Artificial sequence 
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<220> 
<22B> Synthetic construct 

<220> 
<223> Fl Anitbody variant Heavy Chain 

<400> 7 
Glu val Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu ser Arg Phe 

20 25 30 
Ala Met Ser Trp val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp val 

35 40 45 
Ala Ser lie Asn Asn Gly Asn Asn Pro Tyr Tyr Ala Arg ser Val Gin 

50 5 5 60 
Tyr Arg Phe Thr val Ser Arg Asp Val Ser Gin Asn Thr Val Ser Leu 
65 70 75 80 
Gin Met Asn Asn Leu Arg Ala Glu Asp Ser Ala Thr Tyr Phe Cys Ala 

85 90 95 
Lys Asp His Pro Ser Ser Gly Trp Pro Thr Phe Asp ser Trp Gly Pro 

100 105 110 
Gly Thr Leu Val Thr val Ser Ser 

115 120 

<210> 8 
<211> 110 
<212> PRT 
<213> Artificial Sequence 

<22Q> 
<223> Synthetic construct 

<220> 
<223> Fl Antibody variant Light Chain 

<220> 
<221> VARIANT 
<222> 92 
<223> xaa = M or I 

<400> 8 
Asp lie Gin Leu Thr Gin Ser Pro ser Ala Leu Pro Ala Ser val Gly 
15 10 15 
Asp Arg Val Ser He Thr Cys Arg Ala Ser Glu Asn val Gly Asp Trp 

20 25 30 
tfa Trp Tyr Arg Gin Lys Pro Gly Lys Ala pro Asn Leu Leu lie 

Tyr Lys Thr Ser He Leu Glu Ser Gly Val Pro ser Arg Phe ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie ser ser Leu Gin Pro 
65 70 75 80 
Asp Asp Phe Ala Thr Tyr Tyr cys Gin His Tyr xaa Arg Phe Pro Tyr 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr val 

100 105 110 

<210> 9 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic construct 

<220> 
<223> Fl Antibody variant Heavy Chain 



<400> 9 
Glu val Gin Leu val Glu Ser Gl y Gl y Gly Leu val Gin Pro Gly Gly 
1 5 10 15 
ser Leu Arg Leu ser Cys Ala Ala Ser Gly Phe Thr Leu Ser Arg Phe Arg 

20 
Cys Ala 

25 
Gly 

30 
Ala Met Ser Trp val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp Val 

35 
Arg Gin 

40 
Gly Arg Gly 

45 
Ala ser lie Asn Asn Gly Asn Asn Pro Tyr Tyr Ala 

60 
Arg Ser Val Gin 

50 55 
Tyr Tyr Ala 

60 
Arg 

Tyr Arg Phe Thr val Ser Arg Asp val Ser Gin Asn Thr val ser Leu 
65 70 75 80 
Gin Met Asn Asn Leu 

a s 
Arg Ala Glu Asp ser 

on 
Ala Thr Tyr Phe Cys Ala 

QC 

Lys Asp His 
O J 

Pro ser ser Gly Trp Pro 
)2U 
Thr Phe Asp Ser Trp 

C7 J 

Gly Pro Lys Asp 
100 105 110 

Gly Thr Leu val Thr val ser Ser Gly Thr 
115 120 

<210> 10 
<211> 109 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Antibody variant Light Chain 

<220> 
<221> VARIANT 
<222> 92 
<223> Xaa = M or I 

<400> 10 
Asp lie Gin Leu Thr Gin Ser Pro Ser Ala Leu Pro Ala Ser val Gly 
1 5 10 15 
Asp Arg val Ser lie Thr cys Arg Ala Ser Glu Asn Val Gly Asp Trp 

20 25 30 
Leu Ala Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie 

35 40 45 
Tyr Lys Thr Ser lie Leu Glu Ser Gly val Pro Ser Arg Phe Ser Gly 

50 55 
Ser Gly val 

60 
Arg Ser Gly 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie ser Ser Leu Gin Pro 
65 70 75 80 
Asp Asp Phe Ala Thr Tyr Tyr Cys Gin His Tyr xaa Arg Phe pro Tyr 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Ala 

100 105 

<210> 11 
<211> 110 
<212> PRT 
<213> Artificial Sequence 
<220> 
<223> Synthetic construct 

