
                         SEQUENCE LISTIN G  

 

<1 10>  CHUGAI SEIYAKU  KABUSHIKI KAISHA  

  

<1 20>  THERAPEUTIC AN TIGEN - BINDING MOLEC ULE WITH A FcRn - BIN DING DOMAIN  

       THAT PROMOTES ANTIGEN CLEARANCE  

 

<1 30>  C1 - A1112Y1P  

 

<1 50>  JP 2011 - 218736  

<1 51>  2 011 - 09 - 3 0  

 

<1 50>  JP 2012 - 139211  

<1 51>  2012 - 06 - 2 0  

 

<1 50>  PCT/JP2012/058 603  

<1 51>  2012 - 03 - 3 0  

 

<1 50>  JP 2012 - 123781  

<1 51>  2012 - 05 - 3 0  

 

<1 50>  JP 2012 - 123773  

<1 51>  2012 - 05 - 3 0  

 

<1 50>  JP 2012 - 177311  

<1 51>  2012 - 08 - 0 9  

 

<1 50>  JP 2012 - 12378 2  

<1 51>  2012 - 05 - 3 0  

 

<1 60>  29     

 

<1 70>  PatentIn versi on 3.4  

 

<2 10>  1  

<2 11>  447  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  1  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Va l Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gl n Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   



 

 

Gl n Gly Arg Va l Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  

 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Leu Gly Gly  Pro  

22 5                 2 30                 235                 240  

 

 

Se r Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Thr Leu Me t Ile  Ser  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Val As p Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 



Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Thr V a l Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

Th r Il e Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 

Al a Leu His Asn His T yr Thr Gln Lys Ser Leu Ser Leu Ser Pro   

        435                 440                 445          

 

 

<2 10>  2  

<2 11>  214  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artif iciall y synthesized pepti de sequence  

 

<4 00>  2  

 

As p Ile Gln Met Thr G ln Ser Pro Ser Ser Leu Ser Ala Ser Val  Gly  

1               5                   10                  15       

 

 

As p Arg Val Thr Ile T hr Cys Arg Ala Ser Gln Asp Ile Ser Ser  Tyr  

            20                  25                  30           

 

 



Le u Asn Trp Tyr Gln G ln Lys Pro Gly Lys Ala Pro Lys Leu Leu  Ile  

        35                  40                  45               

 

 

Ty r Tyr Thr Ser Arg L eu His Ser Gly Val Pro Ser Arg Phe Ser  Gly  

    50                  55                  60                   

 

 

Se r Gly Ser Gly Thr A sp Phe Thr Phe Thr Ile Ser Ser Leu Gln  Pro  

65                   7 0                  75                  80   

 

 

Gl u Asp Ile Ala Thr T yr Tyr Cys Gln Gln Gly Asn Thr Leu Pro  Tyr  

                85                  90                  95       

 

 

Th r Phe Gly Gln Gly T hr Lys Val Glu Ile Lys Arg Thr Val Ala  Ala  

            100                 105                 110          

 

 

Pr o Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  Gly  

        115                 120                 125              

 

 

Th r Ala Ser Val Val C ys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  Ala  

    130                 135                 140                  

 

 

Ly s Val Gln Trp Lys V al Asp Asn Ala Leu Gln Ser Gly Asn Ser  Gln  

14 5                 1 50                 155                 160  

 

 

Gl u Ser Val Thr Glu G ln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  Ser  

                165                 170                 17 5      

 

 

Se r Thr Leu Thr Leu S er Lys Ala Asp Tyr Glu Lys His Lys Val  Tyr  

            180                 185                 190          

 

 

Al a Cys Glu Val Thr H is Gln Gly Leu Ser Ser Pro Val Thr Lys  Ser  

        195                 200                 205              

 

 

Ph e Asn Arg Gly Glu C ys  

    210                  

 

 

<2 10>  3  

<2 11>  214  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  3  

 



As p Ile Gln Met Thr G ln Ser Pro Se r Ser Leu Ser Ala Ser Val  Gly  

1               5                   10                  15       

 

 

As p Ser Val Thr Ile T hr Cys Gln Ala Ser Thr Asp Ile Ser Ser  His  

            20                  25                  30           

 

 

Le u Asn Trp Tyr Gl n G ln Lys Pro Gly Lys Ala Pro Glu Leu Leu  Ile  

        35                  40                  45               

 

 

Ty r Tyr Gly Ser His L eu Leu Ser Gly Val Pro Ser Arg Phe Ser  Gly  

    50                  55                  60                   

 

 

S e r Gly Ser Gly Thr A sp Phe Thr Phe Thr Ile Ser Ser Leu Glu  Ala  

65                   7 0                  75                  80   

 

 

Gl u Asp Ala Ala Thr T yr Tyr Cys Gly Gln Gly Asn Arg Leu Pro  Tyr  

                85                  90                  95       

 

 

Th r Phe Gly Gln Gly T hr Lys Val Glu Ile Glu Arg Thr Val Ala  Ala  

            100                 105                 110          

 

 

Pr o Ser Val Phe Ile P he Pro Pro Ser Asp Glu Gln Leu Lys Ser  Gly  

        115                 120                 125              

 

 

Th r Ala Ser Val Val C ys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  Ala  

    130                 135                 140                  

 

 

Ly s Val Gln Trp Lys V al Asp Asn Ala Leu Gln Ser Gly Asn Ser  Gln  

14 5                 1 50                 155                 160  

 

 

Gl u Ser Val Thr Glu G ln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  Ser  

                165                 170                 175       

 

 

Se r Thr Leu Thr Leu S er Lys Ala Asp Tyr Glu Lys His Lys Val  Tyr  

            180                 185                 190          

 

 

Al a Cys Glu Val Thr H is Gln Gly Leu Ser Ser Pro Val Thr Lys  Ser  

        195                 200                 205              

 

 

Ph e Asn Arg Gly Glu C ys  

    210                  

 

 

< 2 10>  4  

<2 11>  447  



<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  4  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                   75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  

 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              



 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Leu Gly Gly  Pro  

22 5                 2 30                 235                 240  

 

 

Se r Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Thr Leu Tyr Ile  Ser  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Val Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 

Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Thr V al Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

Th r Ile Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            34 0                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 



Al a Leu His Tyr His T yr Thr Gln Lys Ser Leu Ser Leu Ser Pro   

        435                 440                 445          

 

 

<2 10>  5  

<2 11>  447  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  5  

 

Gl n Val Gln Leu Gln G l u Ser Gly Pro Gly Leu Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Al a Trp Ser Trp V al Arg Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 150                 155                 160  

 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 



Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Se r   

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Ly s Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Leu Gly Gly  Asp  

22 5                 2 30                 235                 240  

 

 

Se r Val Phe Leu Phe P ro Pro Ly s Pro Lys Asp Thr Leu Tyr Ile  Ser  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Ly s Phe A sn Trp Tyr Val Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 

Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Thr V al Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

Th r Ile Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 390                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       



 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 

Al a Leu His Tyr His T yr Thr Gln Lys Ser Leu Ser Leu Ser Pro   

        435                 440                 445          

 

 

<2 10>  6  

<2 11>  447  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  6  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  



 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Leu Gly Gly  Pro  

2 2 5                 2 30                 235                 240  

 

 

Se r Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Thr Leu Tyr Ile  Ser  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Val Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 

Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Thr V al Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

Th r Ile Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 



Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 

Al a Leu His Tyr His V al Thr Gln Lys Ser Leu Ser Leu Ser Pro   

        435                 44 0                 445          

 

 

<2 10>  7  

<2 11>  447  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  7  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Ser Arg Asp Asn Ser Lys As n Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Al a Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 



Pr o Leu Ala Pro Se r S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  

 

 

A s n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Leu Gly Gly  Pro  

22 5                 2 30                 235                 240  

 

 

Se r Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Val Leu Tyr Ile  Ser  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Val Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 

Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Gln V al Leu His Ala Asp Trp Leu Asn Gly Ly s Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

Th r Ile Ser Lys Ala L ys Gly Gln Pro Arg Gl u Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              



 

 

Cy s Leu Val Lys Gly P he Ty r Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser As p Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 

Al a Leu His Tyr His V al Thr Gln Lys Ser Leu Ser Leu Ser Pro   

        435                 440                 445          

 

 

<2 10>  8  

<2 11>  447  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  8  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          



 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  

 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Arg Gly Gly  Pro  

22 5                 2 30                 235                 24 0   

 

 

Ly s Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Thr Leu Tyr Ile  Thr  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Val Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 

Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Thr V al Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 



Th r Ile Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 

Al a Leu His Tyr His V al Thr Arg Lys Glu Leu Ser Leu Ser Pro   

        435                 440                 445          

 

 

<2 10>  9  

<2 11>  447  

< 2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  9  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Le u Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 



Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  

 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Le u   

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Va l Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pr o Ala Pro Glu Leu Arg Gly Gly  Pro  

22 5                 2 30                 235                 240  

 

 

Ly s Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Thr Leu Tyr Ile  Thr  

                245                 250                 255       

 

 

Ar g Glu Pro Gl u Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Val Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 

Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Thr V al Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  



 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

Th r Ile Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Met His  Glu  

            420                 425                 430          

 

 

Al a Leu His Tyr His V al Thr Arg Lys Glu Leu Ser Leu Se r Pro   

        435                 440                 445          

 

 

