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<210>1

<211> 197

<212> PRT

<213> Homo sapiens

<400> 1
Met Thr Leu Leu Pro Gly Leu Leu Phe Leu Thr Trp Leu His Thr Cys
1 5 10 15

Leu Ala His His Asp Pro Ser Leu Arg Gly His Pro His Ser His Gly
20 25 30

Thr Pro His Cys Tyr Ser Ala Glu Glu Leu Pro Leu Gly Gln Ala Pro
35 40 45

Pro His Leu Leu Ala Arg Gly Ala Lys Trp Gly Gln Ala Leu Pro Val
50 55 60

Ala Leu Val Ser Ser Leu Glu Ala Ala Ser His Arg Gly Arg His Glu
65 70 75 80

Arg Pro Ser Ala Thr Thr Gln Cys Pro Val Leu Arg Pro Glu Glu Val
85 90 95

Leu Glu Ala Asp Thr His Gln Arg Ser Ile Ser Pro Trp Arg Tyr Arg
100 105 110



Val Asp Thr Asp Glu Asp Arg Tyr Pro Gln Lys Leu Ala Phe Ala Glu
115 120 125

Cys Leu Cys Arg Gly Cys Ile Asp Ala Arg Thr Gly Arg Glu Thr Ala
130 135 140

Ala Leu Asn Ser Val Arg Leu Leu Gln Ser Leu Leu Val Leu Arg Arg
145 150 155 160

Arg Pro Cys Ser Arg Asp Gly Ser Gly Leu Pro Thr Pro Gly Ala Phe
165 170 175

Ala Phe His Thr Glu Phe Ile His Val Pro Val Gly Cys Thr Cys Val
180 185 190

Leu Pro Arg Ser Val
195

<210>2

<211> 194

<212> PRT

<213> Mus musculus

<400> 2

Met Ser Leu Leu Leu Leu Gly Trp Leu Pro Thr Gly Met Thr His Gln
1 5 10 15

Asp Pro Pro Ser Trp Gly Lys Pro Arg Ser His Arg Thr Leu Arg Cys
20 25 30

Tyr Ser Ala Glu Glu Leu Ser His Gly Gln Ala Pro Pro His Leu Leu
35 40 45

Thr Arg Ser Ala Arg Trp Glu GIn Ala Leu Pro Val Ala Leu Val Ala
50 55 60

Ser Leu Glu Ala Thr Gly His Arg Arg Gln His Glu Gly Pro Leu Ala
65 70 75 80

Gly Thr GIn Cys Pro Val Leu Arg Pro Glu Glu Val Leu Glu Ala Asp
85 90 95

Thr His Glu Arg Ser Ile Ser Pro Trp Arg Tyr Arg Ile Asp Thr Asp



100 105 110

Glu Asn Arg Tyr Pro Gln Lys Leu Ala Val Ala Glu Cys Leu Cys Arg
115 120 125

Gly Cys Ile Asn Ala Lys Thr Gly Arg Glu Thr Ala Ala Leu Asn Ser
130 135 140

Val Gln Leu Leu GIn Ser Leu Leu Val Leu Arg Arg Gln Pro Cys Ser
145 150 155 160

Arg Asp Gly Thr Ala Asp Pro Thr Pro Gly Ser Phe Ala Phe His Thr
165 170 175

Glu Phe Ile Arg Val Pro Val Gly Cys Thr Cys Val Leu Pro Arg Ser

180 185 190
Thr Gln
<210>3
<211> 197
<212> PRT
<213> Macaca fascicularis
<400> 3
Met Thr Leu Leu Pro Gly Leu Leu Phe Leu Thr Trp Leu His Ala Cys
1 5 10 15

Leu Ala His Gln Asp Pro Phe Leu Arg Gly His Pro His Thr His Gly
20 25 30

Thr Pro Arg Cys Tyr Ser Ala Glu Glu Leu Pro Leu Gly Gln Ala Pro
35 40 45

Pro His Leu Leu Ala Arg Gly Ala Lys Trp Gly Gln Ala Leu Pro Val
50 55 60

Ala Leu Val Ser Ser Leu Glu Ala Ala Gly His Arg Arg Arg His Asp
65 70 75 80

Arg Pro Ser Ala Ala Thr Gln Cys Pro Val Leu Arg Pro Glu Glu Val
85 90 95



Leu Glu Ala Asp Thr His Gln Arg Ser Ile Ser Pro Trp Arg Tyr Arg
100 105 110

Val Asp Thr Asp Glu Asp Arg Tyr Pro Gln Lys Leu Ala Phe Ala Glu
115 120 125

Cys Leu Cys Arg Gly Cys Ile Asp Pro Arg Thr Gly Arg Glu Thr Ala
130 135 140

Ala Leu Asn Ser Val Arg Leu Leu Gln Ser Leu Leu Val Leu Arg Arg
145 150 155 160

Arg Pro Cys Ser Arg Asp Gly Ser Gly Leu Pro Thr Pro Gly Ala Phe
165 170 175

Ala Phe His Thr Glu Phe Ile Arg Val Pro Val Gly Cys Thr Cys Val
180 185 190

Leu Pro Arg Ser Val
195

<210> 4

<211> 866

<212> PRT

<213> Homo sapiens

<400> 4
Met Gly Ala Ala Arg Ser Pro Pro Ser Ala Val Pro Gly Pro Leu Leu
1 5 10 15

