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>HzZD_H1
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQLEWMGWIYPGNVNTYYNEKFRGRVTIT
ADTSASTAYMLSSLRSEDTAVYYCASEEKNYPWFAYWGQGTLVTS ~ (SEQ ID NO: 16)

>HZD_H2
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQLEWIGWIYPGNVNTYYNEKFRGRATLTA
DKSASTAYMLSSLRSEDTAVYYCASEEKNYPWFAYWGQGTLVTS (SEQ ID NO: 17)

>HZD_H3
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQLEWIGWIYPGNVNTYYNEKFRGRATITA
DTSASTAYMLSSLRSEDTAVYYCASEEKNYPWFAYWGQGTLVTS (SEQ ID NO: 18)

>HZD_H4
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQLEWIGWIYPGNVNTYYNEKFRGKATLTA
DKSASTAYMLSSLRSEDTAVYYCASEEKNYPWFAYWGQGTLVTS (SEQ ID NO: 19)

>HZD_H5
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVKQRPGQLEWIGWIYPGNVNTYYNEKFRGKATLTA
DKSASTAYMLSSLRSEDTAVYYCASEEKNYPWFAYWGQGTLVTS (SEQ ID NO: 20)

>HZD_H6
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQRPGQLEWIGWIYPGNVNTYYNEKFRGKATITA
DKSASTAYMLSSLRSEDTAVYYCASEEKNYPWFAYWGQGTLVTS (SEQ ID NO: 21)

>HZD_H7

QVQLVOSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQGLEWIGWIYPGNVNTYYNEKFRGKATIT
ADTSASTAYMELSSLRSEDTAVYFCASEEKNYPWFAYWGQGTLVTS (SEQ ID NO: 22)

>H1
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQRPGQGLEWIGWIYPGNVNTYYNEKFRGKATIT
ADKSASTAYMELSSLRSEDTAVYFCASEEKNYPWFAYWGQGTLVTVSSAS (SEQ ID NO: 23)
>H2

QVQLVOSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQGLEWIGWIYPGNVNTYYNEKFRGKATIT

ADTSASTAYMELSSLRSEDTAVYFCASEEKNYPWFAYWGQGTLVTVSSAS (SEQ ID NO: 24)
>H3
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGQGLEWIGWIYPGNVNTYYNEKFRGKATLT
ADKSASTAYMELSSLRSEDTAVYFCASEEKNYPWFAYWGQGTLVTVSSAS (SEQ ID NO: 25)
Heavy Chain

CDR1 GYTFTNYYMH (SEQ ID NO: 1)
CDR2 WIYPGNVNTYYNEKFRG (SEQ ID NO: 2)
CDR3 EEKNYPWFAY (SEQ ID NO: 3)

Figure 7A
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Humanized light chain protein sequences

>HzD_K1
DTQLTQOSPSSLSASVGDRVTICKASQSVEDDGENYMNWYQOKPGSPKLLIYAASNLESGIPARFSGSGSGTD
FTLTISSLPEDFATYYCQQOSNEDPEFTFGSGTKLEIK (SEQ ID NO: 7)

>HZD_K2
DTQLTQOSPSSLSASVGDRVTICKASQSVEDDGENYMNWYQOKPGSPKLLIYAASNLESGIPARFSGSGSGTD
FTLTISSLPEDFATYYCQQSNEDPFTFGQGTKLEIK (SEQ ID NO: 8)

>HZD_K3
DTQLTQOSPSSLSASVGDRVTICKASQSVEDDGENYMNWYQOKPGSPKLLIYAASNLESGVPSRESGSGSGTD
FTLTISSLPEDFATYYCQQSNEDPFTFGQGTKLEIK (SEQ ID NO: 9)

>HZD K4
DTQLTQOSPSSLSASVGDRVTICKASQSVEDDGENYMNWYQOKPGSPKLLIYAASNLESGIPSRESGSGSGTD
FTLTISSLPEDFATYYCQQSNEDPEFTFGPGTIKVDIK (SEQ ID NO: 10)

