
SEQUENCE LISTING 

<110> 	CHUGAI SEIYAKU KABUSHIKI KAISHA 

<120> 	CYTOTOXICITY—INDUCING THERAPEUTIC AGENT 

<130> 	C1—A1010Y2P 

<150> 	JP 2010-266760 

<151> 	2010-11-30 

<150> 	JP 2011-121771 

<151> 	2011-05-31 

<150> 	JP 2011-238818 

<151> 	2011-10-31 

<160> 	92 

<170> 	Patentln version 3.5 

<210> 	1 

<211> 	1812 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	1 

atggccggga ccgtgcgcac cgogtgcttg gtggtggcga tgctgetcag cttggacttc 60 

ccgggacagg cgcagccccc gccgccgccg ccggacgcca cctgtcacca agtccgctcc 120 

ttcttccaga gactgcagcc cggactcaag tgggtgccag aaactcccgt gccaggatca 180 

gatttgcaag tatgtctccc taagggccca acatgctgct caagaaagat ggaagaaaaa 240 

taccaactaa cagcacgatt gaacatggaa cagctgcttc agtctgcaag tatggagctc 300 



2 

aagttcttaa ttattcagaa tgctgcggtt ttccaagagg cctttgaaat tgttgttcgc 360 

catgccaaga actacaccaa tgccatgttc aagaacaact acccaagcct gactccacaa 420 

gcttttgagt ttgtgggtga atttttcaca gatgtgtctc tctacatctt gggttctgac 480 

atcaatgtag atgacatggt caatgaattg tttgacagcc tgtttccagt catctatacc 540 

cagctaatga acccaggcct gcctgattca gccttggaca tcaatgagtg cctccgagga 600 

gcaagacgtg acctgaaagt atttgggaat ttccccaagc ttattatgac ccaggtttcc 660 

aagtcactgc aagtcactag gatcttcctt caggctctga atcttggaat tgaagtgatc 720 

aacacaactg atcacctgaa gttcagtaag gactgtggcc gaatgctcac cagaatgtgg 780 

tactgactt actgccaggg actgatgatg gttaaaccct gtggcggtta ctgcaatgtg 840 

gtcatgcaag gctgtatggc aggtgtggtg gagattgaca agtactggag agaatacatt 900 

ctgtcccttg aagaacttgt gaatggcatg tacagaatct atgacatgga gaacgtactg 960 

cttggtctct tttcaacaat ccatgattct atccagtatg tccagaagaa tgcaggaaag 1020 

ctgaccacca ctgaaactga gaagaaaata tggcacttca aatatcctat cttcttcctg 1080 

tctatagtgc tagacttaca gattggcaag ttatgtgccc attctcaaca acgccaatat 1140 

agatctgctt attatcctga agatctcttt attgacaaga aagtattaaa agttgctcat 1200 

gtagaacatg aagaaacctt atccagccga agaagggaac taattcagaa gttgaagtct 1260 

ttcatcagct tctatagtgc tttgcctggc tacatctgca gccatagccc tgtggcggaa 1320 

aacgacaccc tttgctggaa tggacaagaa ctcgtggaga gatacagcca aaaggcagca 1380 



3 

aggaatggaa tgaaaaacca gttcaatctc catgagctga aaatgaaggg ccctgagcca 1440 

gtggtcagtc aaattattga caaactgaag cacattaacc agctcctgag aaccatgtct 1500 

atgcccaaag gtagagttct ggataaaaac otggatgagg aagggtttga aagtggagac 1560 

tgcggtgatg atgaagatga gtgcattgga ggctctggtg atggaatgat aaaagtgaag 1620 

aatcagacc gcttccttgc agaactggcc tatgatctgg atgtggatga tgcgcctgga 1680 

aacagtcagc aggcaactcc gaaggacaac gagataagca cctttcacaa cctcgggaac 1740 

gttcattccc cgctgaagct tctcaccagc atggccatct cggtggtgtg cttcttcttc 1800 

ctggtgcact ga 1812 

<210> 	2 

<211> 	603 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	2 

Met Ala Gly Thr Val 	Arg Thr Ala Cys Leu Val Val 	Ala Met Leu Leu 

1 5 10 15 

Ser Leu Asp Phe Pro Gly Gln Ala Gln Pro Pro Pro Pro Pro Pro Asp 

20 25 30 

Ala Thr Cys His Gln Val 	Arg Ser Phe Phe Gln Arg Leu Gln Pro Gly 

35 40 45 



Leu Lys Trp Val Pro Glu Thr Pro Val Pro Gly Ser Asp Leu Gln Val 

50 55 60 

Cys Leu Pro Lys Gly Pro Thr Cys Cys Ser Arg Lys Met Glu Glu Lys 

65 70 75 80 

Tyr Gln Leu Thr Ala Arg Leu Asn Met Glu Gln Leu Leu Gln Ser Ala 

85 90 95 

Ser Met Glu Leu Lys Phe Leu Ile Ile Gln Asn Ala Ala Val Phe Gln 

100 105 110 

Glu Ala Phe Glu Ile Val Val Arg His Ala Lys Asn Tyr Thr Asn Ala 

115 120 125 

Met Phe Lys Asn Asn Tyr Pro Ser Leu Thr Pro Gln Ala Phe Glu Phe 

130 135 140 

Val Gly Glu Phe Phe Thr Asp Val Ser Leu Tyr Ile Leu Gly Ser Asp 

145 150 155 160 

Ile Asn Val Asp Asp Met Val Asn Glu Leu Phe Asp Ser Leu Phe Pro 

165 170 175 

Val Ile Tyr Thr Gin Leu Met Asn Pro Gly Leu Pro Asp Ser Ala Leu 

180 185 190 



Asp Ile Asn Glu Cys Leu Arg Gly Ala Arg Arg Asp Leu Lys Val Phe 

195 200 205 

Gly Asn Phe Pro Lys Leu Ile Met Thr Gln Val Ser Lys Ser Leu Gln 

210 215 220 

Val Thr Arg Ile Phe Leu Gln Ala Leu Asn Leu Gly Ile Glu Val Ile 

225 230 235 240 

Asn Thr Thr Asp His Leu Lys Phe Ser Lys Asp Cys Gly Arg Met Leu 

245 250 255 

Thr Arg Met Trp Tyr Cys Ser Tyr Cys Gln Gly Leu Met Met Val Lys 

260 265 270 

Pro Cys Gly Gly Tyr Cys Asn Val Val Met Gln Gly Cys Met Ala Gly 

275 280 285 

Val Val Glu Ile Asp Lys Tyr Trp Arg Glu Tyr Ile Leu Ser Leu Glu 

290 295 300 

Glu Leu Val Asn Gly Met Tyr Arg Ile Tyr Asp Met Glu Asn Val Leu 

305 310 315 320 

Leu Gly Leu Phe Ser Thr Ile His Asp Ser Ile Gln Tyr Val Gln Lys 

325 330 335 



Asn Ala Gly Lys Leu Thr Thr Thr Glu Thr Glu Lys Lys Ile Trp His 

340 345 350 

Phe Lys Tyr Pro Ile Phe Phe Leu Cys Ile Gly Leu Asp Leu Gln Ile 

355 360 365 

Gly Lys Leu Cys Ala His Ser Gln Gln Arg Gln Tyr Arg Ser Ala Tyr 