Gly Leu Leu Leu Leu Leu Leu Gly Val Leu Ala Pro Gly Gly Ala Ser
20 25 30

Leu Arg Leu Leu Asp His Arg Ala Leu Val Cys Ser Gln Pro Gly Leu
35 40 45

Asn Cys Thr Val Lys Asn Ser Thr Cys Leu Asp Asp Ser Trp Ile His
50 55 60

Pro Arg Asn Leu Thr Pro Ser Ser Pro Lys Asp Leu Gln Ile Gln Leu
65 70 75 80



His Phe Ala His Thr Gln Gln Gly Asp Leu Phe Pro Val Ala His Ile
85 90 95

Glu Trp Thr Leu Gln Thr Asp Ala Ser Ile Leu Tyr Leu Glu Gly Ala
100 105 110

Glu Leu Ser Val Leu Gln Leu Asn Thr Asn Glu Arg Leu Cys Val Arg
115 120 125

Phe Glu Phe Leu Ser Lys Leu Arg His His His Arg Arg Trp Arg Phe
130 135 140

Thr Phe Ser His Phe Val Val Asp Pro Asp Gln Glu Tyr Glu Val Thr
145 150 155 160

Val His His Leu Pro Lys Pro Ile Pro Asp Gly Asp Pro Asn His Gln
165 170 175

Ser Lys Asn Phe Leu Val Pro Asp Cys Glu His Ala Arg Met Lys Val
180 185 190

Thr Thr Pro Cys Met Ser Ser Gly Ser Leu Trp Asp Pro Asn Ile Thr
195 200 205

Val Glu Thr Leu Glu Ala His Gln Leu Arg Val Ser Phe Thr Leu Trp
210 215 220

Asn Glu Ser Thr His Tyr Gln Ile Leu Leu Thr Ser Phe Pro His Met
225 230 235 240

Glu Asn His Ser Cys Phe Glu His Met His His Ile Pro Ala Pro Arg
245 250 255

Pro Glu Glu Phe His Gln Arg Ser Asn Val Thr Leu Thr Leu Arg Asn
260 265 270

Leu Lys Gly Cys Cys Arg His Gln Val Gln Ile Gln Pro Phe Phe Ser
275 280 285

Ser Cys Leu Asn Asp Cys Leu Arg His Ser Ala Thr Val Ser Cys Pro
290 295 300



Glu Met Pro Asp Thr Pro Glu Pro Ile Pro Asp Tyr Met Pro Leu Trp
305 310 315 320

Val Tyr Trp Phe Ile Thr Gly Ile Ser Ile Leu Leu Val Gly Ser Val
325 330 335

Ile Leu Leu Ile Val Cys Met Thr Trp Arg Leu Ala Gly Pro Gly Ser
340 345 350

Glu Lys Tyr Ser Asp Asp Thr Lys Tyr Thr Asp Gly Leu Pro Ala Ala
355 360 365

Asp Leu Ile Pro Pro Pro Leu Lys Pro Arg Lys Val Trp Ile Ile Tyr
370 375 380

Ser Ala Asp His Pro Leu Tyr Val Asp Val Val Leu Lys Phe Ala GIn
385 390 395 400

Phe Leu Leu Thr Ala Cys Gly Thr Glu Val Ala Leu Asp Leu Leu Glu
405 410 415

Glu GIn Ala Ile Ser Glu Ala Gly Val Met Thr Trp Val Gly Arg Gln
420 425 430

Lys Gln Glu Met Val Glu Ser Asn Ser Lys Ile Ile Val Leu Cys Ser
435 440 445

Arg Gly Thr Arg Ala Lys Trp Gln Ala Leu Leu Gly Arg Gly Ala Pro
450 455 460

Val Arg Leu Arg Cys Asp His Gly Lys Pro Val Gly Asp Leu Phe Thr
465 470 475 480

Ala Ala Met Asn Met Ile Leu Pro Asp Phe Lys Arg Pro Ala Cys Phe
485 490 495

Gly Thr Tyr Val Val Cys Tyr Phe Ser Glu Val Ser Cys Asp Gly Asp
500 505 510

Val Pro Asp Leu Phe Gly Ala Ala Pro Arg Tyr Pro Leu Met Asp Arg



515 520 525

Phe Glu Glu Val Tyr Phe Arg Ile Gln Asp Leu Glu Met Phe Gln Pro
530 535 540

Gly Arg Met His Arg Val Gly Glu Leu Ser Gly Asp Asn Tyr Leu Arg
545 550 555 560

Ser Pro Gly Gly Arg Gln Leu Arg Ala Ala Leu Asp Arg Phe Arg Asp
565 570 575

Trp Gln Val Arg Cys Pro Asp Trp Phe Glu Cys Glu Asn Leu Tyr Ser
580 585 590

Ala Asp Asp Gln Asp Ala Pro Ser Leu Asp Glu Glu Val Phe Glu Glu
595 600 605

Pro Leu Leu Pro Pro Gly Thr Gly Ile Val Lys Arg Ala Pro Leu Val
610 615 620

Arg Glu Pro Gly Ser Gln Ala Cys Leu Ala Ile Asp Pro Leu Val Gly
625 630 635 640

Glu Glu Gly Gly Ala Ala Val Ala Lys Leu Glu Pro His Leu Gln Pro
645 650 655

Arg Gly Gln Pro Ala Pro Gln Pro Leu His Thr Leu Val Leu Ala Ala
660 665 670

Glu Glu Gly Ala Leu Val Ala Ala Val Glu Pro Gly Pro Leu Ala Asp
675 680 685

Gly Ala Ala Val Arg Leu Ala Leu Ala Gly Glu Gly Glu Ala Cys Pro
690 695 700

Leu Leu Gly Ser Pro Gly Ala Gly Arg Asn Ser Val Leu Phe Leu Pro
705 710 715 720

Val Asp Pro Glu Asp Ser Pro Leu Gly Ser Ser Thr Pro Met Ala Ser
725 730 735



Pro Asp Leu Leu Pro Glu Asp Val Arg Glu His Leu Glu Gly Leu Met
