
SEQUENCE LISTING 

<110> atugen AG 

<120> Further use of protein kinase N beta 

<130> SP6674A 

<160> 12 

<170> Patentln version 3.1 

<210> 1 
<211> 889 
<212> PRT 
<213> Homo sapiens 

<220> 
<221> MISP_FHATURE 
<222> (1)..(889) 
<223> protein kinase N beta (PKN beta) 

<400> 1 

Met Glu Glu Gly Ala Pro Arg Gln Pro Gly Pro Ser Gln Trp Pro Pro 
1 5 10 15 

Glu Asp Glu Lys Glu Val Ile Arg Arg Ala Ile Gin Lys Glu Leu Lys 
20 25 30 

Ile Lys Glu Gly Val Glu Asn Leu Arg Arg Val Ala Thr Asp Arg Arg 
35 40 45 

His Leu Gly His Val Gln Gln Leu Leu Arg Ser Ser Asn Arg Arg Leu 
50 55 '60 

Glu Gin Leu His Gly Glu Leu Arg Glu Leu His Ala Arg Ile Leu Leu 
65 70 75 80 

Pro Gly Pro Gly Pro Gly Pro Ala Glu Pro Val Ala Ser Gly Pro Arg 
85 90 95 

Pro Trp Ala Glu Gln Leu Arg Ala Arg His Leu Glu Ala Leu Arg Arg 
100 105 110 

Gln Leu His Val Glu Leu Lys Val Lys Gln Gly Ala Glu Asn Met Thr 
115 120 125 

His Thr Cys Ala Ser Gly Thr Pro Lys Glu Arg Lys Leu Leu Ala Ala 
130 135 140 

Ala Gin Gln Met Leu Arg Asp Ser Gln Leu Lys Val Ala Leu Leu Arg 
145 150 155 160 



Met Lys Ile Ser Ser Leu Glu Ala Ser Gly Ser Pro Glu Pro Gly Pro 
165 170 175 

Glu Leu-Leu Ala Glu Glu Leu Gln His Arg Leu His Val Glu Ala Ala 
180 185 190 

Val Ala Glu Gly Ala Lys Asn Val Val Lys Leu Leu Ser Ser Arg Arg 
195 200 205 

Thr Gln Asp Arg Lys Ala Leu Ala Glu Ala Gln Ala Gln Leu Gln Glu 
210 215 220 

Ser Ser Gln Lys Leu Asp Leu Leu Arg Leu Ala Leu Glu Gin Leu Leu 
225 230 235 240 

Glu Gin Leu Pro Pro Ala His Pro Leu Arg Ser Arg Val Thr Arg Glu 
245 250 255 

Leu Arg Ala Ala Val Pro Gly Tyr Pro Gln Pro Ser Gly Thr Pro Val 
260 265  /7n 

Lys Pro Thr Ala Leu Thr Gly Thr Leu Gln Val Arg Leu Leu Gly Cys 
275 280 285 

Glu Gin Leu Leu Thr Ala Val Pro Gly Arg Ser Pro Ala Ala Ala Leu 
290 295 300 

Ala Ser Ser Pro Ser Glu Gly Trp Leu Arg Thr Lys Ala Lys His Gln 
305 310 315' . 320 

Arg Gly Arg Gly Glu Leu Ala Ser Glu Val Leu Ala Val Leu Lys Val 
325 330 335 

Asp Asn Arg Val Val Gly Gln Thr Gly Trp Gly Gln Val Ala Glu Glh 
340 345 350 

Ser Trp Asp Gln Thr Phe Val Ile Pro Leu Glu Arg Ala Arg Glu Leu 
355 360 365 

Glu Ile Gly Val His Trp Arg Asp Trp Arg Gln. Leu Cys Gly Val Ala 
370 375 380 

Phe Leu Arg Leu Glu Asp Phe Leu Asp Asn Ala Cys His Gln Leu Ser 
385 390 395 400 

Leu Ser Leu Val Pro Gln Gly Leu Leu Phe Ala Gln Val Thr Phe Cys 
405 410 415 
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Asp Pro Val Ile Glu Arg Arg Pro Arg Leu Gin Arg Gln Glu Arg Ile 
420 425 430 