<2 10>  10  

<2 11>  447  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  10  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Le u Val Lys Pro Ser  Glu  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Ala Val Ser Gly His Ser Ile Ser His  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Ar g Gln Pro Pro Gly Glu Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Phe Ile Ser T yr Ser Gly Ile Thr Asn Tyr Asn Pro Ser  Leu  

    50                  55                  60                   



 

 

Gl n Gly Ar g Val Thr I le Ser Arg Asp Asn Ser Lys Asn Thr Leu  Tyr  

65                   7 0                  75                  80   

 

 

Le u Gln Met Asn Ser L eu Arg Ala Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Glu  Gly  

            100                 105                 110          

 

 

Th r Leu Val Thr Val S er Ser Ala Ser Thr Lys Gly Pro Ser Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ala Pro Ser S er Lys Ser Thr Ser Gly Gly Thr Ala Ala  Leu  

    130                 135                 140                  

 

 

Gl y Cys Leu Val Lys A sp Tyr Phe Pro Glu Pro Val Thr Val Ser  Trp  

14 5                 1 50                 155                 160  

 

 

As n Ser Gly Ala Leu T hr Ser Gly Val His Thr Phe Pro Ala Val  Leu  

                165                 170                 175       

 

 

Gl n Ser Ser Gly Leu T yr Ser Leu Ser Ser Val Val Thr Val Pro  Ser  

            180                 185                 190          

 

 

Se r Ser Leu Gly Thr G ln Thr Tyr Ile Cys Asn Val Asn His Lys  Pro  

        195                 200                 205              

 

 

Se r Asn Thr Lys Val A sp Lys Lys Val Glu Pro Lys Ser Cys Asp  Lys  

    210                 215                 220                  

 

 

Th r His Thr Cys Pro P ro Cys Pro Ala Pro Glu Leu Leu Gly Gly  Pro  

22 5                 2 30                 235                 240  

 

 

Se r Val Phe Leu Phe P ro Pro Lys Pro Lys Asp Thr Le u Met Ile  Ser  

                245                 250                 255       

 

 

Ar g Thr Pro Glu Val T hr Cys Val Val Val Asp Val Ser His Glu  Asp  

            260                 265                 270          

 

 

Pr o Glu Val Lys Phe A sn Trp Tyr Va l Asp Gly Val Glu Val His  Asn  

        275                 280                 285              

 

 



Al a Lys Thr Lys Pro A rg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  Val  

    290                 295                 300                  

 

 

Va l Ser Val Leu Th r V al Leu His Gln Asp Trp Leu Asn Gly Lys  Glu  

30 5                 3 10                 315                 320  

 

 

Ty r Lys Cys Lys Val S er Asn Lys Ala Leu Pro Ala Pro Ile Glu  Lys  

                325                 330                 335       

 

 

T h r Ile Ser Lys Ala L ys Gly Gln Pro Arg Glu Pro Gln Val Tyr  Thr  

            340                 345                 350          

 

 

Le u Pro Pro Ser Arg A sp Glu Leu Thr Lys Asn Gln Val Ser Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Val Lys Gly P he Tyr Pro Ser Asp Ile Ala Val Glu Trp  Glu  

    370                 375                 380                  

 

 

Se r Asn Gly Gln Pro G lu Asn Asn Tyr Lys Thr Thr Pro Pro Val  Leu  

38 5                 3 90                 395                 400  

 

 

As p Ser Asp Gly Ser P he Phe Leu Tyr Ser Lys Leu Thr Val Asp  Lys  

                405                 410                 415       

 

 

Se r Arg Trp Gln Gln G ly Asn Val Phe Ser Cys Ser Val Leu His  Glu  

            420                 425                 430          

 

 

Al a Leu His Ser His T hr Thr Gln Lys Ser Leu Ser Leu Ser Pro   

        435                 440                 445          

 

 

<2 10>  11  

<2 11>  5  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An ar tificiall y synthesized pepti de sequence  

 

<4 00>  11  

 

Gl y Gly Gly Gly Ser  

1               5    

 

 

<2 10>  12  

<2 11>  464  

<2 12>  PRT  

<2 13>  Artificial Seq uence  



 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  12  

 

Gl n Val Gln Leu Gln G lu Ser Gly Pro Gly Leu Val Arg Pro Ser  Gln  

1               5                   10                  15       

 

 

Th r Leu Ser Leu Thr C ys Thr Val Ser Gly Tyr Ser Ile Thr Ser  Asp  

            20                  25                  30           

 

 

Hi s Ala Trp Ser Trp V al Arg Gln Pro Pro Gly Arg Gly Leu Glu  Trp  

        35                  40                  45               

 

 

Il e Gly Tyr Ile Ser T yr Ser Gly Ile Thr Thr Tyr Asn Pro Ser  Leu  

    50                  55                  60                   

 

 

Ly s Ser Arg Val Thr M et Leu Arg Asp Thr Ser Lys Asn Gln Phe  Ser  

65                   7 0                  75                  80   

 

 

Le u Arg Leu Ser Ser V al Thr Ala Ala Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Ser Leu Ala A rg Thr Thr Ala Met Asp Tyr Trp Gly Gln  Gly  

            100                 105                 110          

 

 

Se r Leu Val Thr Val S er Ser Ala Ser Pro Thr Ser Pro Lys Val  Phe  

        115                 120                 125              

 

 

Pr o Leu Ser Leu Cys S er Thr Gln Pro Asp Gly Asn Val Val Ile  Ala  

    130                 135                 140                  

 

 

Cy s Leu Val Gln Gly P he Phe Pro Gln Glu Pro Leu Ser Val Thr  Trp  

1 4 5                 1 50                 155                 160  

 

 

Se r Glu Ser Gly Gln G ly Val Thr Ala Arg Asn Phe Pro Pro Ser  Gln  

                165                 170                 175       

 

 

As p Ala Ser Gly Asp L eu Tyr Thr Thr Ser Ser Gln Leu Thr Leu  Pro  

            180                 185                 190          

 

 

Al a Thr Gln Cys Leu A la Gly Lys Ser Val Thr Cys His Val Lys  His  

        195                 200                 205              

 

 



Ty r Thr Asn Pro Ser G ln Asp Val Thr Val Pro Cys Pro Val Pro  Ser  

    210                 215                 220                  

 

 

Th r Pro Pro Thr Pro S er Pro Ser Thr Pro Pro Thr Pro Ser Pro  Ser  

22 5                 2 30                 235                 240  

 

 

Cy s Cys His Pro Arg Leu Ser Leu His Arg Pro Ala Leu Glu Asp  Leu  

                245                 250                 255       

 

 

Le u Leu Gly Ser Glu A la Asn Leu Thr Cys Thr Leu Thr Gly Leu  Arg  

            260                 265                 270          

 

 

As p Ala Ser Gly Val T hr Phe Thr Trp Thr Pro Ser Ser Gly Lys  Ser  

        275                 280                 285              

 

 

Al a Val Gln Gly Pro P ro Glu Arg Asp Leu Cys Gly Cys Tyr Ser  Val  

    290                 295                 300                  

 

 

Se r Ser Val Leu Pro G ly Cys Ala Glu Pro Trp Asn His Gly Lys  Thr  

30 5                 3 10                 315                 320  

 

 

Ph e Thr Cys Thr Ala A la Tyr Pro Glu Ser Lys Thr Pro Leu Thr  Ala  

                325                 330                 335       

 

 

Th r Leu Ser Lys Ser G ly Asn Thr Phe Arg Pro Glu Val His Leu  Leu  

            340                 345                 350          

 

 

Pr o Pro Pro Ser Glu G lu Leu Ala Leu Asn Glu Leu Val Thr Leu  Thr  

        355                 360                 365              

 

 

Cy s Leu Ala Arg Gly P he Ser Pro Lys Asp Val Leu Val Arg Trp  Leu  

    370                 375                 380                  

 

 

Gl n Gly Ser Gln Glu L eu Pro Arg Glu Lys Tyr Leu Thr Trp Ala  Ser  

38 5                 390                 395                 400  

 

 

Ar g Gln Glu Pro Ser G ln Gly Thr Thr Thr Phe Ala Val Thr Ser  Ile  

                405                 410                 415       

 

 

Le u Arg Val Ala Ala G lu Asp Trp Lys Lys Gly Asp Thr Phe Ser  Cys  

            420                 425                 430          

 

 

Me t Val Gly His Glu A la Leu Pro Leu Ala Phe Thr Gln Lys Thr  Ile  

        435                 440                 445              



 

 

As p Arg Leu Ala Gly L ys Glu Gln Lys Leu Ile Ser Glu Glu Asp  Leu  

    450                 455                 460                  

 

 

<2 10>  13  

<2 11>  214  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  13  

 

As p Ile Gln Met Thr G ln Ser Pro Ser Ser Leu Ser Ala Ser Val  Gly  

1               5                   10                  15       

 

 

As p Arg Val Thr Ile T hr Cys Arg Ala Ser Gln Asp Ile Ser Ser  Tyr  

            20                  25                  30           

 

 

Le u Asn Trp Tyr Gln G ln Lys Pro Gly Lys Ala Pro Lys Leu Leu  Ile  

        35                  40                  45               

 

 

Ty r Tyr Thr Ser Arg L eu His Ser Gly Val Pro Ser Arg Phe Ser  Gly  

    50                  55                  60                   

 

 

Se r Gly Ser Gly Thr A sp Phe Thr Phe Thr Ile Ser Ser Leu Gln  Pro  

65                   7 0                  75                  80   

 

 