370 375 380 

Tyr Pro Glu Asp Leu Phe Ile Asp Lys Lys Val Leu Lys Val Ala His 

385 390 395 400 

Val Glu His Glu Glu Thr Leu Ser Ser Arg Arg Arg Glu Leu Ile Gln 

405 410 415 

Lys Leu Lys Ser Phe Ile Ser Phe Tyr Ser Ala Leu Pro Gly Tyr Ile 

420 425 430 

Cys Ser His Ser Pro Val Ala Glu Asn Asp Thr Leu Cys Trp Asn Gly 

435 440 445 

Gln Glu Leu Val Glu Arg Tyr Ser Gln Lys Ala Ala Arg Asn Gly Met 

450 455 460 

Lys Asn Gln Phe Asn Leu His Glu Leu Lys Met Lys Gly Pro Glu Pro 

465 470 475 480 



Val 	Val Ser Gln Ile Ile Asp Lys Leu Lys His Ile Asn Gln Leu Leu 

485 490 495 

Arg Thr Met Ser Met Pro Lys Gly Arg Val Leu Asp Lys Asn Leu Asp 

500 505 510 

Glu 	Glu Gly Phe Glu Ser Gly Asp Cys Gly Asp Asp Glu Asp Glu Cys 

515 520 525 

Ile 	Gly Gly Ser Gly Asp Gly Met Ile Lys Val Lys Asn Gln Leu Arg 

530 535 540 

Phe Leu Ala Glu Leu Ala Tyr Asp Leu Asp Val Asp Asp Ala Pro Gly 

545 550 555 560 

Asn Ser Gln Gln Ala Thr Pro Lys Asp Asn Glu Ile Ser Thr Phe His 

565 570 575 

Asn Leu Gly Asn Val His Ser Pro Leu Lys Leu Leu Thr Ser Met Ala 

580 585 590 

Ile 	Ser Val Val Cys Phe Phe Phe Leu Val His 

595 600 

<210> 3 

<211> 945 

<212> DNA 



8 

<213> 	Homo sapiens 

<400> 	3 

atggcgcccc cgcaggtcct cgcgttcggg ottotgcttg ccgcggcgac ggcgactttt 60 

gccgcagetc aggaagaatg tgtctgtgaa aactacaagc tggccgtaaa ctgctttgtg 120 

aataataatc gtcaatgcca gtgtacttca gttggtgcac aaaatactgt catttgctca 180 

aagctggctg ccaaatgt t ggtgatgaag gcagaaatga atggctcaaa acttgggaga 240 

agagcaaaac ctgaaggggc cctccagaac aatgatgggc tttatgatcc tgactgcgat 300 

gagagcgggc tctttaaggc caagcagtgc aacggcacct ccatgtgctg gtgtgtgaac 360 

actgctgggg tcagaagaac agacaaggac actgaaataa cctgctctga gcgagtgaga 420 

acctactgga tcatcattga actaaaacac aaagcaagag aaaaacctta tgatagtaaa 480 

agtttgcgga ctgcacttca gaaggagatc acaacgcgtt atcaactgga tccaaaattt 540 

atcacgagta ttttgtatga gaataatgtt atcactattg atctggttca aaattcttct 600 

caaaaaactc agaatgatgt ggacatagct gatgtggctt attattttga aaaagatgtt 660 

aaaggtgaat ccttgtttca ttctaagaaa atggacctga cagtaaatgg ggaacaactg 720 

gatctggatc ctggtcaaac tttaatttat tatgttgatg aaaaagcacc tgaattctca 780 

atgcagggtc taaaagctgg tgttattgct gttattgtgg ttgtggtgat agcagttgtt 840 

gctggaattg ttgtgctggt tatttccaga aagaagagaa tggcaaagta tgagaaggct 900 

gagataaagg agatgggtga gatgcatagg gaactcaatg cataa 945 



<210> 4 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Pro Pro Gln Val Leu Ala Phe Gly Leu Leu Leu Ala Ala Ala 

1 5 10 15 

Thr Ala Thr Phe Ala Ala Ala Gln Glu Glu Cys Val Cys Glu Asn Tyr 

20 25 30 

Lys Leu Ala Val Asn Cys Phe Val Asn Asn Asn Arg Gln Cys Gln Cys 

35 40 45 

Thr Ser Val Gly Ala Gln Asn Thr Val Ile Cys Ser Lys Leu Ala Ala 

50 55 60 

Lys Cys Leu Val Met Lys Ala Glu Met Asn Gly Ser Lys Leu Gly Arg 

65 70 75 80 

Arg Ala Lys Pro Glu Gly Ala Leu Gln Asn Asn Asp Gly Leu Tyr Asp 

85 90 95 

Pro Asp Cys Asp Glu Ser Gly Leu Phe Lys Ala Lys Gln Cys Asn Gly 

100 105 110 

Thr Ser Met Cys Trp Cys Val Asn Thr Ala Gly Val Arg Arg Thr Asp 



10 

115 120 125 

Lys Asp Thr 	Glu 	Ile Thr Cys Ser Glu Arg Val Arg Thr Tyr Trp Ile 

130 135 140 

Ile 	Ile Glu Leu Lys His Lys Ala Arg Glu Lys Pro Tyr Asp Ser Lys 

145 150 155 160 

Ser Leu Arg Thr Ala Leu Gln Lys 	Glu 	Ile Thr Thr Arg Tyr Gln Leu 

165 170 175 

Asp Pro Lys Phe 	Ile Thr Ser Ile Leu Tyr Glu Asn Asn Val Ile Thr 

180 185 190 

Ile 	Asp Leu Val 	Gln Asn Ser Ser Gln Lys Thr Gln Asn Asp Val Asp 

195 200 205 

Ile 	Ala Asp Val 	Ala Tyr Tyr Phe Glu Lys Asp Val Lys Gly Glu Ser 

210 215 220 

Leu Phe His Ser Lys Lys Met Asp Leu Thr Val Asn Gly Glu Gin Leu 

225 230 235 240 

Asp Leu Asp Pro Gly Gln Thr Leu 	Ile Tyr Tyr Val Asp Glu Lys Ala 

245 250 255 

Pro Glu Phe Ser Met Gln Gly Leu Lys Ala Gly Val Ile Ala Val Ile 
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260 
	

265 
	

270 

Val 	Val Val 	Val 	Ile 	Ala Val 	Val 	Ala Gly 	Ile 	Val 	Val 	Leu 	Val 	Ile 

275 280 285 

Ser Arg Lys Lys Arg Met Ala Lys Tyr Glu Lys Ala Glu 	Ile Lys Glu 

290 295 300 

Met Gly Glu Met His Arg Glu Leu Asn Ala 

305 310 

<210> 5 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 5 

Gly 	Gly Gly Ser 

1 

<210> 6 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 
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<400> 6 

Ser Gly Gly Gly 

1 

<210> 7 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 7 

Gly 	Gly Gly Gly Ser 

1 5 

<210> 8 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 8 

Ser Gly Gly 	Gly 	Gly 

1 5 

<210> 9 
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<211> 6 
<212> PRT 
<213> Artificial 