Phe Ser Lys Arg Arg Gly Gln Asp Phe Leu Arg Arg Ser Gln Met Asn 
435 440 445 

Leu Gly Met Ala Ala Trp Gly Arg Leu Val Met Asn Leu Leu Pro Pro 
450 455 460 

Cys Ser Ser Pro Ser Thr Ile Ser Pro Pro Lys Gly Cys'Pro Arg Thr 
465 470 475 480 

Pro Thr Thr Leu Arg Glu Ala Ser Asp Pro Ala Thr Pro Ser Asn Phe 
485 490 495 

Leu Pro Lys Lys Thr Pro Leu Gly Glu Glu Met Thr Pro Pro Pro Lys 
500 505 510 

Pro Pro Arg Leu Tyr Leu Pro Gin Glu Pro Thr Ser Glu Glu Thr Pro 
515 520 525 

Arg Thr Lys Arg Pro His Met Glu Pro Arg Thr Arg Arg Gly Pro Ser 
530 535 540 

Pro Pro Ala Ser Pro Thr Arg Lys Pro Pro Arg Leu Gln Asp Phe Arg 
545 550 555 560 

Cys Leu Ala Val Leu Gly Arg Gly His Phe Gly Lys Val Leu Leu Val 
565 570 575 

Gin Phe Lys Gly Thr Gly Lys Tyr Tyr Ala Ile Lys Ala Leu Lys Lys 
580 585 590 

Gln Glu Val Leu Ser Arg Asp Glu Ile Glu Ser Leu Tyr Cys Glu Lys 
595 600 605 

Arg Ile Leu Glu Ala Val Gly Cys Thr Gly His Pro Phe Leu Leu Ser 
610 615 620 

Leu Leu Val Cys Phe Gln Thr Ser Ser His Ala Arg Phe Val Thr Glu 
625 630 635 640 

Phe Val Pro Gly Gly Asp Leu Met Met Gln Ile His Glu Asp Val Phe 
645 650 655 

Pro Glu Pro Gln Ala Arg Phe Tyr Val Ala Cys Val Val Leu Gly Leu 
660 665 670 

3/11 



Gln Phe Leu His Glu Lys Lys Ile Ile Tyr Arg Asp Leu Lys Leu Asp 
675 680 685 

Asn Leu Leu Leu Asp Ala Gin Gly Phe Leu Lys Ile Ala Asp Phe Gly 
690 695 700 

Leu Cys Lys Glu Gly Ile Gly Phe Gly Asp Arg Thr Ser Thr Phe Cys 
705 710 715 720 

Gly Thr Pro Glu.Phe Leu Ala Pro Glu Val Leu Thr Gin Glu Ala Tyr 
725 730 735 

Thr Gln Ala Val Asp Trp Trp Ala Leu Gly Val Leu Leu Tyr Glu Met 
740 745 750 

Leu Val Gly Glu Cys Pro Phe Pro Gly Asp Thr Glu Glu Glu Val Phe 
755 760 765 

Asp Cys Ile Val Asn Met Asp Ala Pro Tyr Pro Gly Phe Leu Ser Val 
770 775 780 

Gln Gly Leu Glu Phe Ile Gln Lys Leu Leu Gln Lys Cys Pro Glu Lys 
785 790 795 800 

Arg Leu Gly Ala Gly Glu Gln Asp Ala Glu Glu Ile Lys Val Gin Pro 
805 810 815 

Phe Phe Arg Thr Thr Asn Trp Gln Ala Leu Leu Ala Arg Thr Ile Gln 
820 825 830 

Pro Pro Phe Val Pro Thr Leu Cys Gly Pro Ala Asp Leu Arg Tyr Phe 
835 840 845 

Glu Gly Glu Phe Thr Gly Leu Pro Pro Ala Leu Thr Pro Pro Ala PrO 
850 855 860 

His Ser Leu Leu Thr Ala Arg Gln Gln Ala Ala Phe Arg Asp Phe Asp 
865 870 875 880 

Phe Val Ser Glu Arg Phe Leu Glu Pro 
885 

<210> 	2 
<211> 	2670 
<212> 	DNA 
<213> 	Homo sapiens 

<220> 
<221> 	mRNA 
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0081 Se6oe.565aD 5-eoobabbe 6Ero6v.e5er SqoyoServo qvooSpeqpr quErBBEmor 