740 745 750

Leu Ser Leu Phe Glu Gln Ser Leu Ser Cys GIn Ala Gln Gly Gly Cys
755 760 765

Ser Arg Pro Ala Met Val Leu Thr Asp Pro His Thr Pro Tyr Glu Glu
770 775 780

Glu GIn Arg Gln Ser Val GIn Ser Asp Gln Gly Tyr Ile Ser Arg Ser
785 790 795 800

Ser Pro Gln Pro Pro Glu Gly Leu Thr Glu Met Glu Glu Glu Glu Glu
805 810 815

Glu Glu Gln Asp Pro Gly Lys Pro Ala Leu Pro Leu Ser Pro Glu Asp
820 825 830

Leu Glu Ser Leu Arg Ser Leu Gln Arg Gln Leu Leu Phe Arg Gln Leu
835 840 845

Gln Lys Asn Ser Gly Trp Asp Thr Met Gly Ser Glu Ser Glu Gly Pro
850 855 860

Ser Ala
865

<210>5

<211> 667

<212> PRT

<213> Homo sapiens

<400> 5

Met Gly Ser Ser Arg Leu Ala Ala Leu Leu Leu Pro Leu Leu Leu Ile
1 5 10 15

Val Ile Asp Leu Ser Asp Ser Ala Gly Ile Gly Phe Arg His Leu Pro
20 25 30

His Trp Asn Thr Arg Cys Pro Leu Ala Ser His Thr Asp Asp Ser Phe
35 40 45

Thr Gly Ser Ser Ala Tyr Ile Pro Cys Arg Thr Trp Trp Ala Leu Phe



50 55 60

Ser Thr Lys Pro Trp Cys Val Arg Val Trp His Cys Ser Arg Cys Leu
65 70 75 80

Cys GIn His Leu Leu Ser Gly Gly Ser Gly Leu Gln Arg Gly Leu Phe
85 90 95

His Leu Leu Val Gln Lys Ser Lys Lys Ser Ser Thr Phe Lys Phe Tyr
100 105 110

Arg Arg His Lys Met Pro Ala Pro Ala Gln Arg Lys Leu Leu Pro Arg
115 120 125

Arg His Leu Ser Glu Lys Ser His His Ile Ser Ile Pro Ser Pro Asp
130 135 140

Ile Ser His Lys Gly Leu Arg Ser Lys Arg Thr Gln Pro Ser Asp Pro
145 150 155 160

Glu Thr Trp Glu Ser Leu Pro Arg Leu Asp Ser Gln Arg His Gly Gly
165 170 175

Pro Glu Phe Ser Phe Asp Leu Leu Pro Glu Ala Arg Ala Ile Arg Val
180 185 190

Thr Ile Ser Ser Gly Pro Glu Val Ser Val Arg Leu Cys His Gln Trp
195 200 205

Ala Leu Glu Cys Glu Glu Leu Ser Ser Pro Tyr Asp Val Gln Lys Ile
210 215 220

Val Ser Gly Gly His Thr Val Glu Leu Pro Tyr Glu Phe Leu Leu Pro
225 230 235 240

Cys Leu Cys Ile Glu Ala Ser Tyr Leu Gln Glu Asp Thr Val Arg Arg
245 250 255

Lys Lys Cys Pro Phe GIn Ser Trp Pro Glu Ala Tyr Gly Ser Asp Phe
260 265 270



Trp Lys Ser Val His Phe Thr Asp Tyr Ser Gln His Thr Gln Met Val
275 280 285

Met Ala Leu Thr Leu Arg Cys Pro Leu Lys Leu Glu Ala Ala Leu Cys
290 295 300

GIn Arg His Asp Trp His Thr Leu Cys Lys Asp Leu Pro Asn Ala Thr
305 310 315 320

Ala Arg Glu Ser Asp Gly Trp Tyr Val Leu Glu Lys Val Asp Leu His
325 330 335

Pro GIn Leu Cys Phe Lys Phe Ser Phe Gly Asn Ser Ser His Val Glu
340 345 350

Cys Pro His GIn Thr Gly Ser Leu Thr Ser Trp Asn Val Ser Met Asp
355 360 365

Thr Gln Ala GIn GIn Leu Ile Leu His Phe Ser Ser Arg Met His Ala
370 375 380

Thr Phe Ser Ala Ala Trp Ser Leu Pro Gly Leu Gly GIn Asp Thr Leu
385 390 395 400

Val Pro Pro Val Tyr Thr Val Ser Gln Ala Arg Gly Ser Ser Pro Val
405 410 415

Ser Leu Asp Leu Ile Ile Pro Phe Leu Arg Pro Gly Cys Cys Val Leu
420 425 430

Val Trp Arg Ser Asp Val Gln Phe Ala Trp Lys His Leu Leu Cys Pro
435 440 445

Asp Val Ser Tyr Arg His Leu Gly Leu Leu Ile Leu Ala Leu Leu Ala
450 455 460

Leu Leu Thr Leu Leu Gly Val Val Leu Ala Leu Thr Cys Arg Arg Pro
465 470 475 480

Gln Ser Gly Pro Gly Pro Ala Arg Pro Val Leu Leu Leu His Ala Ala
485 490 495



Asp Ser Glu Ala GIn Arg Arg Leu Val Gly Ala Leu Ala Glu Leu Leu
500 505 510

Arg Ala Ala Leu Gly Gly Gly Arg Asp Val Ile Val Asp Leu Trp Glu
515 520 525

Gly Arg His Val Ala Arg Val Gly Pro Leu Pro Trp Leu Trp Ala Ala
530 535 540

Arg Thr Arg Val Ala Arg Glu Gln Gly Thr Val Leu Leu Leu Trp Ser
545 550 555 560

Gly Ala Asp Leu Arg Pro Val Ser Gly Pro Asp Pro Arg Ala Ala Pro
565 570 575

Leu Leu Ala Leu Leu His Ala Ala Pro Arg Pro Leu Leu Leu Leu Ala
580 585 590

Tyr Phe Ser Arg Leu Cys Ala Lys Gly Asp Ile Pro Pro Pro Leu Arg