<220> 
<223> an 	artificially synthesized sequence 

<400> 9 

Gly Gly Gly Gly Gly Ser 

1 5 

<210> 10 
<211> 6 
<212> PRT 
<213> Artificial 

<220> 
<223> an 	artificially synthesized sequence 

<400> 10 

Ser 	Gly Gly 	Gly 	Gly 	Gly 

1 5 

<210> 11 
<211> 7 
<212> PRT 
<213> Artificial 

<220> 
<223> an 	artificially synthesized sequence 

<400> 11 



14 

Gly Gly Gly Gly Gly Gly Ser 

1 	 5 

<210> 	12 

<211> 	7 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	12 

Ser 	Gly Gly Gly Gly Gly Gly 

1 	 5 

<210> 	13 

<211> 	1125 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	13 

atgtggttct tgacaactct gctcctttgg gttccagttg atgggcaagt ggacaccaca 60 

aaggcagtga tcactttgca gcctccatgg gtcagcgtgt tccaagagga aaccgtaacc 120 

ttgcactgtg aggtgctcca tctgcctggg agcagctcta cacagtggtt tctcaatggc 180 

acagccactc agacctcgac ccccagctac agaatcacct ctgccagtgt caatgacagt 240 

ggtgaataca ggtgccagag aggtctctca gggcgaagtg accccataca gctggaaatc 300 

cacagaggct ggctactact gcaggtctcc agcagagtct tcacggaagg agaacctctg 360 



15 

gccttgaggt gtcatgcgtg gaaggataag ctggtgtaca atgtgcttta ctatcgaaat 420 

ggcaaagcct ttaagttttt ccactggaat tctaacctca ccattctgaa aaccaacata 480 

agtcacaatg gcacctacca ttgctcaggc atgggaaagc atcgctacac atcagcagga 540 

atatctgtca ctgtgaaaga gctatttcca gctccagtgc tgaatgcatc tgtgacatcc 600 

ccactcctgg aggggaatct ggtcaccctg agctgtgaaa caaagttgct cttgcagagg 660 

cctggtttgc agctttactt ctocttotac atgggcagca agaccotgcg aggcaggaac 720 

acatcctctg aataccaaat actaactgct agaagagaag actctgggtt atactggtgc 780 

gaggctgcca cagaggatgg aaatgtcctt aagcgcagcc ctgagttgga gcttcaagtg 840 

cttggcctcc agttaccaac tcctgtctgg tttcatgtcc ttttctatct ggcagtggga 900 

ataatgtttt tagtgaacac tgttctctgg gtgacaatac gtaaagaact gaaaagaaag 960 

aaaaagtggg atttagaaat ctctttggat tctggtcatg agaagaaggt aatttccagc 1020 

cttcaagaag acagacattt agaagaagag ctgaaatgtc aggaacaaaa agaagaacag 1080 

ctgcaggaag gggtgcaccg gaaggagccc cagggggcca cgtag 1125 

<210> 	14 

<211> 	374 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	14 

Met Trp Phe Leu Thr Thr Leu Leu Leu Trp Val Pro Val 	Asp Gly Gln 



16 

1 5 10 15 

Val 	Asp Thr Thr Lys Ala Val Ile Thr Leu Gln Pro Pro Trp Val Ser 

20 25 30 

Val 	Phe Gln Glu Glu Thr 	Val Thr Leu His Cys Glu Val Leu His Leu 

35 40 45 

Pro Gly Ser Ser Ser Thr Gln Trp Phe Leu Asn Gly Thr Ala Thr Gln 

50 55 60 

Thr Ser Thr Pro Ser Tyr Arg Ile Thr Ser Ala Ser Val Asn Asp Ser 

65 70 75 80 

Gly Glu 	Tyr Arg Cys Gln Arg Gly Leu Ser Gly Arg Ser Asp Pro Ile 

85 90 95 

Gln Leu Glu Ile His Arg Gly Trp Leu Leu Leu Gln Val Ser Ser Arg 

100 105 110 

Val 	Phe Thr Glu Gly Glu Pro Leu Ala Leu Arg Cys His Ala Trp Lys 

115 120 125 

Asp Lys Leu Val Tyr Asn Val Leu Tyr Tyr Arg Asn Gly Lys Ala Phe 

130 135 140 

Lys Phe Phe His Trp Asn Ser Asn Leu Thr 	Ile Leu Lys Thr Asn Ile 



17 

145 150 155 160 

Ser His Asn Gly Thr Tyr His Cys Ser Gly Met Gly Lys His Arg Tyr 

165 170 175 

Thr Ser Ala Gly Ile Ser Val 	Thr Val Lys Glu Leu Phe Pro Ala Pro 

180 185 190 

Val 	Leu Asn Ala Ser Val 	Thr Ser Pro Leu Leu Glu Gly Asn Leu Val 

195 200 205 

Thr Leu Ser Cys Glu Thr Lys Leu Leu Leu Gln Arg Pro Gly Leu Gln 

210 215 220 

Leu Tyr Phe Ser Phe Tyr Met Gly Ser Lys Thr Leu Arg Gly Arg Asn 

225 230 235 240 

Thr Ser Ser Giu Tyr Gin 	Ile 	Leu Thr Ala Arg Arg Glu Asp Ser Gly 

245 250 255 

Leu Tyr Trp Cys Glu Ala Ala Thr Glu Asp Gly Asn Val Leu Lys Arg 

260 265 270 

Ser Pro Glu Leu Glu Leu Gln Val Leu Gly Leu Gln Leu Pro Thr Pro 

275 280 285 

Val 	Trp Phe His Val Leu Phe Tyr Leu Ala Val 	Gly 	Ile Met Phe Leu 
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290 
	