opLT 5.656pvoqq.6 vooqS6qopq nolEbvp666 qqqorovEZ6 Boo56.6q36q E4nEv4qnS4 

0891 oboo.4.4.ov66 vozgob5oqo D000vv-ebbv DoepooDoqo o6epoPop40 q2n3.655q.6o 

oz9T .E.Baqoe.65-eq opE,v55zegv oopo4Boeve opeoboboo4 oubr6BrEop qvc.evoobeb 

095T .ftoppool.on PqoqpoElovo opoofivpono .e00pope3v6 1v6v67e6q5 68;;3333oR 

oosT 5-ev6wepon.6 qooqlquvq.6 voopqae=6 qpoov6qog3 o.66E6e6o5q DEOVEOREDD 

oytT pop.6534000 64v66ryvqo oopoobroze voepftb000 oqobvp6wo Dpoo64o5qo 

°BET ove.61-epq6D gooSo666BB oo5SoB61.e p65ol.mor6 qebvpboqq6 obbubloogq 

ozzi ovbbvpoS6v Boo5ovveqo qpq4ogr,D53 pv5Emo.65e6 11736qobb000 ob6ob.612.6e5 

09zT qqvoq5qopq e506loqloo p.6356-eo00E qq01qp5lor 6.66poboopl. .65=o5polo 

OOZY opqBqoueoo eoq5qopErwe Epe56.433.qg oebvv6q4or 5tErwo;qop 6546365.46-4 

oyTT 	. v43bepE638 64oe55.5o.66 4peoe45586 44e5E65qp6 ebl6pooft6 3Sy6.6goeno 

0801 34ro4E4440 DrEenov5.6.6 4c346v3sv6 3D.55.456eo6 .656.6qoE583 ebro.665646 

ozoT .11516noven v.664E6uuvl obqbqoBblo 61.65v646vn 3.61qo5r6o5 Sv5o36546o 

096 SEDoeoSevo obErvpoubb o44o66.4o.66 .66opwoop SeobepoS6q Dro600563.6 

006 r33oolc.636 6.64poS46Do 5r3e5q0644 SeorvEqSqo 5.66qopqop5 o346Bro643 

cm vov66Emovla qozoboo2= o5ee5.451= vos6BEre3q4 pofto3no3v TmE643364E,  

08L 63643655o6 qqbEftb000 u6456-e3bu obofqqqoop vooDbqooqD D.64Dev36v6 

OZL. 64ob4obeD6 ebb4400561 pc636qoo4o 0p65qoprvb up404p04be bbrov4p6vo 

099 0056e303.68 a6q3664Deo SEreoboot.5 fepeovE5v5 6306vq&el4 z5qoevv648 

009 SqBorebero o6o66.6e643 5E4.6.5o5E.D6 Bv6445oeo5 4oa634ro6v aE4a6Ebbeb 

OtS .63.661ov4o5 vblaD.66.6e0 3Ev5Soppoq 6.664Evoo.6.6 v65;opEvo6 v342Ewebqv 

On,  MobloBloo 0b646fteB1 oftDoEpovEl 55381383v6 voEmoDoblo feo544no4a 

OCT,  6-ev56eBEE6 ev0000peo6 646-eoaSobq BoeoeDDDe5 4eDv-e564o E5B56ceDe-eE 

09E S45Bepb4o5 vb54.64eob4 p6vo.E.5ebbo 34p43.65vBv 4o3u356343 E6Es34a6vp 

00E bubva56545 oobb0000P6 Em04006S4.6 4Do6v6qobr op0S5430.65 Eq000.6.6ozo 

OtZ 5436403quv b0005zeo54 3ft,555o54o 6v5DEB4eob 4abe0bebb4 00500500'9e 

081 Do4o31BEDB .4o.fi4oBrobm 364.64ncobb .64.43vooSoz Boorbuovoo E545obo56o 

OZT 64opepEuE6 q56.656e66e uolv6E2520 6p5vuvEm0o 4e03b55035 0042515626 

09 6v-ebebweS5 v&eop3op56 45v03eeboo 6E054005vo5 5oBoo5oEBE0 Weeeeffize 

v42(1 nxa 

	

Z 	<00V> 

	