595 600 605

Ala Leu Pro Arg Tyr Arg Leu Leu Arg Asp Leu Pro Arg Leu Leu Arg
610 615 620

Ala Leu Asp Ala Arg Pro Phe Ala Glu Ala Thr Ser Trp Gly Arg Leu
625 630 635 640

Gly Ala Arg GIn Arg Arg Gln Ser Arg Leu Glu Leu Cys Ser Arg Leu
645 650 655

Glu Arg Glu Ala Ala Arg Leu Ala Asp Leu Gly
660 665

<210> 6

<211> 637

<212> PRT

<213> Mus musculus

<400> 6
Met Gly Ser Pro Arg Leu Ala Ala Leu Leu Leu Ser Leu Pro Leu Leu
1 5 10 15



Leu Ile Gly Leu Ala Val Ser Ala Arg Val Ala Cys Pro Cys Leu Arg
20 25 30

Ser Trp Thr Ser His Cys Leu Leu Ala Tyr Arg Val Asp Lys Arg Phe
35 40 45

Ala Gly Leu Gln Trp Gly Trp Phe Pro Leu Leu Val Arg Lys Ser Lys
50 55 60

Ser Pro Pro Lys Phe Glu Asp Tyr Trp Arg His Arg Thr Pro Ala Ser
65 70 75 80

Phe Gln Arg Lys Leu Leu Gly Ser Pro Ser Leu Ser Glu Glu Ser His
85 90 95

Arg Ile Ser Ile Pro Ser Ser Ala Ile Ser His Arg Gly Gln Arg Thr
100 105 110

Lys Arg Ala Gln Pro Ser Ala Ala Glu Gly Arg Glu His Leu Pro Glu
115 120 125

Ala Gly Ser Gln Lys Cys Gly Gly Pro Glu Phe Ser Phe Asp Leu Leu
130 135 140

Pro Glu Val GIn Ala Val Arg Val Thr Ile Pro Ala Gly Pro Lys Ala
145 150 155 160

Ser Val Arg Leu Cys Tyr Gln Trp Ala Leu Glu Cys Glu Asp Leu Ser
165 170 175

Ser Pro Phe Asp Thr Gln Lys Ile Val Ser Gly Gly His Thr Val Asp
180 185 190

Leu Pro Tyr Glu Phe Leu Leu Pro Cys Met Cys Ile Glu Ala Ser Tyr
195 200 205

Leu GIn Glu Asp Thr Val Arg Arg Lys Lys Cys Pro Phe Gln Ser Trp
210 215 220

Pro Glu Ala Tyr Gly Ser Asp Phe Trp Gln Ser Ile Arg Phe Thr Asp
225 230 235 240



Tyr Ser Gln His Asn Gln Met Val Met Ala Leu Thr Leu Arg Cys Pro
245 250 255

Leu Lys Leu Glu Ala Ser Leu Cys Trp Arg Gln Asp Pro Leu Thr Pro
260 265 270

Cys Glu Thr Leu Pro Asn Ala Thr Ala Gln Glu Ser Glu Gly Trp Tyr
275 280 285

Ile Leu Glu Asn Val Asp Leu His Pro GIn Leu Cys Phe Lys Phe Ser
290 295 300

Phe Glu Asn Ser Ser His Val Glu Cys Pro His Gln Ser Gly Ser Leu
305 310 315 320

Pro Ser Trp Thr Val Ser Met Asp Thr Gln Ala GIn Gln Leu Thr Leu
325 330 335

His Phe Ser Ser Arg Thr Tyr Ala Thr Phe Ser Ala Ala Trp Ser Asp
340 345 350

Pro Gly Leu Gly Pro Asp Thr Pro Met Pro Pro Val Tyr Ser Ile Ser
355 360 365

Gln Thr GIn Gly Ser Val Pro Val Thr Leu Asp Leu Ile Ile Pro Phe
370 375 380

Leu Arg GIn Glu Asn Cys Ile Leu Val Trp Arg Ser Asp Val His Phe
385 390 395 400

Ala Trp Lys His Val Leu Cys Pro Asp Val Ser His Arg His Leu Gly
405 410 415

Leu Leu Ile Leu Ala Leu Leu Ala Leu Thr Ala Leu Val Gly Val Val
420 425 430

Leu Val Leu Leu Gly Arg Arg Leu Leu Pro Gly Ser Gly Arg Thr Arg
435 440 445

Pro Val Leu Leu Leu His Ala Ala Asp Ser Glu Ala GIn Arg Arg Leu
450 455 460



Val Gly Ala Leu Ala Glu Leu Leu Arg Thr Ala Leu Gly Gly Gly Arg
465 470 475 480

Asp Val Ile Val Asp Leu Trp Glu Gly Thr His Val Ala Arg Ile Gly
485 490 495

Pro Leu Pro Trp Leu Trp Ala Ala Arg Glu Arg Val Ala Arg Glu Gln
500 505 510

Gly Thr Val Leu Leu Leu Trp Asn Cys Ala Gly Pro Ser Thr Ala Cys
515 520 525

Ser Gly Asp Pro Gln Ala Ala Ser Leu Arg Thr Leu Leu Cys Ala Ala
530 535 540

Pro Arg Pro Leu Leu Leu Ala Tyr Phe Ser Arg Leu Cys Ala Lys Gly
545 550 555 560

Asp Ile Pro Arg Pro Leu Arg Ala Leu Pro Arg Tyr Arg Leu Leu Arg
565 570 575

Asp Leu Pro Arg Leu Leu Arg Ala Leu Asp Ala Gln Pro Ala Thr Leu
580 585 590

Ala Ser Ser Trp Ser His Leu Gly Ala Lys Arg Cys Leu Lys Asn Arg
595 600 605

Leu Glu GIn Cys His Leu Leu Glu Leu Glu Ala Ala Lys Asp Asp Tyr
610 615 620

Gln Gly Ser Thr Asn Ser Pro Cys Gly Phe Ser Cys Leu
625 630 635

<210> 7

<211>5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"