295 
	

300 

Val 	Asn Thr Val 	Leu Trp Val 	Thr Ile Arg Lys Glu Leu Lys Arg Lys 

305 310 315 320 

Lys Lys Trp Asp Leu Glu 	Ile Ser Leu Asp Ser Gly 	His 	Glu Lys Lys 

325 330 335 

Val 	Ile 	Ser Ser Leu Gln Glu Asp Arg His Leu Glu Glu Glu Leu Lys 

340 345 350 

Cys 	Gln Glu Gln Lys Glu Glu Gln Leu Gln Glu Gly 	Val 	His Arg Lys 

355 360 365 

Glu 	Pro Gln Gly Ala Thr 

370 

<210> 	15 

<211> 	951 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	15 

atgactatgg agacccaaat gtctcagaat gtatgtccca gaaacctgtg gctgcttcaa 	60 

ccattgacag ttttgctgct gctggcttct gcagacagtc aagctgctcc cocaaaggct 	120 

gtgctgaaac ttgagccocc gtggatcaac gtgctccagg aggactctgt gactctgaca 	180 

tgccaggggg ctcgcagccc tgagagcgac tccattcagt ggttccacaa tgggaatctc 	240 



19 

attcccaccc acacgcagcc cagctacagg ttcaaggcca acaacaatga cagcggggag 300 

tacacgtgcc agactggcca gaccagcctc agcgaccctg tgcatctgac tgtgctttcc 360 

gaatggctgg tgctocagac coctcacctg gagttccagg agggagaaac catcatgctg 420 

aggtgccaca gctggaagga caagcctctg gtcaaggtca cattettcca gaatggaaaa 480 

tcccagaaat tctcccattt ggatcccacc ttctccatcc cacaagcaaa ccacagtcac 540 

agtggtgatt accactgcac aggaaacata ggctacacgc tgttctcatc caagcctgtg 600 

accatcactg tccaagtgcc cagcatgggc agctcttcac caatgggggt cattgtggct 660 

gtggtcattg cgactgctgt agcagccatt gttgctgctg tagtggcctt gatctactgc 720 

aggaaaaagc ggatttcagc caattccact gatcctgtga aggctgccca atttgagcca 780 

cctggacgtc aaatgattgc catcagaaag agacaacttg aagaaaccaa caatgactat 840 

gaaacagctg acggcggcta catgactctg aaccccaggg cacctactga cgatgataaa 900 

aacatctacc tgactcttcc tcccaacgac catgtcaaca gtaataacta a 951 

<210> 	16 

<211> 	316 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	16 

Met Thr Met Glu Thr Gln Met Ser Gln Asn Val Cys Pro Arg Asn Leu 

1 5 10 15 
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Trp Leu Leu Gln Pro Leu Thr Val Leu Leu Leu Leu Ala Ser Ala Asp 

20 25 30 

Ser Gln Ala Ala Pro Pro Lys Ala Val Leu Lys Leu Glu Pro Pro Trp 

35 40 45 

Ile Asn Val Leu Gln Glu Asp Ser Val Thr Leu Thr Cys Gin Gly Ala 

50 55 60 

Arg Ser Pro Glu Ser Asp Ser Ile Gln Trp Phe His Asn Gly Asn Leu 

65 70 75 80 

Ile Pro Thr His Thr Gin Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn 

85 90 95 

Asp Ser Gly Glu Tyr Thr Cys Gln Thr Gly Gln Thr Ser Leu Ser Asp 

100 105 110 

Pro Val His Leu Thr Val Leu Ser Glu Trp Leu Val Leu Gln Thr Pro 

115 120 125 

His Leu Glu Phe Gln Glu Gly Glu Thr Ile Met Leu Arg Cys His Ser 

130 135 140 

Trp Lys Asp Lys Pro Leu Val Lys Val Thr Phe Phe Gln Asn Gly Lys 

145 150 155 160 
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Ser Gln Lys Phe Ser His Leu Asp Pro Thr Phe Ser Ile Pro Gln Ala 

165 170 175 

Asn His Ser His Ser Gly Asp Tyr His Cys Thr Gly Asn Ile Gly Tyr 

180 185 190 

Thr Leu Phe Ser Ser Lys Pro Val Thr Ile Thr Val Gln Val Pro Ser 

195 200 205 

Met Gly Ser Ser Ser Pro Met Gly Val Ile Val Ala Val Val Ile Ala 

210 215 220 

Thr Ala Val Ala Ala Ile Val Ala Ala Val Val Ala Leu Ile Tyr Cys 

225 230 235 240 

Arg Lys Lys Arg Ile Ser Ala Asn Ser Thr Asp Pro Val Lys Ala Ala 

245 250 255 

Gln Phe Glu Pro Pro Gly Arg Gln Met Ile Ala Ile Arg Lys Arg Gln 

260 265 270 

Leu Glu Glu Thr Asn Asn Asp Tyr Glu Thr Ala Asp Gly Gly Tyr Met 

275 280 285 

Thr Leu Asn Pro Arg Ala Pro Thr Asp Asp Asp Lys Asn Ile Tyr Leu 

290 295 300 



22 

Thr Leu Pro Pro Asn Asp His Val Asn Ser Asn Asn 

305 	 310 	 315 

<210> 	17 

<211> 	876 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	17 

atgggaatcc tgtcattctt acctgtcctt gccactgaga gtgactgggc tgactgcaag 60 

tccccccagc cttggggtca tatgcttctg tggacagctg tgctattcct ggctcctgtt 120 

gctgggacac ctgcagctcc cccaaaggct gtgctgaaac tcgagcccca gtggatcaac 180 

gtgctccagg aggactctgt gactctgaca tgccggggga ctcacagccc tgagagcgac 240 

tccattcagt ggttccacaa tgggaatctc attcccaccc acacgcagcc cagctacagg 300 

ttcaaggcca acaacaatga cagcggggag tacacgtgcc agactggcca gaccagcctc 360 

agcgaccctg tgcatctgac tgtgctttct gagtggctgg tgctccagac ccctcacctg 420 

gagttccagg agggagaaac catcgtgctg aggtgccaca gctggaagga caagcctctg 480 

gtcaaggtca cattcttcca gaatggaaaa tccaagaaat tttcccgttc ggatcccaac 540 

ttctccatcc cacaagcaaa ccacagtcac agtggtgatt accactgcac aggaaacata 600 

ggctacacgc tgtactcatc caagcctgtg accatcactg tccaagctcc cagctcttca 660 

ccgatgggga tcattgtggc tgtggtcact gggattgctg tagcggccat tgttgctgct 720 

gtagtggcct tgatctactg caggaaaaag cggatttcag ccaatcccac taatcctgat 780 
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gaggctgaca aagttggggc tgagaacaca atcacctatt cacttctcat gcacccggat 	840 

gctctggaag agcctgatga ccagaaccgt atttag 876 

<210> 18 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Gly Ile Leu Ser Phe Leu Pro Val Leu Ala Thr Glu Ser Asp Trp 

1 5 10 15 

Ala Asp Cys Lys Ser Pro Gln Pro Trp Gly His Met Leu Leu Trp Thr 

20 25 30 

Ala Val Leu Phe Leu Ala Pro Val 	Ala Gly Thr Pro Ala Ala Pro Pro 

35 40 45 

Lys Ala Val Leu Lys Leu Glu Pro Gln Trp Ile Asn Val Leu Gln Glu 

50 55 60 

Asp Ser Val Thr Leu Thr Cys Arg Gly Thr His Ser Pro Glu Ser Asp 

65 70 75 80 

Ser 	Ile Gln Trp Phe His Asn Gly Asn Leu Ile Pro Thr His Thr Gln 

85 90 95 



24 

Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn Asp Ser Gly Glu Tyr Thr 

100 105 110 

Cys Gln Thr Gly Gln Thr Ser Leu Ser Asp Pro Val His Leu Thr Val 

115 120 125 

Leu Ser Glu Trp Leu Val Leu Gln Thr Pro His Leu Glu Phe Gln Glu 

130 135 140 

Gly Glu Thr Ile Vai Leu Arg Cys His Ser Trp Lys Asp Lys Pro Leu 

145 150 155 160 

Val Lys Val Thr Phe Phe Gln Asn Gly Lys Ser Lys Lys Phe Ser Arg 

165 170 175 

Ser Asp Pro Asn Phe Ser Ile Pro Gln Ala Asn His Ser His Ser Gly 

180 185 190 

Asp Tyr His Cys Thr Gly Asn Ile Gly Tyr Thr Leu Tyr Ser Ser Lys 

195 200 205 

Pro Val Thr Ile Thr Val Gln Ala Pro Ser Ser Ser Pro Met Gly Ile 

210 215 220 

Ile Val Ala Val Val Thr Gly Ile Ala Val Ala Ala Ile Val Ala Ala 

225 230 235 240 
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Val 	Val 	Ala Leu 	Ile Tyr Cys Arg Lys Lys Arg Ile Ser 	Ala Asn Pro 