Jo lump / YREm 	<EZZ> 
(01.9Z)-(I) 	<ZZZ> 



atagagagcc tgtactgcga gaagcggatc ctggaggctg tgggctgcac agggcaccct 1860 

ttcctgctct ccctccttgt ctgcttccag acctccagcc atgcccgctt tgtgactgag 1920 

tttgtgcctg gtggtgacct catgatgcag atccacgagg atgtcttccc cgagccccag 1980 

gcccgcttct acgtggcttg tgttgtcctg gggctgcagt tcttacacga gaagaagatc 2040 

atttacaggg acctgaagtt ggataacctt ctgctggatg cccagggatt cctgaagatc 2100 

gcagactttg gactctgcaa ggaagggatc ggcttcgggg accggactag caccttctgt 2160 

ggcaccccgg agttcctggc tcccgaggtg ctgacccagg aggcatac'ac acaggccgtc 2220 

gactggtggg cgctgggtgt gctgctctac gagatgctgg tgggtgagtg cccgttccca 2280 

ggggacacag aggaagaggt gtttgactgc atcgtcaaca tggacgcccc ctaccccggc 2340 

tttctgtcgg tgcaagggct tgagttcatt cagaagctcc tccagaagtg cccggagaag 2400 

cgcctcgggg caggtgagca ggatgccgag gagatcaagg tccagccatt cttcaggacc 2460 

accaactggc aagccctgct cgcccgcacc atccagcccc ccttcgtgcc taccctgtgt 2520 

ggccctgcgg acctgcgcta ctttgagggc gagttcacag ggctgccgcc tgccctgacc 2580 

ccacctgcac cccacagcct cctcactgcc cgccaacagg ccgccttccg ggacttcgac 2640 

tttgtgtcag agcgattcct ggaaccctga 2670 

<210> 	3 
<211> 	21 
<212> 	DATA 
<213> 	Artificial Sequence 

<220>  
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1) 	(6) 
<223> 	RNA 

<220> 
<221> 	misc_feature 
<222> 	(7)..(15) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(16)..(21) 
<223> 	RNA 

<400> 	3 
ggagguccag tttctgagag g 21 

<210> 	4 
<211> 	21 
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<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	miscfeature 
<222> 	(1)—(6) 
<223> 	RNA 

<220> 
<221> 	misc_feature 
<222> 	(7)..(15) 
<223> 	DNA linked thrflugh phosphorothicate linkages 

<220> 
<221> 	misc_feature 
<222> 	(16)—(21) 
<223> 	RNA 

<400> 	4 
uguuucacct tcagcuccac a 

<210> 	5 
c211> 	23 
<212> 	DNA 
<213> 	Artificial Sequeace 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1)..(7) • 
<223> 	RNA 

<220> 
<221> 	miac_feature 
<222> 	(8)—(16) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(17)—(23) 
<223> 	RNA 

<400> 	5 
aggacaacac aagccacgua gaa 

<210> 	6 
<211> 	23 
<212> 	DNA 
<213> 	Artificial Sequence 

,nnA- 

7/11 



<223> antisense oligonucleotide 

<220> 
<221> 	misc feature 
....,..„.._ 	/.. 	(7))  .  
<223> 	RNA 

<220> 
<221> 	misc_feature 
<222> 	(8)—(16) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misn_feature 
<222> 	(17)—(23) 
<223> 	RNA 

<400> 	6 
gcucugacac aaagtcgaag ucc 

<210> 	7 
<211> 	23 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 

<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1)..(7) 
<223> 	RKA. 

<220> 
<221> 	misc_feature 
..771, 	(c) 	(1a) 

<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(17)—(23) 
<223> 	RNA 

<400> 	7 
gcagucaaac acctctuccu cug 

<210> 	8 
<211> 	21 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
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<222> 	(1)..(6) 
<223> 	RNA 

<27n>  
<221> 	misc feature 
<222> 	(7).._(15) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(16)—(21) 
<223> 	DNA linked through phosphorothioate linkageS" 

<400> 	8 
caacacggtt gtccaccuuu a 

<210> 	9 
<211> 	21 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1)..(6) 
<223> 	RNA 

<220> 
<221> 	misc_feature 
<222> 	(7)..(15) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(16)..(21) 
<223> 	RNA 

<400> 	9 
ucagugcttt gatggcguag u 

<210> 	10 
<211> 	21 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1)..(6) 
<223> 	RNA 
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<220> 
<221> 	misc_feature 
<222> 	(7)—(15) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(16)..(21) 
<223> 	RNA 

<400> 	10 
cuucucgcag tacaggcucu c 

<210> 	11 
<211> 	21 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1)..(6) 
<223> 	RNA 

<220> 
<221> 	misc_feature 
<222> 	(7)..(15) 
<223> 	DNA linked through phosphorothioate linkages 

<220> 
<221> 	misc_feature 
<222> 	(16)..(21) 
<223> 	RNA 

<400> 	11 
caagacgctt gtgcacguuu a 

<210> 	12 
<211> 	21 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	antisense oligonucleotide 

<220> 
<221> 	misc_feature 
<222> 	(1)..(6) 
<223> 	RNA 	 • 

<220> 
<221> 	misc_feature 
<222> 	(7)..(15) 
-.An,- 	DNA linkeA ti,..-^”gb phnaphevrnhhinat-A  linkaaeg 
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<220> 
<221> 	misc_feature 
e972, 	(1g)01) 
<223> 	RNA 

<400> 	12 
ucagagctta gttggcguug u 