<220> 
<223> Fl Antibody variant Light Chain 
<220> 
<221> VARIANT 
<222> 92 
<223> xaa = M or I 
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<400> 11 
Asp lie Gin Leu Thr Gin ser Pro Ser Ala Leu Pro Ala ser val Gly 
15 10 15 
Asp Arg Val Ser lie Thr Cys Arg Ala Ser Glu Asn val Gly Asp Trp 

20 25 30 
Leu Ala Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie 

35 40 45 
Tyr Lys Thr Ser lie Leu Glu Ser Gly val Pro ser Arg Phe Ser Gly 

50 55 60 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Ser Leu Gin pro 
65 70 75 80 
Asp Asp Phe Ala Thr Tyr Tyr cys Gin His Tyr Xaa Arg Phe Pro Tyr 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys val Glu lie Lys Arg Thr val 

100 105 110 

<210> 12 
<211> 15 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chain CDRl 

<400> 12 
cgctttgcca tgagc 

<210> 13 
<211> 48 
<212> DNA 
<213>. Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chain CDR2 

<400> 13 
tcgatcaata atgggaataa cccatactac gcacggtcgg tacaatac 

<210> 14 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chai n CDR3 

<400> 14 
gatcacccta gtagtggctg gcccaccttt gactcc 

<210> 15 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Syntheti c construct 
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<220> 
<223> Fl Light Chain CDRl 

<400> 15 
cgggccagtg aaaacgttgg tgactggttg gcc 33 

<210> 16 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Light Chain CDR2 

<400> 16 
aagacatcta ttctagaaag t 21 

<210> 17 
<211> 27 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Light Chain CDR3 

<400> 17 
caacactata tacgtttccc gtacact 27 

<210> 18 
<211> 28 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Primer 

<400> 18 
atggctgagg tgcagctggt ggagtctg 28 

<210> 19 
<211> 61 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Primer 

<400> 19 
gaacacgctg gggcccttgg tgctggcact cgagactgtg accagggtgc caggtcccca 60 
g 61 

<210> 20 
<211> 30 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Synthetic construct 

<220> 
<223> Primer 

<400> 20 
cggctcgacc gatatccagc tgacccagag 

<210> 21 
<211> 25 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<22 0> 
<223> Primer 

<400> 21 
gatttccagc ttggtaccct ggccg 

<210> 22 
<211> 38 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic construct 

<220> 
<223> Primer 

<400> 22 
ggtggccagc atcaacagcg gcaacaaccc ctactacg 

<210> 23 
<211> 38 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Primer 

<400> 23 
cgtagtaggg gttgttgccg ctgttgatgc tggccacc 

<210> 24 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Part of CDR2 Heavy Chain to Show Amidation 

<220> 
<221> MOD_RES 
<222> 2 
<223> Amidation 

<400> 24 
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Asn Asn Gly Asn Asn 
1 5 

<210> 25 
<2U> 3 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<22B> codon for N 

<400> 25 
aac 

<210> 26 
<211> 3 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Codon for S 

<400> 26 
age 

<2 Kb- 27 
<211> 36 
<212> DMA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Oligo 

<400> 27 
gggcctgagc tcgccctgca caaagagctt caacag 

<21G> 2S 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic construct 

<220> 
<223> Oligo 

<400> 28 
ctgttgaagc tctttgtgca gggcgagctc aggccc 

<210> 29 
<211> 38 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 



<220> 
<22B> Oligo 

<400> 29 
ctggtcacag tctcgagttg cagcaccaag ggcccatc 38 

<210> 30 
<211> 38 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Oligo 

<400> 30 
gatgggccct tggtgctgca actcgagact gtgaccag 38 

<210> 31 
<211> 5 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<22 0> 
<223> Motif 

<220> 
<221> VARIANT 
<222> 3 
<223> Xaa = Any Amino Acid 

<400> 31 
Leu pro Xaa Thr Gly 
1 5 

<210> 32 
<211> 4 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> His-tagged so insert 

<210> 33 
<211> 5 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> synthetic construct 

<220> 
<223> His-tagged SD insert 
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<400> 33 
Ser Asp ser Asp ser 
1 5 

<210> 34 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> His-tagged SD insert 

<400> 34 
Ser Asp Ser Asp Ser Asp 
1 5 

<210> 35 
<211> 360 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chain 

c220> 
<221> CDS 
c222> CD--(360) 