<400> 7
Asp Tyr Ala Met His
1 5

<210> 8

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 8
Tyr Ile Gly Gly Val Gly Glu Gly Thr Gln Tyr Ala Glu Ser Val Lys
1 5 10 15

Gly

<210>9

<211>11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 9
Gly Phe Ala Ile Arg Tyr Tyr Gly Phe Asp Tyr
1 5 10

<210> 10

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 10
Gly Phe Thr Val Ser Asp Tyr
1 5



<210> 11

<211>6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 11
Gly Gly Val Gly Glu Gly
1 5

<210> 12

<211>11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 12
Gly Phe Ala Ile Arg Tyr Tyr Gly Phe Asp Tyr
1 5 10

<210> 13

<211>11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 13
Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala Tyr
1 5 10

<210> 14

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"



<400> 14
Gln Asp Ser Lys Arg Pro Ser
1 5

<210> 15

<211>10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 15
GlIn Val Phe Thr Phe Pro Leu Val Thr Thr
1 5 10

<210> 16

<211>110

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 16
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln
1 5 10 15

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala
20 25 30

Tyr Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr
35 40 45

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Phe Thr Phe Pro Leu Val Thr
85 90 95



Thr Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln
100 105 110

<210> 17

<211>120

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 17
Glu Val GIn Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Ser Asp Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Gly Gly Val Gly Glu Gly Thr Gln Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Phe Ala Ile Arg Tyr Tyr Gly Phe Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 18

<211> 330

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic



polynucleotide"

<400> 18
agctatgaac tgacccagec geegagegtt agegttagee caggecagac cgecageatt 60

acctgtagcg gcgacaaact gggegacaaa tacgectact ggtatcagea gaaaccggge 120
cagagccegg tgetggttat ctatcaggat agcaaacgec cgageggeat tccagaacge 180
tttagcggea gcaacagegg caacaccgee accctgacca ttageggeac ccaggecgaa 240
gacgaagccg attattactg ccaggttttc actttccege tggttactac tgtgtttgge 300

ggeggtacca agetgacegt getgggecag 330

<210> 19

<211> 360

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 19
gaagtgcage tgetggaaag cggtggeggt ctggtgeage caggtggtag cetgegeetg 60

agctgtgecg caageggcett cacagtgtee gactacgcaa tgeattgggt gegeccaageca 120
ccaggcaaag gectggaatg ggtgagttac ataggtggeg tgggtgaggg gacacaatat 180
gcagagagcg tgaaaggtcg ctttaccatt agtcgegata acagcaaaaa caccctgtat 240
ctgcaaatga acagcctgeg ggecagaagat accgeagttt attattgege gegtggttte 300

gcaatccgtt attatggatt tgattattgg ggccagggea ccctggttac tgtctcgage 360

<210> 20

<211>6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 20
Ser Asp His Tyr Ile Ser
1 5



<210> 21

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 21
Tyr Ile Ser Ser Ser Gly Ser Thr Thr Tyr Tyr Ala Glu Ser Val Lys
1 5 10 15

Gly

<210> 22

<211>11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 22
Gln Ser Tyr Tyr Phe Leu Pro Tyr Phe Asp Val
1 5 10

<210> 23

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 23
Gly Phe Thr Phe Ser Asp His
1 5

<210> 24

<211>6

<212> PRT

<213> Artificial Sequence

<220>



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 24
Ser Ser Ser Gly Ser Thr
1 5

<210> 25

<211>11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 25
Gln Ser Tyr Tyr Phe Leu Pro Tyr Phe Asp Val
1 5 10

<210> 26

<211> 14

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 26
Thr Gly Thr Ser Ser Asp Val Gly Ser Tyr Asn Leu Val Ser
1 5 10

<210> 27

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 27

Glu Gly Ser Lys Arg Pro Ser
1 5

<210> 28



<211>11
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 28
Ala Ser Arg Gly Ser Arg Arg Val Leu Tyr Val
1 5 10

<210> 29

<211>113

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 29
Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Ser Tyr
20 25 30

Asn Leu Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Arg Gly Ser Arg
85 90 95

Arg Val Leu Tyr Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105 110

Gln



<210> 30

<211>120

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 30
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp His
20 25 30

Tyr Ile Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Ser Ser Ser Gly Ser Thr Thr Tyr Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gln Ser Tyr Tyr Phe Leu Pro Tyr Phe Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 31

<211> 339

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"