Gl u Asp Ile Ala Thr T yr Tyr Cys Gln Gln Gly Asn Thr Leu Pro  Tyr  

                85                  90                  95       

 

 

Th r Phe Gly Gln Gly T hr Lys Val Glu Ile Lys Arg Thr Val Ala  Ala  

            100                 105                 110          

 

 

Pr o Ser Val Phe Ile P he Pro Pro Ser Asp Glu Gln Leu Lys Ser  Gly  

        115                 12 0                 125              

 

 

Th r Ala Ser Val Val C ys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  Ala  

    130                 135                 140                  

 

 

Ly s Val Gln Trp Lys V al Asp Asn Ala Leu Gln Ser Gly Asn Ser  Gln  

14 5                 150                 155                 160  

 

 

Gl u Ser Val Thr Glu G ln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  Ser  

                165                 170                 175       



 

 

Se r Thr Leu Thr Leu S er Lys Ala Asp Tyr Glu Lys His Lys Val  Tyr  

            180                 185                 190          

 

 

Al a Cys Glu Val Thr H is Gln Gly Leu Ser Ser Pro Val Thr Lys  Ser  

        195                 200                 205              

 

 

Ph e Asn Arg Gly Glu C ys  

    210                  

 

 

<2 10>  14  

<2 11>  451  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  14  

 

Gl n Val Gln Leu Val G ln Ser Gly Ala Glu Val Lys Lys Pro Gly  Ser  

1               5                   10                  15       

 

 

Se r Val Lys Val Ser C ys Lys Ala Ser Gly Gly Thr Phe Ser Ser  Tyr  

            20                  25                  30           

 

 

Al a Ile Ser Trp Val A rg Gln Ala Pro Gly Gln Gly Leu Glu Trp  Met  

        35                  40                  45               

 

 

Gl y Gly Ile Ile Pro I le Phe Gly Thr Ala Asn Tyr Ala Gln Lys  Phe  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Thr Ala Asp Glu Ser Thr Ser Thr Ala  Tyr  

65                   70                  75                  80   

 

 

Me t Glu Leu Ser Ser L eu Arg Ser Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Pro Arg Trp G lu Thr Ala Ile Ser Ser Asp Ala Phe Asp  Ile  

            100                 105                 110          

 

 

Tr p Gly Gln Gly Thr M et Val Thr Val Ser Ser Ala Ser Thr Lys  Gly  

        115                 120                 125              

 

 

Pr o Ser Val Phe Pro L eu Ala Pro Ser Ser Lys Ser Thr Ser Gly  Gly  

    130                 135                 140                  



 

 

Th r Ala Ala Leu Gly C ys Leu Val Lys Asp Tyr Phe Pro Glu Pro  Val  

14 5                 1 50                 155                 160  

 

 

Th r Val Ser Trp Asn S er Gly Ala Leu Thr Ser Gly Val His Thr  Phe  

                165                 170                 175       

 

 

Pr o Ala Val Leu Gln S er Ser Gly Leu Tyr Ser Leu Ser Ser Val  Val  

            180                 185                 190          

 

 

Th r Val Pro Ser Ser S er Leu Gly Thr Gln Thr Tyr Ile Cys Asn  Val  

        195                 200                 205              

 

 

As n His Lys Pro Ser A sn Thr Lys Val Asp Lys Lys Val Glu Pro  Lys  

    210                 215                 220                  

 

 

Se r Cys Asp Lys Thr H is Thr Cys Pro Pro Cys Pro Ala Pro Glu  Leu  

22 5                 2 30                 235                 240  

 

 

Le u Gly Gly Pro Ser V al Phe Leu Phe Pro Pro Lys Pro Lys Asp  Thr  

                245                 250                 255       

 

 

Le u Met Ile Ser Arg T hr Pro Glu Val Thr Cys Val Val Val Asp  Val  

            260                 265                 270          

 

 

Se r His Glu Asp Pro G lu Val Lys Phe Asn Trp Tyr Val Asp Gly  Val  

        275                 280                 285              

 

 

Gl u Val His Asn Ala L ys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  Ser  

    290                 295                 300                  

 

 

Th r Tyr Arg Val Val S er Val Leu Thr Val Leu His Gln Asp Trp  Leu  

30 5                 310                 315                 320  

 

 

As n Gly Lys Glu Tyr L ys Cys Lys Val Ser Asn Lys Ala Leu Pro  Ala  

                325                 330                 335       

 

 

Pr o Ile Glu Lys Thr I le Ser Lys Ala Lys Gly Gln Pro Arg Glu  Pro  

            340                 345                 350          

 

 

Gl n Val Tyr Thr Leu P ro Pro Ser Arg Asp Glu Leu Thr Lys Asn  Gln  

        355                 360                 365              

 

 



Va l Ser Leu Thr Cys L eu Val Lys Gly Phe Tyr Pro Ser Asp Ile  Ala  

    370                 375                 380                  

 

 

Va l Glu Trp Glu Ser A sn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  Thr  

38 5                 3 90                 395                 400  

 

 

Pr o Pro Val Leu Asp S er Asp Gly Ser Phe Phe Leu Tyr Ser Lys  Leu  

                405                 410                 415       

 

 

Th r Val Asp Lys Ser A rg Trp Gln Gln Gly Asn Val Phe Ser Cys  Ser  

            420                 425                 430          

 

 

Va l Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu  Ser  

        435                 440                 445              

 

 

Le u Ser Pro  

    450      

 

 

<2 10>  15  

<2 11>  214  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized p epti de sequence  

 

<4 00>  15  

 

As p Ile Gln Met Thr G ln Ser Pro Ser Ser Leu Ser Ala Ser Val  Gly  

1               5                   10                  15       

 

 

As p Arg Val Thr Ile T hr Cys Arg Ala Ser Gln Ser Ile Ser Asp  Asp  

            20                  25                  30           

 

 

Le u Asn Trp Tyr Gln G ln Lys Pro Gly Lys Ala Pro Lys Leu Leu  Ile  

        35                  40                  45               

 

 

Ty r Glu Ala Ser Asn L eu Gln Ser Gly Val Pro Ser Arg Phe Ser  Gly  

    50                   55                  60                   

 

 

Se r Gly Ser Gly Thr A sp Phe Thr Leu Thr Ile Ser Ser Leu Gln  Pro  

65                   7 0                  75                  80   

 

 

Gl u Asp Phe Ala Thr T yr Tyr Cys Gln Gln His Ser Ser Ser Pro  Leu  

                85                  90                  95       

 

 



Th r Phe Gly Gln Gly T hr Lys Val Glu Ile Lys Arg Thr Val Ala  Ala  

            100                 105                 110          

 

 

Pr o Ser Val Phe Ile P he Pro Pro Ser Asp Glu Gln Leu Lys Ser  Gly  

        115                 120                 125              

 

 

Th r Ala Ser Val Val C ys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  Ala  

    130                 135                 140                  

 

 

Ly s Val Gln Trp Lys V al Asp Asn Ala Leu Gln Ser Gly Asn Ser  Gln  

14 5                 1 50                 155                 160  

 

 

Gl u Ser Val Thr Glu G ln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  Ser  

                165                 170                 175       

 

 

Se r Thr Leu Thr Leu S er Lys Ala Asp Tyr Glu Lys His Lys Val  Tyr  

            180                 185                 190          

 

 

Al a Cys Glu Val Thr H is Gln Gly Leu Ser Ser Pro Val Thr Lys  Ser  

        195                 200                 205              

 

 

Ph e Asn Arg Gly Glu C ys  

    210                  

 

 

<2 10>  16  

<2 11>  451  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  16  

 

Gl n Val Gln Leu Val G ln Ser Gly Ala Glu Val Lys Lys Pro Gly  Ser  

1               5                   10                  15       

 

 

Se r Val Lys Val Ser C ys Lys Ala Ser Gly Gly Thr Phe Ser Ser  Tyr  

            20                  25                  30           

 

 

Al a Ile Ser Trp Val A rg Gln Ala Pro Gly Gln Gly Leu Glu Trp  Met  

        35                  40                  45               

 

 

Gl y Gly Ile Ile Pro I le Phe Gly Thr Ala Asn Tyr Ala Gln Lys  Phe  

    50                  55                  60                   

 

 



Gl n Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala  Tyr  

65                   7 0                  75                  80   

 

 

Me t Glu Leu Ser Ser L eu Arg Ser Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Pro Arg Trp G lu Thr Ala Ile Ser Ser Asp Ala Phe Asp  Ile  

            100                 105                 110          

 

 

Tr p Gly Gln Gly Thr M et Val Thr Val Ser Ser Ala Ser Thr Lys  Gly  

        115                 120                 125              

 

 

Pr o Ser Val Phe Pro L eu Ala Pro Ser Ser Lys Ser Thr Ser Gly  Gly  

    130                 135                 140                  

 

 

Th r Ala Ala Leu Gly C ys Leu Val Lys Asp Tyr Phe Pro Glu Pro  Val  

14 5                 1 50                 15 5                 160  

 

 

Th r Val Ser Trp Asn S er Gly Ala Leu Thr Ser Gly Val His Thr  Phe  

                165                 170                 175       

 

 

Pr o Ala Val Leu Gln S er Ser Gly Leu Tyr Ser Leu Ser Ser Val  Val  

            180                 185                 190          

 

 

Th r Val Pro Ser Ser S er Leu Gly Thr Gln Thr Tyr Ile Cys Asn  Val  

        195                 200                 205              

 