<400> 35 
gag gtg caa ctg ttg gag teg gag gag ggc ttg gtg cag ccg gqg ggg 48 
Glu val Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

tcc ctg aga ctc tcc tgt gca gcc tct gga ttc acc ctt age cgc ttt 96 
Ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Leu Ser Arg Phe 

20 25 30 

gcc atg age tgg gtc cgc cag get cca gqa agg gga ctg gaa tgg gtc 144 
Ala Met Ser Trp val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp val 

35 40 45 

gca teg ate aat aat gag aat aac cca tac tac gca egg teg gta caa 
Ala Ser lie Asn Asn Gly Asn Asn Pro Tyr Tyr Ala Arg Ser val Gin 

50 55 60 

tac cgc ttc acc gtc tcc egg gac gtc tcc cag aac act gtg tct 
Tyr Arg Phe Thr Val Ser Arg Asp val Ser Gin Asn Thr Val Ser Leu 
65 70 75 80 

cag atg aac aac ctg aga gcc gaa gac teg gcc aca tat ttc tgt get 
Gin Met Asn Asn Leu Arg Ala Glu Asp ser Ala Thr Tyr Phe Cys Ala 

85 90 95 

aaa gat cac cct agt agt ggc tgg ccc acc ttt gac tcc tgg ggc ccg 336 
Lys Asp His Pro ser Ser Gly Trp Pro Thr Phe Asp Ser Trp Gly pro 

100 105 110 

gga acc ctg gtc acc gtc tcc teg 360 
Gly Thr Leu val Thr Val ser Ser 

115 120 
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<210> 36 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<22Q> 
<223> Synthetic construct 

<400> 36 
Glu val Gin Leu Leu Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly 
1 5 

Ser Gly 
10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu ser Arg Phe 
20 

Cys 
25 30 

Ala Met Ser Trp val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp val 
35 40 

Pro Gly 
45 

Ala ser lie Asn Asn Gly Asn Asn Pro Tyr Tyr Ala Arg Ser val Gin 
50 55 

Tyr 
60 

Tyr Arg Phe Thr Val Ser Arg Asp val ser Gin Asn Thr val ser Leu 
65 70 

Arg Asp 
75 80 

Gin Met Asn Asn Leu Arg Ala Glu Asp ser Ala Thr Tyr Phe cys Ala 
85 90 95 

Lys Asp His Pro Ser Ser Gly Trp Pro Thr Phe Asp Ser Trp Gly Pro 
100 

Gly Trp 
105 110 

Gly Thr Leu val Thr val Ser ser 
115 120 

<210> 37 
<211> 90 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chain FWl 

<220> 
<22l> CDS 
<222> CI)..(90) 

<4Q0> 37 
gag gtg caa ctg ttg gag teg gqg gqg ggc ttg gtg cag ccg gqg gqg 
Glu Val Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

tcc ctg aga ctc tcc tgt gca gcc tct gga ttc acc ctt age 
Ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Leu ser 

20 25 30 

<210> 38 
<2U> 30 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<400> 38 
Glu val Gin Leu Leu Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly 
15 10 15 
Ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Leu Ser 

20 25 30 
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<210> 39 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chain FW2 

<220> 
<221> CDS 
<222> (1)..(42) 

<400> 39 
tgg gtc cgc cag get cca gga agg gga ctg gaa tgg gtc gca 42 
Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp val Ala 
1 5 10 

<210> 40 
<211> 14 
<212> PRT 
<213> Artificial Sequence 

<22G> 
<223> Synthetic construct 

<400> 40 
Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp Val Ala 
1 5 10 

<210> 41 
<211> 96 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy Chain FW3 

<220> 
<221> CDS 
<222> CI)..(96) 

<400> 41 
cgc ttc acc gtc tcc egg gac gtc tcc cag aac act gtg tct ctg cag 48 
Arg Phe Thr val Ser Arg Asp Val Ser Gin Asn Thr vaT Ser Leu Gin 
15 10 15 

atg aac aac ctg aga gcc gaa gac teg gcc aca tat ttc tgt get aaa 96 
Met Asn Asn Leu Arg Ala Glu Asp Ser Ala Thr Tyr Phe Cys Ala Lys 

20 25 30 

<210> 42 
<211> 32 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 
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<400> 42 
Arg Phe Thr val Ser Arg Asp Val 
1 5 
Met Asn Asn Leu Arg Ala Glu Asp 