245 250 255 

Thr Asn Pro Asp Glu Ala Asp Lys Val 	Gly Ala Glu Asn Thr Ile 	Thr 

260 265 270 

Tyr Ser Leu Leu Met His Pro Asp Ala Leu Glu Glu Pro Asp Asp Gln 

275 280 285 

Asn Arg 	Ile 

290 

<210> 	19 

<211> 	765 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	19 

atgtggcagc tgctcctccc aactgctctg ctacttctag tttcagctgg catgcggact 	60 

gaagatotcc caaaggctgt ggtgttcctg gagootcaat ggtacagggt gctcgagaag 	120 

gacagtgtga ctctgaagtg ccagggagcc tactcccctg aggacaattc cacacagtgg 	180 

tttcacaatg agagcctcat ctcaagccag goctogagct acttcattga cgctgccaca 	240 

gttgacgaca gtggagagta caggtgccag acaaacctct ccaccctcag tgacccggtg 	300 

cagctagaag tccatatcgg ctggctgttg ctccaggccc ctcggtgggt gttcaaggag 	360 

gaagacccta ttcacctgag gtgtcacagc tggaagaaca ctgctctgca taaggtcaca 	420 
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tatttacaga atggcaaagg caggaagtat tttcatcata attctgactt ctacattcca 480 

aaagccacac tcaaagacag cggctcctac ttctgcaggg ggcttgttgg gagtaaaaat 540 

gtgtcttcag agactgtgaa catcaccatc actcaaggtt tgtcagtgtc aaccataca 600 

tcattctttc cacctgggta ccaagtetct ttctgcttgg tgatggtact ccitttttgca 660 

gtggacacag gactatattt ctctgtgaag acaaacattc gaagctcaac aagagactgg 720 

aaggaccata aatttaaatg gagaaaggac cctcaagaca aatga 765 

<210> 	20 

<211> 	254 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	20 

Met Trp Gln Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 

1 5 10 15 

Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val 	Phe Leu Glu Pro 

20 25 30 

Gln Trp Tyr Arg Val 	Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gln 

35 40 45 

Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gln Trp Phe His Asn Glu 

50 55 60 
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Ser Leu Ile Ser Ser Gln Ala Ser Ser Tyr Phe Ile Asp Ala Ala Thr 

65 70 75 80 

Val Asp Asp Ser Gly Glu Tyr Arg Cys Gln Thr Asn Leu Ser Thr Leu 

85 90 95 

Ser Asp Pro Val Gln Leu Glu Val His Ile Gly Trp Leu Leu Leu Gln 

100 105 110 

Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro Ile His Leu Arg Cys 

115 120 125 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gln Asn 

130 135 140 

Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe Tyr Ile Pro 

145 150 155 160 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn Ile Thr Ile Thr Gin 

180 185 190 

Gly Leu Ser Val Ser Thr Ile Ser Ser Phe Phe Pro Pro Gly Tyr Gln 

195 200 205 
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Val 	Ser Phe Cys Leu Val 	Met Val Leu Leu Phe Ala Val 	Asp Thr Gly 

210 215 220 

Leu Tyr Phe Ser Val 	Lys Thr Asn Ile Arg Ser Ser Thr Arg Asp Trp 

225 230 235 240 

Lys Asp His Lys Phe Lys Trp Arg Lys Asp Pro Gln Asp Lys 

245 250 

<210> 	21 

<211> 	702 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	21 

atgtggcagc tgetcctocc aactgctctg ctacttctag tttcagctgg catgcggact 60 

gaagatctcc caaaggctgt ggtgttcctg gagcctcaat ggtacagcgt gcttgagaag 120 

gacagtgtga ctctgaagtg ccagggagcc tactcccctg aggacaattc cacacagtgg 180 

tttcacaatg agagcctcat ctcaagccag gcctcgagct acttcattga cgctgccaca 240 

gtcaacgaca gtggagagta caggtgccag acaaacctct ccaccctcag tgacccggtg 300 

cagctagaag tccatatcgg ctggctgttg ctccaggccc ctcggtgggt gttcaaggag 360 

gaagacccta ttcacctgag gtgtcacagc tggaagaaca ctgctctgca taaggtcaca 420 

tatttacaga atggcaaaga caggaagtat tttcatcata attctgactt ccacattcca 480 

aaagccacac tcaaagatag cggctcctac ttctgcaggg ggcttgttgg gagtaaaaat 540 
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gtgtottcag agactgtgaa catcaccatc actcaaggtt tggcagtgtc aaccatctca 	600 

tcattctctc cacctgggta ccaagtctct ttctgcttgg tgatggtact cctttttgca 	660 

gtggacacag gactatattt ctctgtgaag acaaacattt ga 702 

<210> 22 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Trp Gln Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 

1 5 10 15 

Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Glu Pro 

20 25 30 

Gln Trp Tyr Ser Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 

35 40 45 

Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 

50 55 60 

Ser Leu Ile Ser Ser Gln Ala Ser Ser Tyr Phe Ile Asp Ala Ala Thr 

65 70 75 80 

Val 	Asn Asp Ser Gly Glu Tyr Arg Cys Gln Thr Asn Leu Ser Thr Leu 



30 

85 90 95 

Ser Asp Pro Val Gin Leu Glu Val His Ile Gly 	Trp Leu Leu Lou Gln 

100 105 110 

Ala Pro Arg Trp Val 	Phe Lys Glu Glu Asp Pro 	lie His Leu Arg Cys 

115 120 125 

His 	Ser 	Trp Lys Asn Thr Ala Leu His Lys Val 	Thr Tyr Leu Gln Asn 

130 135 140 

Gly Lys Asp Arg Lys Tyr Phe His His Asn Ser Asp Phe His Ile Pro 

145 150 155 160 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 

Gly Ser Lys Asn Val 	Ser Ser Glu Thr Val 	Asn 	Ile Thr Ile Thr Gln 

180 185 190 

Gly Leu Ala Val Ser 	Thr 	Ile Ser Ser Phe Ser Pro Pro Gly Tyr Gln 

195 200 205 

Val 	Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 

210 215 220 

Leu Tyr Phe Ser Val 	Lys Thr Asn Ile 
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225 230 

<210> 	23 

<211> 	330 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	23 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 5 10 15 

Ser 	Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly Val 	His Thr 	Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser Val 	Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65 70 75 80 

Tyr 	Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
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Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

115 120 125 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 

Val Val Val Asp Vai Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 

145 150 155 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 

180 185 190 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr lie Ser Lys Ala Lys Gly 

210 215 220 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225 230 235 240 
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Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 

Pro Ser Asp 	Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 

260 265 270 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 

290 295 300 

Val 	Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 

305 310 315 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

325 330 

<210> 24 

<211> 326 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 24 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
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1 5 10 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val 	Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly 	Val 	His Thr Phe Pro Ala Val Leu Gln Ser 	Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser Val Val 	Thr 	Val Pro Ser Ser Asn Phe Gly Thr Gln Thr 

65 70 75 80 

Tyr Thr Cys Asn Val 	Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 

Thr 	Val 	Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 

100 105 110 

Pro Val 	Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 

115 120 125 

Thr Leu Met Ile Ser Arg Thr Pro Glu Val 	Thr Cys Val Val Val Asp 

130 135 140 

Val 	Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly 
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145 150 155 160 

