<110>

<120>
FOR

<130>

Matthew Truppo

Hallena Strotman

<160> 2

<170>

<210> 1

<211>
<212>
<213>

<220>

<223>

<400> 1

Met
1

Gly
Pro
ser
Ala
65

Gy
Ile
val
Arg
Pro
145
AsSp
Arg
Gly
Leu
Phe
225
Ala
ser
Tyr
Pro
Pro

305
Pro

Ala
Leu
lL.eu
Giu
50

Thr
Asp
Pro
Ala
Gly
130
GIn
Arg
Thr
ASp
Pro
210
Asn
Ala
[.eu
Asp
Phe
250
val

Ser

330
PRT
artificial Seguence

Phe
ASD
Ala
35

Ala
Tyr
His
Pro
LYyS
115
Tyr
va'l
Ile
Pro
Leu
155
Leu
val
l.eu
Gly
Ala
275
val
Thr

Ser

Ser
Tyr
20

Gly
Arg
Thr
Ile
Leu
100
Thr
Ser
Tyr
Arg
Arg
180
Tle
Leu
va'
Pro
His
260
Asp
Ser
Gin

Leu

23277-US-pspP

Ala
5

Ile
Gly
Ile
Thr
Glu
85

Thr
Glu
ser
Met
ASD
165
Ser
Arg
l.eu
val
Gly
245
Glu
Glu
vai
ser

L.eu
325

AsSp
Thr
Ala
Pro
Phe
70

Arg
Gin
l.eu
Thr
Phe
150
Gly
ser
Ala
ASp
Iie
230
Ile
Ala
val
ASp
Ile

310
Thr

Engineered variant of

Thr
Tyr
Ala
Ile
55

His
Leu
ASp
Arg
Pro
135
Ala
val
Ile
Ite
Gly
215
LYS
Thr
Ile

Leu

Gly
295
Ile

Pro

23277WOPCTSEQ

SEQUENCE LISTING

FastSEQ for Windows version 4.0

Arthobacter

Pro
Ser
Trp
49

Phe
val
Phe
Glu
Glu
120
Phe
ser
His
Asp
Gin
200
Asp
ASp
Arg
Ley
Gly
280
Ash
Arg

val

Gly
Asp
25

Ile
AsSp
Trp
Ser
val
105
Ala
Giu
Pro
Leu
Pro
185
Glu
ASnN
Gly
Lys
Ala
265
Cys
Ser
Arg

Gln

Ile
10
Tyr
Gly
Gln
Asn
ASn
99

Lys
Mét
Arg
Tyr
Met
170
Gln
Thr
Leu
val
Thr
250
ASD
ser
Ile
Tyr

Tyr
330
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IMMOBILIZED TRANSAMINASES AND PROCESS
MAKING AND USING IMMOBILIZED TRANSAMINASE

transaminase

val
Glu
Gly
Gly
Gly
75

Ala
Glu
val
Asp
Ley
155
val
val
His
Leu
val
235
val
Ile
Thr
ser

Trp
315

TYr
Leu
Ala
FPhe
60
Asn
Glu
Ile
Thr
Ile
140
Gin
Ata
Lys
Asp
Ala
220
Arg
Leu
Thr
Gly
ASpP

300
Glu

Thr
Asp
Phe
45

Tyr
Ala
Ser
Ala
val
125
Thr
Ile
Gln
Asn
Arg
205
Glu
Ser
Glu
Pro
Gly
285
Gly

Leu

His
Pro
30

val
Thr
phe
Ile
Leu
110
Thr
LYysS
va'
Sser
Phe
180
Gly
Gly
Pro
Ile
Ala
270
Gly
val

Asn

ASp
Ala
Pro
ser
Arg
Arg
95

Giu
Ile
His
Pro
val
175
Glin
Phe
Pro
Gly
Ala
255
Glu
val
Pro

val

Thr
Asn
Pro
Asp
Leu
80

Leu
Ley
Thr
Arg
Phe
160
Arg
Trp
Glu
Gly
APG
240
Glu
Leu
Trp
Gly

Glu
320



<210> 2

<211> 990
<212> DNA
<213>

<220>

Artificial Sequence

23277WOPCTSEQ

<223> Engineered transaminase variant

<400> 2

atggcgttct
atcacctact
tgcggaggtg
tatactictg
ggggaccaca
acccaggacg
gcgatggtta
accaaacatc
gaccgcatcc
agcrctatcg
gaaacccacg
gaaggtccgg
gctgetctge
gaagctatcc
tgctcaaccy

ggtgtrrccgg
ccttettetc

cagcggacac
ctgactacga
ctttcgttec
acgctaccta
tcgaacgtct
aagttaaaga
ccgttacgat
gtccgeaggt
gggacggtgt
accecgeaggt
atcgtggttt
grttcaacgt
cgggtatcac
tggctgacygt
gtggtggtgt
gtceggttrac
tgctgaccece

ccctgaaate
actggacccyg
gccgicggaa
caccacctic
gttctctaat
ggtggetetg
cacccgtggt
ttacatgtric
tcacctgaty
taaaaacttc
cgagttgecceg
tgttgttatc
ccgtaaaacc
tacccegget
ttggccgttc
ccagtctatc
ggtacagtac

gtttacaccc
gctaacccge
gctcgtatcece
cacgtttgga
gcggaatcta
gaactggttg
tactcttcta
gctageecgt
gttgctcagt
cagtggggty
ctgctgetgy
aaagacggtg
gttctggaaa
gaactgtacg
gtttctgttg
atcegtegtt
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acgacaccgg
tggctggtyg
cgatcttcga
acggtaacgc
ttcgtttgat
ctaaaaccga
ccccattega
acaaacagat
cagttcgtecg
acctgatccg
acggggacaa
ttgttegtec
tecgetgaate
acgctgacga
acggtaactc
actgggaact

tctggactat
tgctgettyg
ccagggtttt
tttccgtety
cccgecgety
actgcgtgaa
gcgtgacatc
cgtaccgttt
tacaccgegt
tgcaattcag
cctgctgget
tccgggtegt
tctgggtcac
agttctgggt
tatctctgac
gaacgttgaa

60

120
180
240
300
360
420
480
540
600
660
720
780
840
200
960
980