20 

Ser Gin Asn Thr val ser Leu Gin 
10 15 

Ser Ala Thr Tyr Phe Cys Ala Lys 
25 30 

<210> 43 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Heavy chain FW4 

<220> 
<221> CDS 
<222> CD--(33) 

<400> 43 
tgg ggc ccg gga acc ctg gtc acc gtc tcc teg 33 
Trp Gly Pro Gly Thr Leu val Thr val Ser Ser 
1.5 10 

<210> 44 
<211> 11 
<212> PR! 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<400> 44 
Trp Gly Pro Gly Thr Leu Val Thr val Ser Ser 
1 5 10 

<210> 45 
<211> 330 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Light Chain 

<220> 
<221> CDS 
<222> CD - -(330) 

<400> 45 
gac ate cag ttg acc cag tct cct tcc gcc ctg cct gca tct gtg gga 48 
Asp lie Gin Leu Thr Gin Ser pro ser Ala Leu Pro Ala Ser Val Gly 
15 10 15 

gac aga gtc age ate act tgt egg gcc agt gaa aac gtt ggt gac tgg 96 
Asp Arg Val Ser lie Thr Cys Arg Ala Ser Glu Asn val Gly Asp Trp 

20 25 30 

ttg gcc tgg tat egg cag aaa ccg gqg aaa gcc cct aat ctt etc ate 144 
Leu Ala Trp Tyr Arg Gin Lys Pro G*fy Lys Ala Pro Asn Leu Leu lie 

35 40 45 
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tat aag aca 
Tyr Lys Thr 

50 

agt gqg tct 
Ser Gly Ser 
65 

gat gat ttt 
Asp Asp Phe 

act ttt ggc 
Thr phe Gly 

<210> 46 
<211> 110 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<400> 46 
Asp lie Gin Leu Thr Gin Ser Pro Ser Ala Leu Pro Ala ser val Gly 
1 5 10 15 
Asp Arg val ser lie Thr Cys Arg Al a Ser Glu Asn Val Gly Asp Trp Asp Arg 

20 
Cys Arg 

25 30 
Leu Ala Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie 

35 40 
Gly Lys 

45 
Tyr Lys Thr Ser lie Leu Glu Ser Gly Val Pro ser Arg Phe Ser Gly 

50 55 60 
Arg Ser Gly 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 
Asp Asp Phe Ala Thr Tyr Tyr cys Gin His Tyr lie Arg Phe Pro Tyr 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val Gly 

100 
Gly Lys 

105 
Lys 

110 

<210> 47 
<211> 69 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> Fl Light Chain FWl 

<220> 
<221> CDS 
<222> (1)..(69) 

<4Q0> 47 
gac ate cag ttg 
Asp lie Gin Leu 
1 

gac aga gtc age 
Asp Arg val Ser 

20 

tct att eta gaa agt gag gtc cca tea agy ttc age ggc 192 
Ser lie Leu Glu Ser Gly val Pro ser Arg Phe Ser Gly 

55 60 

ggg aca gaa ttc act ctc acc ate age age ctg cag cct 240 
Gly Thr Glu Phe Thr Leu Thr lie Ser ser Leu Gin Pro 

70 75 80 

gca act tat tac tgt caa cac tat ata cgt ttc ccg tac 288 
Ala Thr Tyr Tyr Cys Gin His Tyr lie Arg Phe Pro Tyr 

85 90 95 

cag ggg acc aag ctg gag ate aaa cga act gtg 330 
Gin Gly Thr Lys Leu Glu lie Lys Arg Thr val 
100 105 110 

acc cag tct cct tcc gcc ctg cct gca tct gtg gga 
Thr Gin Ser Pro Ser Ala Leu Pro Ala Ser val Gly 
5 10 15 

ate act tgt 
lie Thr cys 

<210> 48 
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<211> 23 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<400> 48 
Asp X7e Gin Leu Thr Gin Ser Pro Ser Ala Leu Pro Ala Ser val Gly 
15 10 15 
Asp Arg val ser lie Thr cys 

20 

<210> 49 
<211> 45 
<212> DNA 
<213> Artificial sequence 

<220^ 
<223> synthetic construct 

<220^ 
<223^ Fl Light Chain FW2 

<220> 
<221^ CDS 
<222% (1)..(45) 
<400^ 49 
tgg tat egg cag aaa ccg ggg aaa gcc cct aat ctt ctc ate tat 
Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie Tyr 
15 10 15 