Val 	Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn 

165 170 175 

Ser Thr Phe Arg Val Val 	Ser Val Leu Thr Val 	Val 	His Gln Asp Trp 

180 185 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 

195 200 205 

Ala Pro 	Ile Glu Lys Thr 	Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu 

210 215 220 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 

225 230 235 240 

Gln Val 	Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 

245 250 255 

Ala Val 	Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr 

260 265 270 

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

275 280 285 

Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys 
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290 295 300 

Ser Val 	Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu 

305 310 315 320 

Ser Leu Ser Pro Gly Lys 

325 

<210> 	25 

<211> 	377 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	25 

Ala Ser Thr Lys Gly Pro Ser Val 	Phe Pro Leu Ala Pro Cys Ser Arg 

1 5 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val 	Thr Val 	Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly Val 	His Thr Phe Pro Ala Val 	Leu Gln Ser Ser Gly Leu Tyr Ser 

50 55 60 
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Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65 70 75 80 

Tyr Thr Cys Asn Va! Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 

Arg Val Glu Leu Lys Thr Pro Leu Gly Asp Thr Thr His Thr Cys Pro 

100 105 110 

Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg 

115 120 125 

Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys 

130 135 140 

Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro 

145 150 155 160 

Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys 

165 170 175 

Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val 

180 185 190 

Val Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr 

195 200 205 
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Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu 

210 215 220 

Gin Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His 

225 230 235 240 

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys 

245 250 255 

Ala Leu Pro Ala Pro Ile Giu Lys Thr Ile Ser Lys Thr Lys Gly Gin 

260 265 270 

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met 

275 280 285 

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro 

290 295 300 

Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn 

305 310 315 320 

Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu 

325 330 335 

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile 

340 345 350 
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Phe Ser Cys Ser Val 	Met His Glu Ala Leu His Asn Arg Phe Thr Gln 

355 360 365 

Lys Ser Leu Ser Leu Ser Pro Gly Lys 

370 375 

<210> 26 

<211> 327 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 26 

Ala Ser Thr Lys Gly Pro Ser Val 	Phe Pro Leu Ala Pro Cys Ser Arg 

1 5 10 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val 	Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly Val His Thr Phe Pro Ala Val 	Leu Gln Ser Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser 	Val 	Val 	Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr 
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65 70 75 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 

Arg Val 	Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro 

100 105 110 

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

115 120 125 

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val 	Thr Cys Val Val Val 

130 135 140 

Asp Val 	Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp 

145 150 155 160 

Gly Val 	Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe 

165 170 175 

Asn Ser Thr Tyr Arg Val 	Val 	Ser Val Leu Thr Val 	Leu His Gln Asp 

180 185 190 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 	Ser Asn Lys Gly Leu 

195 200 205 

Pro Ser Ser Ile Glu Lys Thr 	Ile Ser Lys Ala Lys Gly Gln Pro Arg 
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210 215 220 

Glu Pro Gln Val 	Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys 

225 230 235 240 

Asn Gln Val 	Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

245 250 255 

Ile 	Ala Val 	Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 

260 265 270 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 

275 280 285 

Arg Leu Thr Val 	Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser 

290 295 300 

Cys Ser Val 	Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 

305 310 315 320 

Leu Ser Leu Ser Leu Gly Lys 

325 

<210> 27 

<211> 549 

<212> DNA 

<213> Homo sapiens 
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<400> 	27 

atggaacagg ggaagggcct ggctgtcctc atcctggcta tcattcttct tcaaggtact 60 

ttggcccagt caatcaaagg aaaccacttg gttaaggtgt atgactatca agaagatggt 120 

tcggtacttc tgacttgtga tgcagaagcc aaaaatatca catggtttaa agatgggaag 180 

atgatcggct tcctaactga agataaaaaa aaatggaatc tgggaagtaa tgccaaggac 240 

cctcgaggga tgtatcagtg taaaggatca cagaacaagt caaaaccact ccaagtgtat 300 

tacagaatgt gtcagaactg cattgaacta aatgcagcca ccatatctgg ctttctcttt 360 

gctgaaatcg tcagcatttt cgtccttgct gttggggtct acttcattgc tggacaggat 420 

ggagttcgcc agtcgagagc ttcagacaag cagactctgt tgcccaatga ccagctctac 480 

cagcccctca aggatcgaga agatgaccag tacagccacc ttcaaggaaa ccagttgagg 540 

aggaattga 549 

<210> 	28 

<211> 	182 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	28 

Met Glu Gln Gly Lys Gly Leu Ala Val 	Leu 	Ile Leu Ala 	Ile Ile 	Leu 

1 5 10 15 

Leu Gln Gly Thr Leu Ala Gln Ser 	Ile Lys Gly Asn His Leu Val 	Lys 

20 25 30 
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Val Tyr Asp Tyr Gin Glu Asp Gly Ser Val Leu Leu Thr Cys Asp Ala 

35 40 45 

Glu Ala Lys Asn. Ile Thr Trp Phe Lys Asp Gly Lys Met Ile Gly Phe 

50 55 60 

Leu Thr Glu Asp Lys Lys Lys Trp Asn Leu Gly Ser Asn Ala Lys Asp 

65 70 75 80 

Pro Arg Gly Met Tyr Gln Cys Lys Gly Ser Gin Asn Lys Ser Lys Pro 

85 90 95 

Leu Gln Val Tyr Tyr Arg Met Cys Gln Asn Cys Ile Glu Leu Asn Ala 

100 105 110 

Ala Thr Ile Ser Gly Phe Leu Phe Ala Glu Ile Val Ser Ile Phe Val 

115 120 125 

Leu Ala Val Gly Val Tyr Phe Ile Ala Gly Gln Asp Gly Val Arg Gin 

130 135 140 

Ser Arg Ala Ser Asp Lys Gln Thr Leu Leu Pro Asn Asp Gin Leu Tyr 

145 150 155 160 

Gln Pro Leu Lys Asp Arg Glu Asp Asp Gln Tyr Ser His Leu Gln Gly 

165 170 175 
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Asn Gln Leu Arg Arg Asn 

180 

<210> 29 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<400> 	29 

atggaacata gcacgtttct ctctggcctg gtactggcta cccttctctc gcaagtgagc 60 

cccttcaaga tacctataga ggaacttgag gacagagtgt ttgtgaattg caataccagc 120 

atcacatggg tagagggaac ggtgggaaca ctgctctcag acattacaag actggacctg 180 

ggaaaacgca tcctggaccc acgaggaata tataggtgta atgggacaga tatatacaag 240 

gacaaagaat ctaccgtgca agttcattat cgaatgtgcc agagctgtgt ggagctggat 300 

ccagccaccg tggctggcat cattgtcact gatgtcattg ccactctgct ccttgctttg 360 

ggagtcttct gctttgctgg acatgagact ggaaggctgt ctggggctgc cgacacacaa 420 

gctctgttga ggaatgacca ggtctatcag occotccgag atcgagatga tgctcagtac 480 

agccaccttg gaggaaactg ggctcggaac aagtga 516 

<210> 	30 

<211> 	171 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	30 
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Met Glu His Ser Thr Phe Leu Ser Gly Leu Val Leu Ala Thr Leu Leu 