 

As n His Lys Pro Ser A sn Thr Lys Val Asp Lys Lys Val Glu Pro  Lys  

    210                 215                 220                  

 

 

Se r Cys Asp Lys Thr H is Thr Cys Pro Pro Cys Pro Ala Pro Glu  Leu  

22 5                 2 30                 235                 240  

 

 

Ar g Gly Gly Pro Lys V al Phe Leu Phe Pro Pro Lys Pro Lys Asp  Thr  

                245                 250                 255       

 

 

Le u Met Ile Ser Arg T hr Pro Glu Val Thr Cys Val Val Val Asp  Val  

            260                 265                 270          

 

 

Se r His Glu Asp Pro G lu Val Lys Phe Asn Trp Tyr Val Asp Gly  Val  

        275                 280                 285              

 

 

Gl u Val His Asn Ala L ys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  Ser  

    290                 295                 300                  



 

 

Th r Tyr Arg Val Val S er Val Leu Thr Val Leu His Gln Asp Trp  Leu  

30 5                 3 10                 315                 320  

 

 

As n Gly Lys Glu Tyr L ys Cys Lys Val Ser Asn Lys Ala Leu Pro  Ala  

                325                 330                 335       

 

 

Pr o Ile Glu Lys Thr I le Ser Lys Ala Lys Gly Gln Pro Arg Glu  Pro  

            340                 345                 350          

 

 

Gl n Val Tyr Thr Leu P ro Pro Ser Arg Asp Glu Leu Thr Lys Asn  Gln  

        355                 360                 365              

 

 

Va l Ser Leu Thr Cys L eu Val Lys Gly Phe Tyr Pro Ser Asp Ile  Ala  

    370                 375                 380                  

 

 

Va l Glu Trp Glu Ser A sn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  Thr  

38 5                 3 90                 395                 400  

 

 

Pr o Pro Val Leu Asp S er Asp Gly Ser Phe Phe Leu Tyr Ser Lys  Leu  

                405                 410                 415       

 

 

Th r Val Asp Lys Ser A rg Trp Gln Gln Gly Asn Val Phe Ser Cys  Ser  

            420                 42 5                 430          

 

 

Va l Met His Glu Ala L eu His Asn His Tyr Thr Gln Lys Ser Leu  Ser  

        435                 440                 445              

 

 

Le u Ser Pro  

    450      

 

 

<2 10>  17  

<2 11>  451  

<2 12>  PRT  

<2 13>  Artificial  Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  17  

 

Gl n Val Gln Leu Val G ln Ser Gly Ala Glu Val Lys Lys Pro Gly  Ser  

1               5                   10                  15       

 

 

Se r Val Lys Val Ser C ys Lys Ala Ser Gly Gly Thr Phe Ser Ser  Tyr  

            20                  25                  30           



 

 

Al a Ile Ser Trp Val A rg Gln Ala Pro Gly Gln Gly Leu Glu Trp  Met  

        35                  40                  45               

 

 

Gl y Gly Ile Ile Pro I le Phe Gly Thr Ala Asn Tyr Ala Gln Lys  Phe  

    50                  55                  60                   

 

 

Gl n Gly Arg Val Thr I le Thr Ala Asp Glu Ser Thr Ser Thr Ala  Tyr  

65                   7 0                  75                  80   

 

 

Me t Glu Leu Ser Ser L eu Arg Ser Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Al a Arg Pro Arg Trp G lu Thr Ala Ile Ser Ser Asp Ala Phe Asp  Ile  

            100                 105                 11 0          

 

 

Tr p Gly Gln Gly Thr M et Val Thr Val Ser Ser Ala Ser Thr Lys  Gly  

        115                 120                 125              

 

 

Pr o Ser Val Phe Pro L eu Ala Pro Ser Ser Lys Ser Thr Ser Gly  Gly  

    130                 135                 140                  

 

 

Th r Ala Ala Leu Gly C ys Leu Val Lys Asp Tyr Phe Pro Glu Pro  Val  

14 5                 1 50                 155                 160  

 

 

Th r Val Ser Trp Asn S er Gly Ala Leu Thr Ser Gly Val His Thr  Phe  

                165                 170                 175       

 

 

Pr o Ala Val Leu Gln S er Ser Gly Leu Tyr Ser Leu Ser Ser Val  Val  

            180                 185                 190          

 

 

Th r Val Pro Ser Ser S er Leu Gly Thr Gln Thr Tyr Ile Cys Asn  Val  

        195                 200                 205              

 

 

As n His Lys Pro Ser A sn Thr Lys Val Asp Lys Lys Val Glu Pro  Lys  

    210                 215                 220                  

 

 

Se r Cys Asp Lys Thr H is Thr Cys Pro Pro Cys Pro Ala Pro Glu  Leu  

22 5                 2 30                 235                 240  

 

 

Ar g Arg Gly Pro Lys V al Phe Leu Phe Pro Pro Lys Pro Lys Asp  Thr  

                245                 250                 255       

 

 



Le u Tyr Ile Thr Arg G lu Pro Glu Val Thr Cys Val Val Val Asp  Val  

            260                 265                 270          

 

 

Se r His Glu Asp Pro G lu Val Lys Phe Asn Trp Tyr Val Asp Gly  Val  

        275                 280                 285              

 

 

Gl u Val His Asn Ala L ys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  Ser  

    290                 295                 300                  

 

 

Th r Tyr Arg Val Val S er Val Leu Thr Val Leu His Gln Asp Trp  Leu  

30 5                 3 10                 315                 320  

 

 

As n Gly Lys Glu Tyr L ys Cys Lys Val Ser Asn Lys Ala Leu Pro  Ala  

                325                 330                 335       

 

 

Pr o Ile Glu Lys Thr I le Ser Lys Ala Lys Gly Gln Pro Arg Glu  Pro  

            340                 345                 350          

 

 

Gl n Val Tyr Thr Leu P ro Pro Ser Arg Asp Glu Leu Thr Lys Asn  Gln  

        355                 360                 365              

 

 

Va l Ser Leu Thr Cys L eu Val Lys Gly Phe Tyr Pro Ser Asp Ile  Ala  

    370                 375                 38 0                  

 

 

Va l Glu Trp Glu Ser A sn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  Thr  

38 5                 3 90                 395                 400  

 

 

Pr o Pro Val Leu Asp S er Asp Gly Ser Phe Phe Leu Tyr Ser Lys  Leu  

                405                 410                 415       

 

 

Th r Val Asp Lys Ser A rg Trp Gln Gln Gly Asn Val Phe Ser Cys  Ser  

            420                 425                 430          

 

 

Va l Met His Glu Ala L eu His Tyr His Val Thr Arg Lys Glu Leu  Ser  

        435                 440                 445              

 

 

Le u Ser Pro  

    450      

 

 

<2 10>  18  

<2 11>  543  

<2 12>  PRT  

<2 13>  Homo sapiens  

 

<4 00>  18  



 

Gl n Val Gln Leu Val G ln Ser Gly Ala Glu Val Lys Lys Pro Gly  Ala  

1               5                   10                  15       

 

 

Se r Val Lys Val Ser C ys Lys Ala Ser Gly Tyr Thr Phe Thr Asp  Tyr  

            20                  25                  30           

 

 

Gl u Met His Trp Val A rg Gln Ala Pro Gly Gln Gly Leu Glu Trp  Met  

        35                  40                  45               

 

 

Gl y Ala Leu Asp Pro L ys Thr Gly Asp Thr Ala Tyr Ser Gln Lys  Phe  

    50                  55                  60                   

 

 

Ly s Gly Arg Val Thr L eu Thr Ala Asp Lys Ser Thr Ser Thr Ala  Tyr  

65                   7 0                  75                  80   

 

 

Me t Glu Leu Ser Ser L eu Thr Ser Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Th r Arg Phe Tyr Ser T yr Thr Tyr Trp Gly Gln Gly T hr Leu Val  Thr  

            100                 105                 110          

 

 

Va l Ser Ser Ala Ser T hr Gln Ser Pro Ser Val Phe Pro Leu Thr  Arg  

        115                 120                 125              

 

 

Cy s Cys Lys Asn Ile P ro Ser Asn A la Thr Ser Val Thr Leu Gly  Cys  

    130                 135                 140                  

 

 

Le u Ala Thr Gly Tyr P he Pro Glu Pro Val Met Val Thr Trp Asp  Thr  

14 5                 1 50                 155                 160  

 

 

Gl y Ser Leu Asn G ly T hr Thr Met Thr Leu Pro Ala Thr Thr Leu  Thr  

                165                 170                 175       

 

 

Le u Ser Gly His Tyr A la Thr Ile Ser Leu Leu Thr Val Ser Gly  Ala  

            180                 185                 190          

 

 

T rp Ala Lys Gln Met P he Thr Cys Arg Val Ala His Thr Pro Ser  Ser  

        195                 200                 205              

 

 

Th r Asp Trp Val Asp A sn Lys Thr Phe Ser Val Cys Ser Arg Asp  Phe  

    210                 215                 220                  

 

 

Th r Pro Pro Thr Val L ys Ile Leu Gln Ser Ser Cys Asp Gly Gly  Gly  



22 5                 2 30                 235                 240  

 

 

Hi s Phe Pro Pro Thr I le Gln Leu Leu Cys Leu Val Ser Gly Tyr  Thr  

                245                 250                  255       

 