<210^ 50 
15 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223:> Synthetic construct 

<400:> 50 
Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie Tyr 
15 10 15 

<210i> 51 
<211> 96 
<212i> DNA 
<213> Artificial Sequence 

<220> 
<223> Fl Light chain FW3 

<220> 
<221> CDS 
<222> (1)..(96) 

<400> 51 
ggg gtc cca tea agg ttc age gqc agt ggg tct ggg aca gaa ttc act 
Gly val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr 
15 10 15 
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ctc acc ate age age ctg cag cct gat gat ttt yea act tat tac tgt 96 
Leu Thr lie ser Ser Leu Gin pro Asp Asp Phe Ala Thr Tyr Tyr Cys 

20 25 30 

<210> 52 
<211> 32 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<400> 52 
Gly val pro ser Arg Phe ser Gly ser Gly ser Gly Thr Glu Phe Thr 
15 10 15 
Leu Thr lie Ser Ser Leu Gin Pro Asp Asp Phe Ala Thr Tyr Tyr cys 

20 25 30 

<210> 53 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<22Q> 
<223> synthetic construct 

<220> 
<223> Fl Light Chain FW4 

<220> 
<221> CDS 
<222> CD • - (39) 

<400> 53 
ttt ggc cag ggg acc aag ctg gag ate aaa cga act gtg 39 
Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr vat 
1 5 10 

<210> 54 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<22G> 
<223> Synthetic construct 
<400> 54 
Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr val 
1 5 10 

<210> 55 
<211> 230 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl Heavy Chain 

<400> 55 
Glu val Gin Leu Val Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly 
15 10 15 
Ser Leu Arg Leu ser Cys Ala Ala Ser Gly Phe Thr Leu Ser Arg Phe 

Page 16 



20 25 30 
Ala Met Ser Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp val 

35 40 45 
Ala Ser 

en 
lie Asn Asn Gly Asn Asn Pro Tyr Tyr Ala Arg Ser val Gin 

_>U 
Tyr Arg 
65 

Phe Thr val Ser 
J D 
Arg Asp 

Uv 
Val Ser Gin Asn Thr Val Ser Leu 

_>U 
Tyr Arg 
65 70 

J D 
Arg 

75 80 
Gin Met Asn Asn Leu Arg Ala Glu Asp Ser Ala Thr Tyr Phe Cys Ala 

85 
Arg 

90 95 
Lys Asp His Pro Ser Ser Gly Trp pro Thr Phe Asp ser Trp Gly Pro 

100 
Gly 

105 110 
Gly 

Gly Thr Leu val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro ser Val Gly Thr 
115 120 125 

Phe pro Leu A! a Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 
130 135 140 

Leu Gly 
145 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr val Ser Leu Gly 
145 150 

Tyr 
155 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr phe Pro Ala val Trp Asn 
165 170 175 

Leu Gin Ser ser Gly Leu Tyr Ser Leu Ser ser val val Thr Val Pro 
180 

Gly Tyr 
185 190 

Ser ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn val Asn His Lys 
195 

Gly 
200 205 

Lys 

pro ser Asn Thr Lys val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp 
210 

Lys 
215 220 

Asp 

Lys Thr His Thr Cys Pro 
225 

Cys 
230 

<210> 56 
<211> 230 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<22Q> 
<223> rFl A114C 