>HZD_Kb
DTQLTQOSPSSLSASVGDRVTICKASQSVEDDGENYMNWYQOKPGSPKLLIYAASNLESGIPSRESGSGSGTD
FTLTISSLPEDFATYYCQQSNEDPFTFGPGTKVDIK (SEQ ID NO: 11)

>HZD_K6
DTVLTQSPSSLSASVGDRVTICKASQSVEDDGENYMNWYQQKPGSPKLLIYAASNLESGIPSRESG
SGSGTDFTLTISSLPEDFATYYCQQSNEDPEFTEFGPGTKVDIK (SEQ ID NO: 12)

>K
DIQMTQSPSSLSASVGDRVTISCKASQSVEDDGENYMNWYQQOKPGKSPKLLIYAASNLESGIPARFE
SGSGSGTIDFTLTISSLOQPEDFATYYCQQSNEDPFTFGSGTKLEIKRT (SEQ ID NO: 13)

>L1
DIQMTQSPSSLSASVGDRVTITCKASQSVEDDGENYMNWYQOKPGKAPKLLIYAASNLESGVPSRF
SGSGSGTDEFTLTISSLOPEDFATYYCQQSNEDPETEFGPGTKVDIKRT (SEQ ID NO: 14)

>1.2
DTQLTQSPSSLSASVGDRVTITCKASQSVEDDGENYMNWYQQOKPGKAPKLLIYAASNLESGIPSRE
SGSGSGTDFTLTISSLOPEDFATYYCQQSNEDPFTFGPGTKVDIKRT (SEQ ID NO: 15)

Light Chain

CDR1 KASQSVEDDGENYMN (SEQ ID NO:4)
CDR2 AASNLES (SEQ ID NO:5)

CDR3 QQSNEDPFT (SEQ ID NO:6)

Figure 7B
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1 marmnrpapv evsykhmrfl ithnptnatl stfiedlkky gattvvrvce vtydktplek
61 dgitvvdwpf ddgapppgkv vedwlslvka kfceapgscv avhcvaglgr apvlvalali
121 esgmkyedai gfirgkrrga inskgltyle kyrpkgrlrf kdphthktrc cvm

Figure 9
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Light Chain Alignments
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DTQLIQSPSSLSASVGDRVTL
DTQLIQSPSSLSASVGDRVTL
DTQLIQSPSSLSASVGDRVTL
DTQLIQSPSSLSASVGDRVTL
DTQLIQSPSSLSASVGDRVTL
DTVLIQSPSSLSASVGDRVTL
DIOMIQSPSSLSASVGDRVTIIS
DIOMIIQSPSSLSASVGDRVTIET(
DTQLIQSPSSLSASVGDRVTIIT(

g
g
g
g
g
g
g

KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|
KASQSVEDDGENYMNWYQQK|

KASQSVEDDGENYMNWYQQK]

T T T T Y

GIPARESGSGSGIDEFTLTISSL-
GIPARESGSGSGIDEFTLTISSL-
GVPSRESGSGSGIDEFTLTISSL-
GIPSRESGSGSGIDEFTLTISSL-
GIPSRESGSGSGIDEFTLTISSL-
GIPSRESGSGSGIDEFTLTISSL-

PEDFATYYCQQSNEDPFTEG
PEDFATYYCQQSNEDPFTEG
PEDFATYYCQQSNEDPFTEG
PEDFATYYCQQSNEDPFTEG
PEDFATYYCQQSNEDPFTEG
PEDFATYYCQQSNEDPFTEG

GIPARESGSGSGIDFTLTISSLQPEDFATYYCQQSNEDPETEG
GVPSRESGSGSGTIDEFTLTISSLQPEDFATYYCQQSNEDPETEG

GIPSREISGSGSGIDEFTLTISSLOPEDFATYYCQQSNEDPE'T]

Grey boxes indicate CDR regions

Important domain sequences:

QSPSSLSASVGDRVT (SEQ ID NO: 26)
KASQSVEDDGENYMNWYQQK (SEQ ID NO: 27)
SGSGSGTDFTLTISSLOQPEDFATYYCQQSNEDPFT (SEQ ID NO: 28)