 

Pr o Gly Thr Ile Asn I le Thr Trp Leu Glu Asp Gly Gln Val Met  Asp  

            260                 265                 270          

 

 

Va l Asp Leu Ser Thr A la Ser Thr Thr Gln Glu Gly Glu Leu Ala  Ser  

        275                 280                 285              

 

 

Th r Gln Ser Glu Leu T hr Leu Ser Gln Lys His Trp Leu Ser Asp  Arg  

    290                 295                 300                  

 

 

Th r Tyr Thr Cys Gln V al Thr Tyr Gln Gly His Thr Phe Glu Asp  Ser  

30 5                 310                 315                 320  

 

 

Th r Lys Lys Cys Ala A sp Ser Asn Pro Arg Gly Val Ser Ala Tyr  Leu  

                325                 330                 335       

 

 

Se r Arg Pro Ser Pro P he Asp Leu Phe Ile Arg Lys Ser Pro T hr  Ile  

            340                 345                 350          

 

 

Th r Cys Leu Val Val A sp Leu Ala Pro Ser Lys Gly Thr Val Asn  Leu  

        355                 360                 365              

 

 

Th r Trp Ser Arg Ala S er Gly Lys Pro Val A sn His Ser Thr Arg  Lys  

    370                 375                 380                  

 

 

Gl u Glu Lys Gln Arg A sn Gly Thr Leu Thr Val Thr Ser Thr Leu  Pro  

38 5                 3 90                 395                 400  

 

 

Va l Gly Thr Arg Asp T rp I le Glu Gly Glu Thr Tyr Gln Cys Arg  Val  

                405                 410                 415       

 

 

Th r His Pro His Leu P ro Arg Ala Leu Met Arg Ser Thr Thr Lys  Thr  

            420                 425                 430          

 

 

Se r Gly P ro Arg Ala A la Pro Glu Val Tyr Ala Phe Ala Thr Pro  Glu  

        435                 440                 445              

 

 

Tr p Pro Gly Ser Arg A sp Lys Arg Thr Leu Ala Cys Leu Ile Gln  Asn  

    450                 455                 460                  

 



 

Ph e Met Pro Glu Asp I le Ser Val Gln Trp Leu His Asn Glu Val  Gln  

46 5                 4 70                 475                 480  

 

 

Le u Pro Asp Ala Arg H is Ser Thr Thr Gln Pro Arg Lys Thr Lys  Gly  

                485                 490                 495       

 

 

Se r Gly Phe Phe Val P he Ser Arg Leu Glu Val Thr Arg Ala Glu  Trp  

            500                 505                 510          

 

 

Gl u Gln Lys Asp Glu P he Ile Cys Arg Ala Val His Glu Ala Ala  Ser  

        515                 520                  525              

 

 

Pr o Ser Gln Thr Val G ln Arg Ala Val Ser Val Asn Pro Gly Lys   

    530                 535                 540              

 

 

<2 10>  19  

<2 11>  219  

<2 12>  PRT  

<2 13>  Homo sapiens  

 

<4 00>  19  

 

As p Val Val Met Th r G ln Ser Pro Leu Ser Leu Pro Val Thr Pro  Gly  

1               5                   10                  15       

 

 

Gl u Pro Ala Ser Ile S er Cys Arg Ser Ser Gln Ser Leu Val His  Ser  

            20                  25                  30           

 

 

A s n Arg Asn Thr Tyr L eu His Trp Tyr Leu Gln Lys Pro Gly Gln  Ser  

        35                  40                  45               

 

 

Pr o Gln Leu Leu Ile T yr Lys Val Ser Asn Arg Phe Ser Gly Val  Pro  

    50                  55                  60                   

 

 

As p Arg Phe Ser Gly S er Gly Ser Gly Thr Asp Phe Thr Leu Lys  Ile  

65                   7 0                  75                  80   

 

 

Se r Arg Val Glu Ala G lu Asp Val Gly Val Tyr Tyr Cys Ser Gln  Asn  

                85                  90                  95       

 

 

Th r His Val Pro Pro T hr Phe Gly Gln Gly Thr Lys Leu Glu Ile  Lys  

            100                 105                 110          

 

 

Ar g Thr Val Ala Ala P ro Ser Val Phe Ile Phe Pro Pro Ser Asp  Glu  

        115                 120                 125              



 

 

Gl n Leu Lys Ser Gly T hr Ala Ser Val Val Cys Leu Leu Asn Asn  Phe  

    130                 135                 140                  

 

 

Ty r Pro Arg Glu Ala L ys Val Gln Trp Lys Val Asp Asn Ala Leu  Gln  

14 5                 150                 155                 160  

 

 

Se r Gly Asn Ser Gln G lu Ser Val Thr Glu Gln Asp Ser Lys Asp  Ser  

                165                 170                 175       

 

 

Th r Tyr Ser Leu Ser S er Thr Leu Thr Leu Ser Lys Ala Asp Ty r Glu  

            180                 185                 190          

 

 

Ly s His Lys Val Tyr A la Cys Glu Val Thr His Gln Gly Leu Ser  Ser  

        195                 200                 205              

 

 

Pr o Val Thr Lys Ser P he Asn Arg Gly Glu Cy s  

    210                 215                  

 

 

<2 10>  20  

<2 11>  443  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  20  

 

Gl n Ser Leu Glu Glu S er Gly Gly Arg Leu Val Thr Pro Gly Thr  Pr o   

1               5                   10                  15       

 

 

Le u Thr Leu Thr Cys T hr Ala Ser Gly Phe Ser Leu Ser Ser Tyr  His  

            20                  25                  30           

 

 

Me t Ser Trp Val Arg G ln Ala Pro Gly Lys Gly Le u Glu Trp Ile  Gly  

        35                  40                  45               

 

 

Va l Ile Asn Ser Ala G ly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys  Gly  

    50                  55                  60                   

 

 

Ar g Phe Thr Val Ser L ys Thr Se r Thr Thr Val Asp Leu Asn Leu  Thr  

65                   7 0                  75                  80   

 

 

Se r Leu Thr Thr Glu A sp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr  Val  

                85                  90                  95       



 

 

Ph e Ser Ser Gl y Ser H is Asp Ile Trp Gly Pro Gly Thr Leu Val  Thr  

            100                 105                 110          

 

 

Va l Ser Ser Ala Ser T hr Lys Gly Pro Ser Val Phe Pro Leu Ala  Pro  

        115                 120                 125              

 

 

Se r Ser Lys Ser Thr S er Gly Gly Thr Ala Ala Leu Gly Cys Leu  Val  

    130                 135                 140                  

 

 

Ly s Asp Tyr Phe Pro G lu Pro Val Thr Val Ser Trp Asn Ser Gly  Ala  

14 5                 1 50                 155                 160  

 

 

Le u Thr Ser Gly Val H is Thr Phe Pro Ala Val Leu Gln Ser Ser  Gly  

                165                 170                 175       

 

 

Le u Tyr Ser Leu Ser S er Val Val Thr Val Pro Ser Ser Ser Leu  Gly  

            180                 185                 190          

 

 

Th r Gln Thr Tyr Ile C ys Asn Val Asn His Lys Pro Ser Asn Thr  Lys  

        195                 200                 205              

 

 

Va l Asp Lys Lys Val G lu Pro Lys Ser Cys Asp Lys Thr His Thr  Cys  

    210                 215                 220                  

 

 

Pr o Pro Cys Pro Ala P ro Glu Leu Leu Gly Gly Pro Ser Val Phe  Leu  

22 5                 2 30                 235                 240  

 

 

Ph e Pro Pro Lys Pro L ys Asp Thr Leu Met Ile Ser Arg Thr Pro  Glu  

                245                 250                 255       

 

 

Va l Thr Cys Val Val V al Asp Val Ser His Glu Asp Pro Glu Val  Lys  

            260                 265                 270          

 

 

Ph e Asn Trp Tyr Val A sp Gly Val Glu Val His Asn Ala Ly s Thr  Lys  

        275                 280                 285              

 

 

Pr o Arg Glu Glu Gln T yr Asn Ser Thr Tyr Arg Val Val Ser Val  Leu  

    290                 295                 300                  

 

 

Th r Val Leu His Gln A sp Trp Leu Asn Gl y Lys Glu Tyr Lys Cys  Lys  

30 5                 3 10                 315                 320  

 

 



Va l Ser Asn Lys Ala L eu Pro Ala Pro Ile Glu Lys Thr Ile Ser  Lys  

                325                 330                 335       

 

 

Al a Lys Gly Gln Pro A r g Glu Pro Gln Val Tyr Thr Leu Pro Pro  Ser  

            340                 345                 350          

 

 

Ar g Glu Glu Met Thr L ys Asn Gln Val Ser Leu Thr Cys Leu Val  Lys  

        355                 360                 365              

 

 

Gl y Ph e Tyr Pro Ser A sp Ile Ala Val Glu Trp Glu Ser Asn Gly  Gln  

    370                 375                 380                  

 

 

Pr o Glu Asn Asn Tyr L ys Thr Thr Pro Pro Val Leu Asp Ser Asp  Gly  

38 5                 3 90                 395                 400  

 

 

Se r Phe Phe Leu Tyr S er Lys Leu Thr Val Asp Lys Ser Arg Trp  Gln  

                405                 410                 415       

 

 

Gl n Gly Asn Val Phe S er Cys Ser Val Met His Glu Ala Leu His  Asn  

            420                 425                 430          

 

