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CNV Size Type Genel Validated?
chr1230371769-230415206 434486 DUP GALNTE YES
chrl: 1130133071 14138207 222800 DUP GPAM YES
chell: 104815470 105000807 184,328 DUP CARDIS YES

chel2i21007961-31362124 /4188 DEL  SLCOIBY YES
cheld:d14514707-114538608 23001 DUP GASE YES&
chrl4 74753163 74001020 238,766 DUP NPCe YES
chr1B:85147158-85681135 833,977  DEL NMEB YES
chelf:21152620.21288573 136,858 DUP CRYM YES
chrl T 127OR256-1202043¢ 122,088 DUP ELACY YES
chri18: 2544651 2707644 162,808 DUP  SMOHDI YES
chrlfe eI 042808442 63,211 DEL CDHIg YES
chr1:B2271011.5258808% 316,144 DUP FPR3 YES
cler2:5501001 S85820059 440 DUP PNPTY YES
chr3: 124300606-124402760 103384 DUP UMPY YES
chrd 10560030-10567778 28,550 DEL CLNK YES
chr 7 82550R6.- 82505804 718  DEL PCLO NG
chrT 121 T3R508 121 773781 35378 DEL A488 YES
chrX:53560260-53622364 §2005 DUP HUWE! YES
chrX AORIATRILIORETION? 43323 DUP  SERPINAY YES
chr X 120181538-120183938 2397  DEL GLUDg YES

{ geme that led CNV fo be selected {because of a discase association in HGMD}
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CHNY Locus Size Type ©enel @ ONVY Falte + False

chri 183401 4- 1083088 29048 Borh CDEF18 27 0 3
shel ISATO0RT- 188001 3% 183148 PUP  CLONKE Nar Na& Na
chri:ISATIZO7-1525865T8 . 15388 DEL  LOESH 136 g 38
el ARSI TOTR-AISANRE 185 GEL OTEE 14 ) it
ol IEZTERYIZ-ZVTIRING 15,888 DEL FICHD? jEE 4 g
chriBISBRINCHTRRETRNY 3813 DUPR  SVOE 1% 8 i
chril:RO50162.8050721 550 DRL  4ASCis 8 g 31
cheil: 134151018 134214350 62430 Beth GLBILS Ha¥ RA NA
chrl Qa8 RR08A-4A8RTH0T 431 DEL JGFLE 1 g 3
SRS L RO Sl M 38 DEL  LILRse 44 U (U
Ry LIOBSISAT- 110062548 LT Bueh  NpRHEPI 7 0 g
RLATSINIAATEINGYE o ssd DUP BRe 8 0 i
o2 24373 3V-24384332 iioes DEL O8TT: 111 g i4
SIS L A4ITI0523 83361 DUP KR4 5] Q &
che3 1 HINTI06L 15 1545081 oy DEL 44bso 11 3 3
chrd 3R T 34TEITY 32,2383 DEL  RGRAC § 0 8
chy6R40a34R 634142087 apmer  DEL  Ugdesy G 8] i
chrR 138RE1TOL I3B05RO5T g85% DUP  MATES Ha¥ NA NA
cheT 4280140801528 B33 DEL Be % 8 3]
Qi RISRG 484230 248018 DUP DOCKRS § i g

* The varianee of the TagMan dats foe these Joct was oo Bigh to dotevimive sopy nombey sinte
¥ gore that Ted TNV to be selected (heonuse of & devner sesnolation n HGMD)
£ Mot reproseugative of TNV allele frequenay. The 185 samples tested fir cnsomon TNV leol
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