1 5 10 15 

Ser Gin Val Ser Pro Phe Lys Ile Pro Ile Glu Glu Leu Glu Asp Arg 

20 25 30 

Val Phe Val Asn Cys Asn Thr Ser Ile Thr Trp Val Glu Gly Thr Val 

35 40 45 

Gly Thr Leu Leu Ser Asp Ile Thr Arg Leu Asp Leu Giy Lys Arg lie 

50 55 60 

Leu Asp Pro Arg Gly Ile Tyr Arg Cys Asn Gly Thr Asp Ile Tyr Lys 

65 70 75 80 

Asp Lys Glu Ser Thr Val Gln Val His Tyr Arg Met Cys Gln Ser Cys 

85 90 95 

Val Glu Leu Asp Pro Ala Thr Val Ala Gly Ile Ile Val Thr Asp Val 

100 105 110 

Ile Ala Thr Leu Leu Leu Ala Leu Gly Val Phe Cys Phe Ala Gly His 

115 120 125 

Glu Thr Gly Arg Leu Ser Gly Ala Ala Asp Thr Gln Ala Leu Leu Arg 

130 135 140 



46 

Asn Asp Gln Val 	Tyr Gln Pro Leu Arg Asp Arg Asp Asp Ala Gln Tyr 

145 150 155 160 

Ser His Leu Gly Gly Asn Trp Ala Arg Asn Lys 

165 170 

<210> 	31 

<211> 	624 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	31 

atgcagtcgg gcactcactg gagagttctg ggcctctgcc tcttatcagt tggcgtttgg 60 

gggcaagatg gtaatgaaga aatgggtggt attacacaga caccatataa agtctccatc 120 

tctggaacca cagtaatatt gacatgccct cagtatcctg gatctgaaat actatggcaa 180 

cacaatgata aaaacatagg cggtgatgag gatgataaaa acataggcag tgatgaggat 240 

cacctgtcac tgaaggaatt ttcagaattg gagcaaagtg gttattatgt ctgctacccc 300 

agaggaagca aaccagaaga tgcgaacttt tatctctacc tgagggcaag agtgtgtgag 360 

aactgcatgg agatggatgt gatgtcggtg gccacaattg tcatagtgga catctgcatc 420 

actgggggct tgctgctgct ggtttactac tggagcaaga atagaaaggc caaggccaag 480 

cctgtgacac gaggagcggg tgctggcggc aggcaaaggg gacaaaacaa ggagaggcca 540 

ccacctgttc ccaacccaga ctatgagccc atccggaaag gccagcggga cctgtattct 600 

ggcctgaatc agagacgcat ctga 624 
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<210> 32 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Gin Ser Gly Thr His Trp Arg Val Leu Gly Leu Cys Leu Leu Ser 

1 5 10 15 

Val Gly Val Trp Gly Gln Asp Gly Asn Glu Giu Met Giy Giy lie Thr 

20 25 30 

Gln Thr Pro Tyr Lys Val Ser Ile Ser Gly Thr Thr Val Ile Leu Thr 

35 40 45 

Cys Pro Gln Tyr Pro Gly Ser Glu Ile Leu Trp Gln His Asn Asp Lys 

50 55 60 

Asn Ile Gly Gly Asp Glu Asp Asp Lys Asn Ile Gly Ser Asp Glu Asp 

65 70 75 80 

His Leu Ser Leu Lys Glu Phe Ser Glu Leu Glu Gln Ser Gly Tyr Tyr 

85 90 95 

Val Cys Tyr Pro Arg Gly Ser Lys Pro Glu Asp Ala Asn Phe Tyr Leu 

100 105 110 
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Tyr Leu Arg Ala Arg Val Cys Glu Asn Cys Met Glu Met Asp Val Met 

115 120 125 

Ser Val Ala Thr 	Ile Val Ile Val Asp Ile Cys Ile Thr Gly Gly Leu 

130 135 140 

Leu Leu Leu Val 	Tyr Tyr Trp Ser Lys Asn Arg Lys Ala Lys Ala Lys 

145 150 155 160 

Pro Val Thr Arg Gly Ala Gly Ala Gly Gly Arg Gln Arg Gly Gln Asn 

165 170 175 

Lys 	Glu Arg Pro Pro Pro Val Pro Asn Pro Asp Tyr Glu Pro Ile Arg 

180 185 190 

Lys Gly Gin Arg Asp Leu Tyr Ser Gly Leu Asn Gln Arg Arg Ile 

195 200 205 

<210> 33 

<211> 523 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 33 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 



49 

1 5 10 15 

Val 	His 	Ser Gln Val 	Gln Leu Val Gln Ser 	Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gin Gly Leu 

50 55 60 

Glu 	Trp 	Ile Gly Ala 	Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val 	Thr Val Ser Ser Gly Gly Gly Gly Ser 	Gly Gly Gly Gly Ser 

130 135 140 

Gly 	Gly Gly Gly Ser Asp 	Ile Val Met Thr Gln Ser Pro Leu Ser Leu 
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145 150 155 160 

Pro Val 	Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gin 

165 170 175 

Ser Leu Val His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln 

180 185 190 

Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg 

195 200 205 

Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser 	Gly Ser Gly Thr Asp 

210 215 220 

Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr 

225 230 235 240 

Tyr Cys Ser Gln Asn Thr 	His Val Pro Pro Thr Phe Gly Gln Gly Thr 

245 250 255 

Lys Leu Glu Ile Lys Gly Gly Gly Gly Ser Gln Ala Val Val Thr Gln 

260 265 270 

Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu Thr Val 	Thr Leu Thr Cys 

275 280 285 

Arg Ser Ser Thr Gly Ala Val 	Thr Thr Ser Asn Tyr Ala Asn Trp Val 
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290 295 300 

Gin Glu Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly Gly Thr Asn 

305 310 315 320 

Lys Arg Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser Leu Ile Gly 

325 330 335 

Asp Lys Ala Ala Leu Thr Ile Thr 	Gly Ala Gln Thr Glu Asp Glu Ala 

340 345 350 

Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Gly Gly 

355 360 365 

Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly 

370 375 380 

Ser Gly 	Gly 	Gly Gly Ser Glu Val 	Lys Leu Leu Glu Ser Gly Gly Gly 

385 390 395 400 

Leu Val 	Gln Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly 

405 410 415 

Phe Thr Phe Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly 

420 425 430 

Lys Gly Leu Glu Trp Val Ala Arg 	Ile Arg Ser Lys Tyr Asn Asn Tyr 
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435 
	

440 
	

445 

Ala Thr Tyr 	Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg 

450 455 460 

Asp Asp Ser Gln Ser Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr 

465 470 475 480 

Glu Asp Thr Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn 

485 490 495 

Ser Tyr Val 	Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr 

500 505 510 

Val 	Ser Ala 	His 	His His His His His His His 

515 520 

<210> 34 

<211> 753 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 34 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 



53 

Val His Ser Gln Val Gln Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Giu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