 

Hi s Tyr Thr Gln Lys S er Leu Ser Leu Ser Pro  

        435                 440              

 

 

<2 10>  21  

<2 11>  217  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  2 1  

 

Al a Tyr Asp Met Thr G ln Thr Pro Ala Ser Val Glu Val Ala Val  Gly  

1               5                   10                  15       

 

 

Gl y Thr Val Thr Ile L ys Cys Gln Ala Ser Gln Ser Ile Gly Ser  Trp  

            20                  25                  30           

 

 

Le u Ala Trp Tyr Gln G ln Lys Pro Gly Gln Pro Pro Lys Glu Leu  Ile  

        35                  40                  45               

 

 

Ty r Gly Thr Ser Thr L eu Glu Ser Gly Val Pro Ser Arg Phe Ile  Gly  

    50                  55                  60                   

 

 



Se r Gly Ser Gly Thr G lu Phe Thr Leu Thr Ile Ser Gly Val Glu  Cys  

65                   7 0                  75                  80   

 

 

Al a Asp Ala Ala Thr T yr Tyr Cys Gln Gln Gly Tyr Ser Glu Asp  Asn  

                85                  90                  95       

 

 

Il e Asp Asn Ala Phe G ly Gly Gly Thr Glu Val Val Val Lys Arg  Thr  

            100                 105                 110          

 

 

Va l Ala Ala Pro Ser V al Phe Ile Phe Pro Pro Ser Asp Glu Gln  Leu  

        115                 120                 125              

 

 

Ly s Ser Gly Thr Ala S er Val Val Cys Leu Leu Asn Asn Phe Tyr  Pro  

    130                 135                 140                  

 

 

Ar g Glu Ala Lys Val G ln Trp Lys Val Asp Asn Ala Le u Gln Ser  Gly  

14 5                 1 50                 155                 160  

 

 

As n Ser Gln Glu Ser V al Thr Glu Gln Asp Ser Lys Asp Ser Thr  Tyr  

                165                 170                 175       

 

 

Se r Leu Ser Ser Thr L eu Thr Leu Se r Lys Ala Asp Tyr Glu Lys  His  

            180                 185                 190          

 

 

Ly s Val Tyr Ala Cys G lu Val Thr His Gln Gly Leu Ser Ser Pro  Val  

        195                 200                 205              

 

 

Th r Lys Ser Phe As n A rg Gly Glu Cys  

    210                 215          

 

 

<2 10>  22  

<2 11>  32  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  22  

 

Va l Asp Asp Ala Pro G ly Asn Ser Gln Gln Ala Thr Pro Lys  Asp  Asn  

1               5                   10                  15       

 

 

Gl u Ile Ser Thr Phe H is Asn Leu Gly Asn Val His Ser Pro Leu  Lys  

            20                  25                  30           

 

 



<2 10>  23  

<2 11>  443  

<2 12>  PRT  

<2 13 >  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  23  

 

Gl n Ser Leu Glu Glu S er Gly Gly Arg Leu Val Thr Pro Gly Thr  Pro  

1               5                   10                  15       

 

 

Le u Thr Leu Thr Cys  Thr Ala Ser Gly Phe Ser Leu Ser Ser Tyr  His  

            20                  25                  30           

 

 

Me t Ser Trp Val Arg G ln Ala Pro Gly Lys Gly Leu Glu Trp Ile  Gly  

        35                  40                  45               

 

 

V a l  Ile Asn Ser Ala G ly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys  Gly  

    50                  55                  60                   

 

 

Ar g Phe Thr Val Ser L ys Thr Ser Thr Thr Val Asp Leu Asn Leu  Thr  

65                   7 0                  75                  80   

 

 

Se r Leu Thr Thr Glu A sp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr  Val  

                85                  90                  95       

 

 

Ph e Ser Ser Gly Ser H is Asp Ile Trp Gly Pro Gly Thr Leu Val  Thr  

            100                 105                 110          

 

 

Va l Ser Ser Ala Ser T hr Lys Gly Pro Ser Val Phe Pro Leu Ala  Pro  

        115                 120                 125              

 

 

Se r Ser Lys Ser Thr S er Gly Gly Thr Ala Ala Leu Gly Cys Leu  Val  

    130                 1 35                 140                  

 

 

Ly s Asp Tyr Phe Pro G lu Pro Val Thr Val Ser Trp Asn Ser Gly  Ala  

14 5                 1 50                 155                 160  

 

 

Le u Thr Ser Gly Val H is Thr Phe Pro Ala Val Leu Gln Ser Ser  Gly  

                165                 170                 175       

 

 

Le u Tyr Ser Leu Ser S er Val Val Thr Val Pro Ser Ser Ser Leu  Gly  

            180                 185                 190          

 

 



Th r Gln Thr Tyr Ile C ys Asn Val Asn His Lys Pro Ser Asn Thr  Lys  

        195                 200                 205              

 

 

Va l Asp Lys Lys Val G lu Pro Lys Ser Cys Asp Lys Thr His Thr  Cys  

    210                 215                 220                  

 

 

Pr o Pro Cys Pro Ala P ro Glu Leu Arg Gly Gly  Pro Lys Val Phe  Leu  

22 5                 2 30                 235                 240  

 

 

Ph e Pro Pro Lys Pro L ys Asp Thr Leu Met Ile Ser Arg Thr Pro  Glu  

                245                 250                 255       

 

 

Va l Thr Cys Val Val V al Asp  Val Ser His Glu Asp Pro Glu Val  Lys  

            260                 265                 270          

 

 

Ph e Asn Trp Tyr Val A sp Gly Val Glu Val His Asn Ala Lys Thr  Lys  

        275                 280                 285              

 

 

Pr o Arg Glu  Glu Gln T yr Asn Ser Thr Tyr Arg Val Val Ser Val  Leu  

    290                 295                 300                  

 

 

Th r Val Leu His Gln A sp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  Lys  

30 5                 3 10                 315                 320  

 

 

Va l Ser Asn Lys Ala L eu Pro Ala Pro Ile Glu Lys Thr Ile Ser  Lys  

                325                 330                 335       

 

 

Al a Lys Gly Gln Pro A rg Glu Pro Gln Val Tyr Thr Leu Pro Pro  Ser  

            340                 345                 350          

 

 

Ar g Asp Glu Leu Thr L ys Asn Gln Val Ser Leu Thr Cys Leu Val  Lys  

        355                 360                 365              

 

 

Gl y Phe Tyr Pro Ser A sp Ile Ala Val Glu Trp Glu Ser Asn Gly  Gln  

    370                 375                 380                  

 

 

Pr o Glu Asn Asn Tyr L ys Thr Thr Pro Pro Val Leu Asp Ser Asp  Gly  

38 5                 3 90                 395                 400  

 

 

Se r Phe Phe Leu Tyr S er Lys Leu Thr Val Asp Lys Ser Arg Trp  Gln  

                4 05                 410                 415       

 

 

Gl n Gly Asn Val Phe S er Cys Ser Val Met His Glu Ala Leu His  Asn  

            420                 425                 430          



 

 

Hi s Tyr Thr Gln Lys S er Leu Ser Leu Ser Pro  

        435                 440              

 

 

<2 10>  24  

<2 11>  443  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  24  

 

Gl n Ser Leu Glu Glu S er Gly Gly Arg Leu Val Thr Pro Gly Thr  Pro  

1               5                   10                  15       

 

 

Le u Thr Leu Thr Cys T hr Ala Ser Gly Phe Ser Leu Ser Ser Tyr  His  

            20                  25                  30           

 

 

Me t Ser Trp Val Arg G ln Ala Pro Gly Lys Gly Leu Glu Trp Ile  Gly  

        35                  40                  45               

 

 

Va l Ile Asn Ser Ala G ly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys  Gly  

    50                  55                  60                   

 

 

Ar g Phe Thr Val Ser L ys Thr Ser Thr Thr Val Asp Leu Asn  Leu  Thr  

65                   7 0                  75                  80   

 

 

Se r Leu Thr Thr Glu A sp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr  Val  

                85                  90                  95       

 

 

Ph e Ser Ser Gly Ser H is Asp Ile Trp Gly  Pro Gly Thr Leu Val  Thr  

            100                 105                 110          

 

 

Va l Ser Ser Ala Ser T hr Lys Gly Pro Ser Val Phe Pro Leu Ala  Pro  

        115                 120                 125              

 

 

Se r Ser Lys Ser Thr S er  Gly Gly Thr Ala Ala Leu Gly Cys Leu  Val  

    130                 135                 140                  

 

 

Ly s Asp Tyr Phe Pro G lu Pro Val Thr Val Ser Trp Asn Ser Gly  Ala  

14 5                 1 50                 155                 160  

 

 

Le u Thr  Ser Gly Val H is Thr Phe Pro Ala Val Leu Gln Ser Ser  Gly  

                165                 170                 175       



 

 

Le u Tyr Ser Leu Ser S er Val Val Thr Val Pro Ser Ser Ser Leu  Gly  

            180                 185                 190          

 

 

Th r Gln Thr Tyr Ile C ys Asn Val Asn His Lys Pro Ser Asn Thr  Lys  

        195                 200                 205              

 

 

Va l Asp Lys Lys Val G lu Pro Lys Ser Cys Asp Lys Thr His Thr  Cys  

    210                 215                 2 20                  

 

 