<400> 56 
Glu val Gin Leu val 
1 5 
Ser Leu Arg Leu ser 

20 
Ala Met Ser Trp val 

35 
Ala ser lie Asn ser 

50 
Tyr Arg Phe Thr val 
65 
Gin Met Asn Asn Leu 

85 
Lys Asp His Pro Ser 

100 
Gly Thr Leu val Thr 

115 
Phe pro Leu Ala Pro 

130 
Leu Gly Cys Leu val 
145 
Trp Asn Ser Gly Ala 

165 
Leu Gin Ser Ser Gly 

180 
Ser Ser Ser Leu Gly 

195 
Pro Ser Asn Thr Lys 

Glu ser Gly 

Cys Ala Ala 

Arg Gin Ala 
40 

Gly Asn Asn 
55 

Ser Arg Asp 
70 
Arg Ala Glu 

Ser Gly Trp 

val ser ser 

Ser 
25 
Pro 

Gly Leu val Gin 
10 
Gly Phe Thr Leu 

Gly Arg Gly Leu 
45 

Tyr Ala Arg 

Pro Gly Gly 
15 

Ser Arg Phe 
30 
Glu Trp val 

Val 

Asp 

Ser Gin Asn Thr 
75 
\1a Thr Tyr 

val Ser Leu 
80 

Phe Cys Ala 

Ser ser Lys 
135 

Lys Asp Tyr 

pro Thr Phe Asp ser Trp Gly Pro 

Ser Thr Lys Gly 
125 

Thr ser Gly Gly 

Cys 

Leu Thr Ser 

Leu Tyr Ser 

Thr Gin Thr 
200 

val Asp Lys 

Gly 

Leu 
185 
Tyr 

pro Glu Pro Val 
155 

val His Thr Phe 

ser ser val val 

lie cys Asn val 
205 

val Glu Pro Lys 
paae 17 

Pro Ser Val 

Thr Ala Ala 

Thr val Ser 
160 

Pro Ala Val 
175 

Thr Val Pro 
190 
Asn His Lys 

Ser Cys Asp 



210 215 220 
Lys Thr His Thr Cys Pro 
225 230 

<210> 57 
<211> 213 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl Light Chain 

<400> 57 
Asp lie Gin Leu Thr Gin ser Pro Ser Ala Leu Pro Ala Ser Val Gly 
15 10 15 
Asp Arg val ser lie Thr Cys Arg Ala Ser Glu Asn val Gly Asp Trp 

20 25 30 
Leu Ala Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie 

35 40 45 
Tyr Lys Thr Ser lie Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 55 60 
ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Ser Leu Gin pro 
65 70 75 80 
Asp Asp Phe Ala Thr Tyr Tyr Cys Gin His Tyr Met Arg Phe Pro Tyr 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Ala Ala Ala Pro 

100 105 110 
Ser val Phe lie Phe Pro Pro ser Asp Glu Gin Leu Lys Ser Gly Thr 

115 120 125 
Ala Ser Val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys 

130 135 140 
Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu 
145 150 155 160 
ser val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser 

165 170 175 
Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala 

180 185 190 
Cys Glu val Thr His Gin Gly Leu ser ser Pro val Thr Lys ser Phe 

195 200 205 
Asn Arg Gly Glu Cys 

210 

<210> 58 
<211> 214 
<212> PRT 
<213> Artificial Sequence 

<220> 
<22B> Synthetic construct 

<220> 
<223> rFl V205C 

<400> 58 
Asp lie Gin Leu Thr Gin ser Pro ser Ala Leu Pro Ala Ser val Gly 
15 10 15 
Asp Arg val Ser lie Thr Cys Arg Ala Ser Glu Asn Val Gly Asp Trp 

20 25 30 
Leu Ala Trp Tyr Arg Gin Lys Pro Gly Lys Ala Pro Asn Leu Leu lie 

35 40 45 
Tyr Lys Thr Ser lie Leu Glu Ser Gly val Pro Ser Arg Phe Ser Gly 

50 55 60 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
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65 
Asp Asp Phe Ala Thr 

85 
Thr phe Gly Gin Gly 

100 
Pro Ser val Phe lie 

115 
Thr Ala ser Val val 

130 
Lys val Gin Tro LVS 
145 
Glu Ser val Thr Glu 

165 
Ser Thr Leu Thr Leu 

180 
Ala Cys Glu Val Thr 

195 
Phe Asn Arg Gly Glu 

210 

<210> 59 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<22G> 
<223> Synthetic construct 

<400> 59 

Phe Gly Gin Gly Thr Lys val Glu lie Lys Arg Thr Val 
1 5 10 

<210> 60 
<211> 16 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl A114C 

<400> 60 

Ser lie Asn Ser Gly Asn Asn Pro Tyr Tyr Ala Arg ser val Gin Tyr 
15 10 15 

<210> 61 
<211> 30 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl Heavy Chain 

<400> 61 
Glu val Gin Leu val Glu ser Gly Gly Gly Leu val Gin Pro Gly Gly 
15 10 15 
Ser Leu Arg Leu Ser Cys Ala Ala ser Gly Phe Thr Leu Ser 