<400> 31
cagagcgcec tgacccagee agecagegtt ageggtagee caggecagag cattaccatt 60

agctgeaccg geaccageag cgacgtgggc agetataacc tggttagetg gtatcagcag 120
catccgggea aagecccgaa actgatgate tatgaaggea gecaaacgece gageggegtt 180
agcaaccgct ttagtggcag caaaagcggce aacaccgeca gectgaccat tageggeetg 240
caagccgaag acgaagcecga ttattactge gcaagtcggg gaagecgteg tgtgetgtat 300

gtttttggcg geggtaccaa getgacegtg ctgggecag 339

<210> 32

<211> 360

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 32
caggtgcagc tggtggaaag cggeggtggc ctggtgaaac caggeggtag cctgegectg 60

agctgegecg ccageggcett tacctttage gatcattaca ttagetggat tcgccaggee 120

ccaggcaaag gectggaatg ggttagetat attagcagea gtggeageac cacctattac 180
gccgagageg tgaaaggecg ctttaccatt agecgegata acgccaaaaa cagectgtat 240
ctgcaaatga acagcctgeg ggecgaagat accgecgtgt attattgege gegacaatce 300

tactatttcc tgecttattt cgacgtttgg ggecagggea ccctggttac tgtctcgage 360

<210> 33

<211>15

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 33
gactacgcaa tgcat 15

<210> 34
<211> 51
<212> DNA



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 34
tacataggtg gcgtgggtga ggggacacaa tatgcagaga gegtgaaagg t

<210> 35

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 35
ggtttcgcaa tcegttatta tggatttgat tat 33

<210> 36

<211>21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 36
ggcttcacag tgtccgacta ¢ 21

<210> 37

<211>18

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 37
ggtggcgteg gtgagggg 18

<210> 38
<211> 33

51



<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 38
ggtttcgcaa tccgttatta tggatttgat tat 33

<210> 39

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 39
agcggegaca aactgggega caaatacgcec tac 33

<210> 40

<211>21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 40
caggatagca aacgcccgag C 21

<210> 41

<211> 30

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 41
caggttttca ctttcccget ggttactact 30

<210> 42



<211>214
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 42
Ser Tyr Glu Leu Thr GIn Pro Pro Ser Val Ser Val Ser Pro Gly Gln
1 5 10 15

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala
20 25 30

Tyr Trp Tyr Gln GIn Lys Pro Gly GIn Ser Pro Val Leu Val Ile Tyr
35 40 45

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Phe Thr Phe Pro Leu Val Thr
85 90 95

Thr Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys
100 105 110

Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln
115 120 125

Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly
145 150 155 160

Val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr Ala Ala
165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser



180 185 190

Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val
195 200 205

Ala Pro Thr Glu Cys Ser
210

<210> 43

<211> 450

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 43
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Ser Asp Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Gly Gly Val Gly Glu Gly Thr Gln Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Phe Ala Ile Arg Tyr Tyr Gly Phe Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala



130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu GlIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
260 265 270

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 295 300

Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
340 345 350



Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380

Glu Ser Asn Gly GlIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 44

<211> 642

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 44
agctatgaac tgacccagec geegagegtt agegttagee caggecagac cgecageatt 60

acctgtagcg gcgacaaact gggegacaaa tacgectact ggtatcagea gaaaccggge 120
cagagcccgg tgetggttat ctatcaggat agcaaacgec cgageggeat tccagaacge 180
tttagcggea gcaacagegg caacaccgee accctgacca ttageggeac ccaggecgaa 240
gacgaagccg attattactg ccaggttttc actttccege tggttactac tgtgtttgge 300
ggcggtacca agetgacegt getgggecag cecaaagecg cccctagegt gacectgtte 360
cccccaagcea gegaggaact ccaggecaac aaggeeaccc tegtgtgect gatcagegac 420

ttctaccctg gegeegtgac cgtggectgg aaggecgata geagecctgt gaaggeegge 480



gtggaaacca ccacccccag caagcagage aacaacaaat acgecgecag cagetacctg 540
agcctgaccc ccgageagtg gaagteccac agatcctaca getgecaggt cacacacgag 600
ggcagcaccg tggaaaagac cgtggeecce accgagtgea ge 642

<210> 45

<211> 1350

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 45
gaagtgcagc tgctggaaag cggtggeggt ctggtgcage caggtggtag cctgegectg 60

agctgtgeeg caageggcett cacagtgtee gactacgcaa tgeattgggt gcgeccaagea 120
ccaggcaaag gcctggaatg ggtgagttac ataggtggeg tgggtgaggg gacacaatat 180
gcagagagcg tgaaaggtcg ctttaccatt agtcgcgata acagcaaaaa caccctgtat 240
ctgcaaatga acagectgeg ggcagaagat accgeagttt attattgege gegtggttte 300
gcaatccgtt attatggatt tgattattgg ggccagggea cectggttac tgtctcgage 360
gegtegacca aaggecccag cgtgtteect ctggececca geageaagag cacctetgge 420
ggaacagccg ccctgggctg cctggtcaag gactacttee ccgageecgt gacegtgtece 480
tggaactctg gegeectgac cageggegtg cacacctttc cageegtget ccagagecage 540
ggcctgtaca gectgageag cgtegtgace gtgeccagea geagectggg cacccagace 600
tacatctgca acgtgaacca caagcccage aacacaaagg tggacaageg ggtggaaccc 660
aagagctgcg acaagaccca cacctgtece ccctgeectg ccectgaact getgggagge 720
cccteegtgt tectgttcee cccaaagect aaggacacce tgatgatcag ccggacccee 780
gaagtgacct gegtggtggt ggacgtgtcee cacgaggacc ctgaagtgaa gtttaattgg 840
tacgtggacg gegtggaagt gcacaacgcc aagaccaagce ccagagagga acagtacaac 900
agcacctacc gggtggtgtc cgtgetgace gtgetgeacce aggactgget gaacggcaaa 960
gagtacaagt gcaaggtgtc caacaaggec ctgectgece ccatcgagaa aaccatcage 1020
aaggccaaag gccagecccg cgagecccag gtgtacacac tgeeecctag ccgggaagag 1080

atgaccaaga accaggtgtc cctgacctge ctcgtgaagg gettctacce cagegacatt 1140



gcegtggaat gggagagcaa cggecagece gagaacaact acaagaccac ccceectgtg 1200
ctggacagcg acggctcatt cttcctgtac agcaagetga ccgtggacaa gagecggtgg 1260
cagcagggca acgtgttcag ctgetcegtg atgecacgagg cectgeacaa ccactacace 1320

cagaagtccc tgagectgag ccecggeaag 1350

<210> 46

<211> 18

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 46
agcgatcatt acattagc 18

<210> 47

<211> 51

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 47
tatattagca gcagtggcag caccacctat tacgccgaga gegtgaaagg ¢ 51