Pr o Pro Cys Pro Ala P ro Glu Leu Arg Arg Gly Pro Lys Val Phe  Leu  

22 5                 2 30                 235                 240  

 

 

Ph e Pro Pro Lys Pro L ys Asp Thr Leu Tyr Ile Thr Arg Glu Pro  Glu  

                245                 250                 255       

 

 

Va l Thr Cys Val Val V al Asp Val Ser His Glu Asp Pro Glu Val  Lys  

            260                 265                 270          

 

 

Ph e Asn Trp Tyr Val A sp Gly Val Glu Val His Asn Ala Lys Thr  Lys  

        275                 280                 285              

 

 

Pr o Arg Glu Glu Gln T yr Asn Ser Thr Tyr Arg Val Val Ser Val  Leu  

    290                 295                 300                  

 

 

Th r Val Leu His Gln A sp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  Lys   

30 5                 3 10                 315                 320  

 

 

Va l Ser Asn Lys Ala L eu Pro Ala Pro Ile Glu Lys Thr Ile Ser  Lys  

                325                 330                 335       

 

 

Al a Lys Gly Gln Pro A rg Glu Pro Gln Val Tyr Thr  Leu Pro Pro  Ser  

            340                 345                 350          

 

 

Ar g Asp Glu Leu Thr L ys Asn Gln Val Ser Leu Thr Cys Leu Val  Lys  

        355                 360                 365              

 

 

Gl y Phe Tyr Pro Ser A sp Ile Ala  Val Glu Trp Glu Ser Asn Gly  Gln  

    370                 375                 380                  

 

 

Pr o Glu Asn Asn Tyr L ys Thr Thr Pro Pro Val Leu Asp Ser Asp  Gly  

38 5                 3 90                 395                 400  

 

 



Se r Phe Phe Leu  Tyr S er Lys Leu Thr Val Asp Lys Ser Arg Trp  Gln  

                405                 410                 415       

 

 

Gl n Gly Asn Val Phe S er Cys Ser Val Met His Glu Ala Leu His  Tyr  

            420                 425                 430          

 

 

Hi s Val Thr Arg Lys G lu Leu Ser Leu Ser Pro  

        435                 440              

 

 

<2 10>  25  

<2 11>  543  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  25  

 

Gl n Val Gln Leu Val  Gln Ser Gly Ala Glu Val Lys Lys Pro Gly  Ala  

1               5                   10                  15       

 

 

Se r Val Lys Val Ser C ys Lys Ala Ser Gly Tyr Thr Phe Thr Asp  Tyr  

            20                  25                  30           

 

 

G l u  Met His Trp Val A rg Gln Ala Pro Gly Gln Gly Leu Glu Trp  Met  

        35                  40                  45               

 

 

Gl y Ala Leu Asp Pro L ys Thr Gly Asp Thr Ala Tyr Ser Gln Lys  Phe  

    50                  55                  60                   

 

 

Ly s Gly Arg Val Thr L eu Thr Ala Asp Lys Ser Thr Ser Thr Ala  Tyr  

65                   7 0                  75                  80   

 

 

Me t Glu Leu Ser Ser L eu Thr Ser Glu Asp Thr Ala Val Tyr Tyr  Cys  

                85                  90                  95       

 

 

Th r Arg Phe Tyr Ser T yr Thr Tyr Trp Gly Gln Gly Thr Leu Val  Thr  

            100                 105                 110          

 

 

Va l Ser Ser Ala Ser T hr Gln Ser Pro Ser Val Phe Pro Leu Thr  Arg  

        115                 120                 125              

 

 

Cy s Cys Lys Asn Ile P ro Ser Asp Ala Thr Ser Val Thr Leu Gly  Cys  

    130                 135                 140                  

 

 



Le u Ala Thr Gly Tyr P he Pro Glu Pro Val Met Val Thr Trp Asp  Thr  

14 5                 150                 155                 160  

 

 

Gl y Ser Leu Asp Gly T hr Thr Met Thr Leu Pro Ala Thr Thr Leu  Thr  

                165                 170                 175       

 

 

Le u Ser Gly His Tyr A la Thr Ile Ser Leu Leu Thr Val Ser Gly  Ala  

            180                 185                 190          

 

 

Tr p Ala Lys Gln Met P he Thr Cys Arg Val Ala His Thr Pro Ser  Ser  

        195                 200                 205              

 

 

Th r Asp Trp Val Asp A sp Lys Thr Phe Ser Val  Cys Ser Arg Asp  Phe  

    210                 215                 220                  

 

 

Th r Pro Pro Thr Val L ys Ile Leu Gln Ser Ser Cys Asp Gly Gly  Gly  

22 5                 2 30                 235                 240  

 

 

Hi s Phe Pro Pro Thr I le Gln  Leu Leu Cys Leu Val Ser Gly Tyr  Thr  

                245                 250                 255       

 

 

Pr o Gly Thr Ile Asp I le Thr Trp Leu Glu Asp Gly Gln Val Met  Asp  

            260                 265                 270          

 

 

Va l Asp Leu  Ser Thr A la Ser Thr Thr Gln Glu Gly Glu Leu Ala  Ser  

        275                 280                 285              

 

 

Th r Gln Ser Glu Leu T hr Leu Ser Gln Lys His Trp Leu Ser Asp  Arg  

    290                 295                 300                  

 

 

Th r Tyr Thr Cys Gln V al Thr Tyr Gln Gly His Thr Phe Glu Asp  Ser  

30 5                 3 10                 315                 320  

 

 

Th r Lys Lys Cys Ala A sp Ser Asn Pro Arg Gly Val Ser Ala Tyr  Leu  

                325                 330                 335       

 

 

Se r Arg Pro Ser Pro P he Asp Leu Phe Ile Arg Lys Ser Pro Thr  Ile  

            340                 345                 350          

 

 

Th r Cys Leu Val Val A sp Leu Ala Pro Ser Lys Gly Thr Val Asp  Leu  

        355                 360                 365              

 

 

Th r Trp Ser Arg Ala S er Gly Lys Pro Val Asp His Ser Thr Arg  Lys  

    370                 375                 380                  



 

 

Gl u Glu Lys Gln Arg A sn Gly Thr Leu Thr Val Thr Ser Thr Leu  Pro  

38 5                 390                 395                 400  

 

 

Va l Gly Thr Arg Asp T rp Ile Glu Gly Glu Thr Tyr Gln Cys Arg  Val  

                405                 410                 415       

 

 

Th r His Pro His Leu P ro Arg Ala Leu Met Arg Ser Thr Thr Lys  Thr  

            420                 425                 430          

 

 

Se r Gly Pro Arg Ala A la Pro Glu Val Tyr Ala Phe Ala Thr Pro  Glu  

        435                 440                 445              

 

 

Tr p Pro Gly Ser Arg A sp Lys Arg Thr Leu Ala Cys Leu  Ile Gln  Asn  

    450                 455                 460                  

 

 

Ph e Met Pro Glu Asp I le Ser Val Gln Trp Leu His Asn Glu Val  Gln  

46 5                 4 70                 475                 480  

 

 

Le u Pro Asp Ala Arg H is Ser Thr Thr  Gln Pro Arg Lys Thr Lys  Gly  

                485                 490                 495       

 

 

Se r Gly Phe Phe Val P he Ser Arg Leu Glu Val Thr Arg Ala Glu  Trp  

            500                 505                 510          

 

 

Gl u Gln Lys Asp Glu  Phe Ile Cys Arg Ala Val His Glu Ala Ala  Ser  

        515                 520                 525              

 

 

Pr o Ser Gln Thr Val G ln Arg Ala Val Ser Val Asn Pro Gly Lys   

    530                 535                 540              

 

 

<2 10>  26  

<2 11>  545  

<2 12>  PRT  

<2 13>  Homo sapiens  

 

<4 00>  26  

 

Gl n Pro Pro Pro Pro P ro Pro Asp Ala Thr Cys His Gln Val Arg  Ser  

1               5                   10                  15       

 

 

Ph e Phe Gln Arg Leu G ln Pro Gly Leu Lys Trp Val Pro Glu Thr  Pro  

            20                  25                  30           

 

 

Va l Pro Gly Ser Asp L eu Gln Val Cys Leu Pro Lys Gly Pro Thr  Cys  



        35                  40                  45               

 

 

Cy s Ser Arg Lys Met G lu Glu Lys Tyr Gln Leu Thr Ala Arg Leu  Asn  

    50                  55                  60                   

 

 

Me t Glu Gln Leu Leu G ln Ser Ala Ser Met Glu Leu Lys Phe Leu  Ile  

65                   7 0                  75                  80   

 

 

Il e Gln Asn Ala Ala V al Phe Gln Glu Ala Phe Glu Ile Val Val  Arg  

                85                  90                  95       

 

 

Hi s Ala Lys Asn Tyr T hr Asn Ala Met Phe Lys Asn Asn Tyr Pro  Ser  

            100                 105                 110          

 

 

Le u Thr Pro Gln Ala P he Glu Phe Val Gly Glu Phe Phe Thr Asp  Val  

        115                 120                 125              

 

 

Se r Leu Tyr Ile Leu G ly Ser Asp Ile Asn Val Asp Asp Met Val  Asn  

    130                 135                 140                  

 

 

Gl u Leu Phe Asp Ser L eu Phe Pro Val Ile Tyr Thr Gln Leu Met  Asn  

14 5                 1 50                 155                 160  

 