20 25 30 

70 
Tyr Tyr 

Thr Lys 

Phe Pro 

Cys Leu 
135 

val Asp 
150 
Gin Asp 

ser Lys 

His Gin 

Cys Gin 

val Glu 
105 

Pro ser 
120 
Leu Asn 

Asn Ala 

Ser Lys 

Ala Asp 
185 

Gly Leu 
200 

75 
His Tyr Met 
90 
He Lys Arg 

Asp Glu Gin 

Asn Phe Tyr 
140 

Leu Gin Ser 
155 

Asp Ser Thr 
170 
Tyr Glu Lys 

Ser ser Pro 

Arg Phe Pro Tyr 
95 
Ala Ala 

ser Gly 

Glu Ala 

Thr val 
110 

Leu Lys 
125 
Pro Arg 

Gly Asn 

Tyr Ser 

His Lys 
190 

cys Thr 
205 

ser Gin 
160 

Leu Ser 
175 
val Tyr 

Lys ser 
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<210> 62 
<211> 120 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl A114C 

<400> 62 
Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu val Gin pro Gly Gly 
15 10 15 
ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Leu ser Arg Phe 

20 25 30 
Ala Met Ser Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp val 

35 40 45 
Ala Ser lie Asn Ser Gly Asn Asn Pro Tyr Tyr Ala Arg ser Val Gin 

50 55 60 
Tyr Arg Phe Thr Val ser Arg Asp Val ser Gin Asn Thr val ser Leu 
65 70 75 80 
Gin Met Asn Asn Leu Arg Ala Glu Asp Ser Ala Thr Tyr phe Cys Ala 

85 90 95 
Lys Asp His Pro ser Ser Gly Trp Pro Thr Phe Asp ser Trp Gly Pro 

100 105 110 
Gly Thr Leu Val Thr val Ser Ser 

115 120 

<210> 63 
<211> 110 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl Heavy chain 

<400> 63 
Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys 
15 10 15 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr 

20 25 30 
Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 
Gly Val His Thr phe Pro Ala val Leu Gin Ser ser Gly Leu Tyr Ser 

50 55 60 
Leu ser Ser val val Thr val Pro ser Ser ser Leu Gly Thr Gin Thr 
65 70 75 80 
Tyr He Cys Asn val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys 

85 90 95 
Glu Pro Lys ser Cys Asp Lys Thr His Thr Cys Pro 

<210> 64 
<211> 104 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl Light chain 
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<40Q> 64 
Ala Ala Pro Ser val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
15 10 15 
Ser Gly Thr Ala ser val val Cys Leu Leu Asri Asn Phe Tyr Pro Arg 

20 25' BO 
Glu Ala Lys val Gin Trp Lys val ASD Asn Ala Leu Gin ser Glv £.sn 

35 40 45 ' 
Ser Gin Glu Ser val ihr Glu Gin Asp Ser Lys Asp Ser Thr Tyr ser 

50 55 60 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
65 70 75 80 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 

85 90 95 
Lys Ser Phe ASH Arg Gly Glu Cys 

100 

<210> 65 
<211> 104 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl V205C light chain constant region 

<4G0> 65 

Ala Ala Pro Ser val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
1' • 5 10 .15 

Ser Gly Thr Ala Ser val val Cvs Leu Leu Asn Asn phe Tyr Pro Arg 
20 25 30 

Glu Ala Lys val Gin Trp Lys val Asp Asn Ala Leu Gin Ser Gly Asn 
35 40 45 

Ser Gin Glu Ser val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
50 55 60 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp *yr Glu Lys His Lys 
65 70 75 B0 
val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Cys Thr 

85 90 95 
Lys Ser Phe Asn Arg Gly Glu cys 

100 

<21Q> 66 
<221> 110 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Synthetic construct 

<220> 
<223> rFl Heavy Chain 

<400> 66 

Cys Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys 
15 10 15 
Ser Thr Ser Gly Gly ihr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr 

20 25 30 
Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

3 5 40 45 
Gly Val His Thr Phe Pro Ala val Leu Gin Ser Ser Gly Leu Tyr ser 

50 55 60 
Leu Ser Ser val Val Thr val Pro ser Ser Ser Leu Glv Thr Gin Thr 
65 70 75 80 
Tyr lie Cys Asn val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys 
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85 90 
Lys Val Glu pro Lys Ser cys Asp Lys Thr His Thr cys Pro 

105 
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