<210> 48

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 48
caatcctact atttcctgec ttatttcgac gtt 33

<210> 49
<211> 21
<212> DNA



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 49
ggctttacct ttagcgatca t 21

<210> 50

<211>18

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 50
agcagcagtg gcagcacc 18

<210> 51

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 51
caatcctact atttcctgec ttatttcgac gtt 33

<210> 52

<211>42

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 52
accggcacca gecagegacgt gggeagcetat aacctggtta gc 42

<210> 53
<211> 21



<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 53
gaaggcagca aacgcccgag C 21

<210> 54

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 54
gcaagtcggg gaagccgteg tgtgetgtat gtt 33

<210> 55

<211> 217

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 55
Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Ser Tyr
20 25 30

Asn Leu Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80



Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Arg Gly Ser Arg
85 90 95

Arg Val Leu Tyr Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105 110

Gln Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu
115 120 125

Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe
130 135 140

Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val
145 150 155 160

Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys
165 170 175

Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser
180 185 190

His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu
195 200 205

Lys Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 56

<211> 450

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 56
Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp His
20 25 30



Tyr Ile Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Ser Ser Ser Gly Ser Thr Thr Tyr Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg GIn Ser Tyr Tyr Phe Leu Pro Tyr Phe Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile



245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
260 265 270

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 295 300

Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450



<210> 57

<211> 651

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 57
cagagcgcec tgacccagee agecagegtt ageggtagee caggecagag cattaccatt 60

agctgcaccg geaccageag cgacgtggge agetataacc tggttagetg gtatcagecag 120

catccgggea aagccecgaa actgatgate tatgaaggea gecaaacgecce gageggegtt 180

agcaaccgct ttagtggcag caaaagcgge aacaccgeca gectgaccat tageggeetg 240

caagccgaag acgaagccga ttattactge gcaagtcggg gaageegteg tgtgetgtat 300

gtttttggeg geggtaccaa getgaccgtg ctgggecage ccaaageege cectagegtg 360

accctgttce ccccaageag cgaggaactc caggecaaca aggecaccct cgtgtgeetg 420

atcagcgact tctaccctgg cgecgtgace gtggeetgga aggecgatag cagecctgtg 480

aaggccggeg tggaaaccac cacccccage aagcagagea acaacaaata cgecgecage 540

agctacctga gectgaccee cgageagtgg aagtcccaca gatcctacag ctgecaggte 600

acacacgagg gcagcaccgt ggaaaagacc gtggececca ccgagtgeag ¢ 651

<210> 58

<211>15

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 58

gactacgcta tgcac 15

<210> 59

<211> 51

<212> DNA

<213> Artificial Sequence

<220>
<221> source



<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 59
tatatcggcg gegtgggega gggeacccag tacgetgagt ctgtgaaggg ¢

<210> 60

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 60
ggcttcgeca tccggtacta cggettcgac tac 33

<210> 61

<211>21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 61
ggcttcaccg tgtccgacta ¢ 21

<210> 62

<211>18

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 62
88cgecgtgg gegagggsc 18

<210> 63

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

51



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 63
ggcttcgeca tecggtacta cggettcgac tac 33

<210> 64

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 64
tccggegaca agetgggega taagtacgec tac 33

<210> 65

<211>21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 65
caggactcca agcggcecctc ¢ 21

<210> 66

<211> 30

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 66
caggtgttca ccttcccect ggtcaccace 30

<210> 67

<211> 330

<212> DNA

<213> Artificial Sequence



<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 67
tcctacgage tgacccagcec ccccteegtg teegtgtete ctggecagac cgectccate 60

acctgttccg gecgacaagcet gggegataag tacgectact ggtatcagea gaageccgge 120
cagtcceecg tgetggtcat ctaccaggac tccaagegge cctecggeat cectgagegg 180
ttctccgget ccaactccgg caacaccgec accctgacca tetecggeac ccaggeecgag 240
gacgaggccg actactactg ccaggtgttc accttccecc tggtcaccac cgtgttcgge 300

ggaggcacca agctgaccgt getgggecag 330

<210> 68

<211> 360

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 68
gaggtgcagc tgctggaatc cggeggagga ctggtgeage ctggeggcete cctgagactg 60

tcttgegeceg cctecggett caccgtgtee gactacgcta tgeactgggt ccgacaggee 120

cctggcaagg gectggaatg ggtgtectat atcggeggeg tgggegaggg cacccagtac 180

gctgagtetg tgaagggecg gttcaccate tcccgggaca actccaagaa cacectgtac 240
ctgcagatga actccctgeg ggecgaggac accgecgtgt actactgtge cagaggette 300

gccatceggt actacggctt cgactactgg ggecagggea ccctggteac cgtgtctage 360

<210> 69

<211> 642

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 69
tcctacgage tgacccagcec ccccteegtg teegtgtete ctggecagac cgectccate 60



acctgttccg gegacaagcet gggegataag tacgectact ggtatcagea gaageecgge 120
cagtcceccg tgetggteat ctaccaggac tccaagegge cctecggeat cectgagegg 180
ttctccgget ccaactccgg caacaccgec accctgacca tetceggeac ccaggecgag 240
gacgaggccg actactactg ccaggtgttc accttceecc tggtcaccac cgtgttegge 300
ggaggcacca agctgaccgt getgggecag cctaaggecg cteectecgt gacectgtte 360
cccccatect ccgaggaact gecaggecaac aaggecaccc tggtetgect gatctccgac 420
ttctaccctg gegeegtgac cgtggectgg aaggecgaca getcteetgt gaaggecgge 480
gtggaaacca ccacccectc caageagtcc aacaacaaat acgecgecte ctcctacctg 540
tcectgacce ccgageagtg gaagtcccac cggtectaca getgecaggt cacacacgag 600
ggctccaccg tggaaaagac cgtggeccct accgagtgct cc 642