 

Pr o Gly Leu Pro Asp S er Ala Leu Asp Ile Asn Glu Cys Leu Arg  Gly  

                165                 170                 175       

 

 

Al a Arg Arg Asp Leu L ys Val Phe Gly Asn Phe Pro Lys Leu Ile  Met  

            180                 185                 190          

 

 

Th r Gln Val Ser Lys S er Leu Gln Val Thr Arg Ile Phe Leu Gln  Ala  

        195                 200                 205              

 

 

Le u Asn Leu Gly Ile G lu Val Ile Asn Thr Thr Asp His Leu Lys  Phe  

    210                 215                 220                  

 

 

Se r Lys Asp Cys Gly A rg Met Leu Thr Arg Met Trp Tyr Cys Ser  Tyr  

22 5                 230                 235                 240  

 

 

Cy s Gln Gly Leu Met M et Val Lys Pro Cys Gly Gly Tyr Cys Asn  Val  

                245                 250                 255       

 

 

Va l Met Gln Gly Cys M et Ala Gly Val Val Glu Ile Asp Lys Tyr  Trp  

            260                 265                 270          

 



 

Ar g Glu Tyr Ile Leu S er Leu Glu Glu Leu Val Asn Gly Met Tyr  Arg  

        275                 280                 285              

 

 

Il e Tyr Asp Met Glu A sn Val Leu Leu Gly Leu Phe Ser Thr Ile  His  

    290                 295                 300                  

 

 

As p Ser Ile Gln Tyr V al Gln Lys Asn Ala Gly Lys Leu Thr Thr  Thr  

30 5                 3 10                 315                 320  

 

 

Il e Gly Lys Leu Cys A la His Ser Gln Gln Arg Gln Tyr Arg Ser  Ala  

                325                 330                 335       

 

 

Ty r Tyr Pro Glu Asp L eu Phe Ile Asp Lys Lys Val Leu Lys Val  Ala  

            340                 345                 350          

 

 

Hi s Val Glu His Glu Glu Thr Leu Ser Ser Arg Arg Arg Glu Leu  Ile  

        355                 360                 365              

 

 

Gl n Lys Leu Lys Ser P he Ile Ser Phe Tyr Ser Ala Leu Pro Gly  Tyr  

    370                 375                 380                  

 

 

Il e Cys Ser His Ser P ro Val Ala Glu Asn Asp Thr Leu Cys Trp  Asn  

38 5                 3 90                 395                 400  

 

 

Gl y Gln Glu Leu Val G lu Arg Tyr Ser Gln Lys Ala Ala Arg Asn  Gly  

                405                 410                 41 5      

 

 

Me t Lys Asn Gln Phe A sn Leu His Glu Leu Lys Met Lys Gly Pro  Glu  

            420                 425                 430          

 

 

Pr o Val Val Ser Gln I le Ile Asp Lys Leu Lys His Ile Asn Gln  Leu  

        435                 440                 445              

 

 

Le u Arg Thr Met Ser M et Pro Lys Gly Arg Val Leu Asp Lys Asn  Leu  

    450                 455                 460                  

 

 

As p Glu Glu Gly Phe G lu Ala Gly Asp Cys Gly Asp Asp Glu Asp  Glu  

46 5                 4 70                 475                 480  

 

 

Cy s Ile Gly Gly Ala G ly Asp Gly Met Ile Lys Val Lys Asn Gln  Leu  

                485                 490                 495       

 

 

Ar g Phe Leu Ala Glu L eu Ala Tyr Asp Leu Asp Val Asp Asp Ala  Pro  



            500                 505                 510          

 

 

Gl y Asn Ser Gln Gln A la Thr Pro Lys Asp Asn Glu Ile Ser Thr  Phe  

        515                 520                 525              

 

 

Hi s Asn Leu Gly Asn V al His Ser Pro Leu Lys His His His His  His  

    530                 535                 540                  

 

 

Hi s  

54 5  

 

 

<2 10>  27  

<2 11>  365  

<2 12>  PRT  

<2 13>  Homo sapiens  

 

<4 00>  27  

 

Me t Gly Val Pro Arg P ro Gln Pro Trp Ala Leu Gly Leu Leu Leu  Phe  

1               5                   10                  15       

 

 

Le u Leu Pro Gly Ser L eu Gly Ala Glu Ser His Leu Ser Leu Leu  Tyr  

            20                  25                  30           

 

 

Hi s Leu Thr Ala Val S er Ser Pro Ala Pro Gly Thr Pro Ala Phe  Trp  

        35                  40                  45               

 

 

Va l Ser Gly Trp Leu G ly Pro Gln Gln Tyr Leu Ser Tyr Asn Ser  Leu  

    50                  55                  60                   

 

 

Ar g Gly Glu Ala Glu P ro Cys Gly Ala Trp Val Trp Glu Asn Gln  V al  

65                   7 0                  75                  80   

 

 

Se r Trp Tyr Trp Glu L ys Glu Thr Thr Asp Leu Arg Ile Lys Glu  Lys  

                85                  90                  95       

 

 

Le u Phe Leu Glu Ala P he Lys Ala Leu Gly Gly L ys Gly Pro Tyr  Thr  

            100                 105                 110          

 

 

Le u Gln Gly Leu Leu G ly Cys Glu Leu Gly Pro Asp Asn Thr Ser  Val  

        115                 120                 125              

 

 

Pr o Thr Ala Lys Phe A la Leu A sn Gly Glu Glu Phe Met Asn Phe  Asp  

    130                 135                 140                  

 

 



Le u Lys Gln Gly Thr T rp Gly Gly Asp Trp Pro Glu Ala Leu Ala  Ile  

14 5                 1 50                 155                 160  

 

 

Se r Gln Arg T rp Gln G ln Gln Asp Lys Ala Ala Asn Lys Glu Leu  Thr  

                165                 170                 175       

 

 

Ph e Leu Leu Phe Ser C ys Pro His Arg Leu Arg Glu His Leu Glu  Arg  

            180                 185                 190          

 

 

Gl y Arg Gly Asn Leu G lu Trp Lys Glu Pro Pro Ser Met Arg Leu  Lys  

        195                 200                 205              

 

 

Al a Arg Pro Ser Ser P ro Gly Phe Ser Val Leu Thr Cys Ser Ala  Phe  

    210                 215                 220                  

 

 

Se r Phe Tyr Pro Pro G lu Leu Gln Leu Arg Phe Leu Arg Asn Gly  Leu  

22 5                 2 30                 235                 240  

 

 

Al a Ala Gly Thr Gly G ln Gly Asp Phe Gly Pro Asn Ser Asp Gly  Ser  

                245                 250                 255       

 

 

Ph e His Ala Ser Ser S er Leu Thr Val Lys Ser Gly Asp Glu His  His  

            260                 265                 270          

 

 

Ty r Cys Cys Ile Val G ln His Ala Gly Leu Ala Gln Pro Leu Arg  Val  

        275                 280                 285              

 

 

Gl u Leu Glu Ser Pro A la Lys Ser Ser Val Leu Val Val Gly Ile  Val  

    290                 295                 300                  

 

 

Il e Gly Val Leu Leu L eu Thr Ala Ala Ala Val Gly Gly Ala Leu  Leu  

3 0 5                  310                 315                 320  

 

 

Tr p Arg Arg Met Arg S er Gly Leu Pro Ala Pro Trp Ile Ser Leu  Arg  

                325                 330                 335       

 

 

Gl y Asp Asp Thr Gly V al Leu Leu Pro Thr Pro Gly Glu A la Gln  Asp  

            340                 345                 350          

 

 

Al a Asp Leu Lys Asp V al Asn Val Ile Pro Ala Thr Ala  

        355                 360                 365  

 

 

<2 10>  28  

<2 11>  119  



<2 12>  PRT  

<2 13>  Homo sapiens  

 

< 4 0 0>  28  

 

Me t Ser Arg Ser Val A la Leu Ala Val Leu Ala Leu Leu Ser Leu  Ser  

1               5                   10                  15       

 

 

Gl y Leu Glu Ala Ile G ln Arg Thr Pro Lys Ile Gln Val Tyr Ser  Arg  

            20                  25                  30           

 

 

Hi s Pro Ala Glu Asn G ly Lys Ser Asn Phe Leu Asn Cys Tyr Val  Ser  

        35                  40                  45               

 

 

Gl y Phe His Pro Ser A sp Ile Glu Val Asp Leu Leu Lys Asn Gly  Glu  

    50                  55                  60                   

 

 

Ar g Ile Glu Lys Val G lu His Ser Asp Leu Ser Phe Ser Lys Asp  Trp  

65                   7 0                  75                  80   

 

 

Se r Phe Tyr Leu Leu T yr Tyr Thr Glu Phe Thr Pro Thr Glu Lys  Asp  

                85                  90                  95       

 

 

Gl u Tyr Ala Cys Arg V al Asn His Val Thr Leu Ser Gln Pro Lys  Ile  

            100                 105                 110          

 

 

Va l Lys Trp Asp Arg A sp Met  

        115                  

 

 

<2 10>  29  

<2 11>  8  

<2 12>  PRT  

<2 13>  Artificial Seq uence  

 

<2 20>  

<2 23>  An artificiall y synthesized pepti de sequence  

 

<4 00>  29  

 

As p Tyr Lys Asp Asp A sp Asp Lys  

1               5                

 

 