AT

Figure 10A

PG-SPKLLIYAASNLES
PG-SPKLLIYAASNLES
PG-SPKLLIYAASNLES
PG-SPKLLIYAASNLES
PG-SPKLLIYAASNLES
PG-SPKLLIYAASNLES
PGKSPKLLIYAASNLES
PGKAPKLLIYAASNLES
PGKAPKLLIYAASNLES

AN

SGTKLEIK——
QGTKLEIK——
QGTKLEIK——
PGTKVDIK——
PGTKVDIK——
PGTKVDIK——
SGTKLEIKRT
PGTKVDIKRT

FGPGTKVDIKRT
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Heavy Chain Alignments

HZD_H1 QVOIVQSGAEVKKPGASVKVSCKASGY TE TNY YMHWVRQAP GQ-LEWMGWI YPGNVNTY Y
HZD_H2 QVOIVQSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRQAPGQ-LEWIGWI YPGNVNTY Y
HzD_H3 QVOIVQSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRQAPGQ-LEWIGWI YPGNVNTY Y
HzD_H4 QVOIVQSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRQAPGQ-LEWIGWI YPGNVNTY Y
HzD_H5 QVOIVQSGAEVKKPGASVKVSCKASGYTFTNY YMHWVKQRPGQO-LEWIGWI YPGNVNTY Y
HzZD_H6 QVOIVOSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRORPGQO-LEWIGWI YPGNVNTY Y
HzD_H7 QVOIVQSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRQAPGQOGLEWIGWI YPGNVNTY Y
H1 QVOIVOSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRORPGOGLEWIGWI YPGNVNTY Y
H2 QVOIVQSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRQAPGQOGLEWIGWI YPGNVNTY Y
H3 OVOLVQOSGAEVKKPGASVKVSCKASGYTFTNY YMHWVRQAPGQOGLEWIGWI YPGNVNTY Y
HzD_H1 NEKEFRGRVTITADT$ASTAYM-LSSLRSHDTAVY YOASEEKNYPWEAYWGQGTLVTS{——
HZD_H2 NEKFRGRATLTADK$ASTAYM-LSSLRSHDTAVY YOASEEKNYPWEAYWGQGTLVTS{——
HzZD_H3 NEKFRGRATITADT$ASTAYM-LSSLRSHDTAVY Y(ASEEKNYPWEAYWGQGTLVTS{——
HzD_H4 NEKFRGKATLTADK$ASTAYM-LSSLRSHDTAVY Y(ASEEKNYPWEAYWGQGTLVTS{——
HzD_H5 NEKFRGKATLTADK$ASTAYM-LSSLRSHDTAVY Y(ASEEKNYPWEAYWGQGTLVTS{——
HzD_H6 NEKFRGKATITADK$ASTAYM-LSSLRSHDTAVY YOASEEKNYPWEAYWGQGTLVTS{——
HzD_H7 NEKFRGKATITADT$ASTAYMELSSLRSHDTAVYFASEEKNYPWEAYWGQGTLVTS{——
H1 NEKFRGKATITADK$ASTAYMELS SLRSHDTAVYF(ASEEKNYPWFAYWGQGTLVIVYSAS
H2 NEKFRGKATITADT$ASTAYMELS SLRSHDTAVYFASEEKNYPWFAYWGQGTLVTVYSAS
H3 NEKFRGKATLTADK$ASTAYMELS SLRSHDTAVYF(ASEEKNYPWFAYWGQGTLVIVYSAS

Heavy Chains

Grey boxes indicate CDR regions
Important domain sequences:

VQSGAEVKKPGASVKVSCKASGYTFTNYYMHWYV  (SEQ ID NO: 29)
WIYPGNVNTYYNEKFR  (SEQ ID NO: 30)

ASTAYMELSSLRSE (SEQ ID NO: 31)
ASEEKNYPWFAYWGQGTLVT (SEQ ID NO: 32)

Figure 10B
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