<210> 70

<211> 1350

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 70
gaggtgcage tgctggaate cggeggagga ctggtgeage ctggeggete cctgagactg 60

tettgegeeg cetecggctt cacegtgtee gactacgcta tgeactgggt ccgacaggee 120
cctggcaagg gectggaatg ggtgtectat atcggeggceg tgggegaggg cacccagtac 180
gctgagtctg tgaagggceeg gttcaccate tccegggaca actccaagaa cacectgtac 240
ctgcagatga actccctgeg ggeecgaggac accgecgtgt actactgtge cagaggette 300
gccatccggt actacggctt cgactactgg ggecagggea cectggteac cgtgtctage 360
gcctecacca agggececcte cgtgtteect ctggeecect ccageaagtce cacctetgge 420
ggcaccgctg cectgggetg cetggtcaag gactacttce ccgageecgt gaccgtgtee 480
tggaactctg gegecctgac ctceggegtg cacaccttee ctgeegtget geagtectee 540
ggcctgtact ccctgtecte cgtegtgace gtgeecteea getctctggg cacccagace 600

tacatctgca acgtgaacca caagccctec aacaccaagg tggacaageg ggtggaaccc 660



aagtcctgeg acaagaccca cacctgteee cectgeectg cccctgaact getgggegga 720
cctteegtgt tectgttece cccaaagecc aaggacaccce tgatgatcte ccggaccece 780
gaagtgacct gegtggtggt ggacgtgtee cacgaggacc ctgaagtgaa gttcaattgg 840
tacgtggacg gegtggaagt gcacaacgcc aagaccaagce ccagagagga acagtacaac 900
tccacctacc gggtggtgtce cgtgetgacce gtgetgeace aggactgget gaacggcaaa 960
gagtacaagt gcaaggtgtc caacaaggec ctgectgeee ccatcgaaaa gaccatctce 1020
aaggccaagg gccagecccg cgagecccag gtgtacacac tgeeecctag ccgggaagag 1080
atgaccaaga accaggtgtc cctgacctgt ctggtcaagg gettctacce ctccgacatt 1140
gcegtggaat gggagtccaa cggecagecce gagaacaact acaagaccac cccccctgtg 1200
ctggactccg acggctcatt cttectgtac tccaagetga ccgtggacaa gteeeggtgg 1260
cagcagggca acgtgttctc ctgetcegtg atgecacgagg ccctgeacaa ccactacace 1320
cagaagtccc tgtcectgag ccccggeaag 1350

<210> 71

<211> 1350

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 71
caggtgcage tggtggaaag cggeggtgge ctggtgaaac caggeggtag cctgegectg 60

agctgegeeg ccageggcett tacctttage gatcattaca ttagetggat tcgccaggee 120
ccaggcaaag gcctggaatg ggttagetat attagcagea gtggeageac cacctattac 180
gccgagageg tgaaaggecg ctttaccatt agecgegata acgccaaaaa cagectgtat 240
ctgcaaatga acagectgeg ggecgaagat accgecgtgt attattgege gegacaatcc 300
tactatttcc tgccttattt cgacgtttgg ggccagggea cectggttac tgtctcgage 360
gegtegacca aaggecccag cgtgtteect ctggececca geageaagag cacctetgge 420
ggaacagccg ccctgggctg cctggtcaag gactacttee ccgageecgt gacegtgtece 480
tggaactctg gegecctgac cageggegtg cacacctttc cageegtget ccagagecage 540

ggcctgtaca gectgageag cgtegtgace gtgeccagea geagectggg cacccagace 600



tacatctgca acgtgaacca caagcccage aacacaaagg tggacaageg ggtggaaccc 660
aagagctgeg acaagaccca cacctgteee ccctgeectg cecctgaact getgggagge 720
cccteegtgt tectgttcee cccaaagect aaggacaccc tgatgatcag ccggaccece 780
gaagtgacct gegtggtggt ggacgtgtce cacgaggace ctgaagtgaa gtttaattgg 840
tacgtggacg gecgtggaagt gcacaacgee aagaccaage ccagagagga acagtacaac 900
agcacctacc gggtggtgte cgtgetgacc gtgetgeace aggactgget gaacggcaaa 960
gagtacaagt gcaaggtgtc caacaaggcee ctgectgeee ccatcgagaa aaccatcage 1020
aaggccaaag gecagececg cgagecccag gtgtacacac tgececctag ccgggaagag 1080
atgaccaaga accaggtgtc cctgacctge ctcgtgaagg gettctacce cagegacatt 1140
geegtggaat gggagageaa cggecagece gagaacaact acaagaccac cceceetgtg 1200
ctggacagcg acggctcatt cttcctgtac agcaagetga ccgtggacaa gageeggtgg 1260
cagcagggca acgtgttcag ctgetccgtg atgcacgagg cectgeacaa ccactacace 1320

cagaagtccc tgagcectgag ccecggeaag 1350



