Abstract EFFI Cl ENT BASE DETERM NATI ON | N SEQUENCI NG REACTI ONS The present
invention is directed to conpositions and nethods for nucleic acid
identification and detection. Conpositions and net hods of the present

i nvention include extracting and fragnmenting target nucleic acids froma
sanple, using the fragnented target nucleic acids to produce target nucleic
acid tenpl ates and subjecting those ﬁgﬁﬁgﬁ nucleic acid tenplates to
anplification nethods to formnucleic _acid nanoballs. The invention also

i ncl udes net Hedd GENJeBASH RE TERMINed! PNAMSESRYRGENS REAGY 1P ous

sequenci ng applications, including sequencing by ligation nethods. Figure 1

The present invention is directed to compositions and methods for nucleic acid
identification and detection. Compositions and methods of the present invention include
extracting and fragmenting target nucleic acids from a sample, using the fragmented
target nucleic acids to produce target nucleic acid templates and subjecting those target
nucleic acid templates to amplification methods to form nucleic acid nanoballs. The
invention also includes methods of detecting and identifying sequences using various
sequencing applications, including sequencing by ligation methods.

Figure 1
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