130 135 140 

Gly Gly Gly Gly Ser Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu 

145 150 155 160 



54 

Pro Val Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln 

165 170 175 

Ser Leu Val His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gin 

180 185 190 

Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg 

195 200 205 

Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 

210 215 220 

Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr 

225 230 235 240 

Tyr Cys Ser Gln Asn Thr His Val Fro Pro Thr Phe Gly Gln Gly Thr 

245 250 255 

Lys Leu Glu Ile Lys Gly Gly Gly Gly Ser Gln Ala Val Val Thr Gln 

260 265 270 

Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr Leu Thr Cys 

275 280 285 

Arg Ser Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn Trp Val 

290 295 300 



55 

Gln Glu Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly Gly Thr Asn 

305 310 315 320 

Lys Arg Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser Leu Ile Gly 

325 330 335 

Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Thr Glu Asp Glu Ala 

340 345 350 

Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Giy Gly 

355 360 365 

Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly 

370 375 380 

Ser Gly Gly Gly Gly Ser Glu Val Lys Leu Leu Glu Ser Gly Gly Gly 

385 390 395 400 

Leu Val Gln Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly 

405 410 415 

Phe Thr Phe Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly 

420 425 430 

Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr 

435 440 445 



56 

Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg 

450 455 460 

Asp Asp Ser Gln Ser Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr 

465 470 475 480 

Glu Asp Thr Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn 

485 490 495 

Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr 

500 505 510 

Val Ser Ala Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro 

515 520 525 

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro 

530 535 540 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 

545 550 555 560 

Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn 

565 570 575 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 

580 585 590 



57 

Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Va! 

595 600 605 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 

610 615 620 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 

625 630 635 640 

Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu Pro Pro Ser Arg Asp 

645 650 655 

Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe 

660 665 670 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu 

675 680 685 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 

690 695 700 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 

705 710 715 720 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 

725 730 735 



58 

Thr Gln Lys Ser Leu Ser Leu Ser Pro H s His His His His His His 

740 745 750 

His 

<210> 	35 

<211> 	257 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized 	sequence 

<400> 	35 

Met Gly Trp Ser 	Cys 	Ile 	Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro 

20 25 30 

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro 

35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 

50 55 60 

Cys Val 	Val 	Val 	Asp Val 	Ser His Glu Asp Pro Glu Val Lys Phe Asn 



59 

65 70 75 80 

Trp Tyr Val Asp Gly Val 	Glu Val His Asn Ala Lys Thr Lys Pro Arg 

85 90 95 

Glu 	Glu 	Gln Tyr Ala Ser Thr Tyr Arg Val Val 	Ser Val Leu Thr Val 

100 105 110 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 

115 120 125 

Asn Lys Ala Leu Pro Ala 	Pro 	Ile Glu Lys Thr 	Ile Ser Lys Ala Lys 

130 135 140 

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Cys 

145 150 155 160 

Glu Leu Thr Lys Asn Gln Val 	Ser Leu Ser Cys Ala Val Lys Gly Phe 

165 170 175 

Tyr Pro Ser Asp Ile Ala Val 	Glu Trp Glu Ser Asn Gly Gln Pro Glu 

180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 

195 200 205 

Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly 



60 

210 
	

215 
	

220 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 

225 230 235 240 

Thr 	Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr Lys Asp Asp Asp Asp 

245 250 255 

Lys 

<210> 36 

<211> 514 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 36 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 	Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 



61 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp I!e Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Va! Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Giu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

130 135 140 

Gly Gly Gly Gly Ser Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu 

145 150 155 160 

Pro Val Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln 

165 170 175 

Ser Leu Val His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln 

180 185 190 



62 

Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg 

195 200 205 

Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 

210 215 220 

Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr 

225 230 235 240 

Tyr Cys Ser Gln Asn Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr 

245 250 255 

Lys Leu Glu Ile Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly 

260 265 270 

Gly Gly Gly Ser Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro 

275 280 285 

Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe 

290 295 300 

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val 

305 310 315 320 

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe 

325 330 335 



63 

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro 

340 345 350 

Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Va! Ser Val Leu Thr 

355 360 365 

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 

370 375 380 

Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala 

385 390 395 400 

Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg 

405 410 415 

Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys Ala Val Lys Gly 

420 425 430 

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro 

435 440 445 

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser 

450 455 460 

Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln 

465 470 475 480 



64 

Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 

485 490 495 

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr Lys Asp Asp Asp 

500 505 510 

Asp Lys 

<210> 37 

<211> 629 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 37 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 



65 

50 55 60 

Glu Trp 	Ile 	Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val 	Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val 	Thr Val Ser Ser Gly Gly 	Gly Gly Ser Gly Gly Gly Gly Ser 

130 135 140 

Gly Gly 	Gly Gly Ser Asp Ile Val 	Met Thr Gln Ser Pro Leu Ser Leu 

145 150 155 160 

Pro Val 	Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln 

165 170 175 

Ser Leu Val 	His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln 

180 185 190 

Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg 



66 

195 200 205 

Phe Ser Gly Val 	Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 

210 215 220 

Phe Thr Leu Lys 	Ile Ser Arg Val 	Glu Ala Glu Asp Val Gly Val Tyr 

225 230 235 240 

Tyr Cys Ser Gln Asn Thr His Val 	Pro Pro Thr Phe Gly Gln Gly Thr 

245 250 255 

Lys Leu Glu 	Ile 	Lys Gly Gly Gly Gly Ser Glu Val Lys Leu Leu Glu 

260 265 270 

Ser 	Gly Gly Gly Leu Val Gln Pro Lys Gly Ser Leu Lys Leu Ser Cys 

275 280 285 

Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn Trp Val Arg 

290 295 300 

Gln 	Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys 

305 310 315 320 

Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe 

325 330 335 

Thr 	Ile Ser Arg Asp Asp Ser Gln Ser 	Ile Leu Tyr Leu Gln Met Asn 



67 

340 345 350 

Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys Val Arg His Gly 

355 360 365 

Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gin Gly 

370 375 380 

Thr Leu Val Thr Val 	Ser Ala Glu Pro Lys Ser Ser Asp Lys Thr His 

385 390 395 400 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val 

405 410 415 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 

420 425 430 

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 

435 440 445 

Val 	Lys Phe Asn Trp Tyr Val Asp Gly 	Val 	Glu Val His Asn Ala Lys 

450 455 460 

Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser 

465 470 475 480 

Val 	Leu Thr Val 	Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 



68 

485 490 495 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 

500 505 510 

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu Pro 

515 520 525 

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Trp Cys Leu 

530 535 540 

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 

545 550 555 560 

Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 

565 570 575 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 

580 585 590 

Trp Gin Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 

595 600 605 

His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro His His His 

610 615 620 

His His His His His 



69 

625 

<210> 38 

<211> 613 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 38 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gin Val Gin Leu Val Gin Ser Giy Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp lie Arg Gin Pro Pro Gly Gin Gly Leu 

50 55 60 

Giu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gin Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 



70 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

130 135 140 

Gly Gly Gly Gly Ser Asp Ile Val Met Thr Gin Ser Pro Leu Ser Leu 

145 150 155 160 

Pro Val Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln 

165 170 175 

Ser Leu Val His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln 

180 185 190 

Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg 

195 200 205 

Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 

210 215 220 

Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr 

225 230 235 240 



71 

Tyr Cys Ser Gln Asn Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr 

245 250 255 

Lys Leu Glu Ile Lys Gly Gly Gly Gly Ser Gln Ala Val Val Thr Gln 

260 265 270 

Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr Leu Thr Cys 

275 280 285 

Arg Ser Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn Trp Val 

290 295 300 

Gln Glu Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly Gly Thr Asn 

305 310 315 320 

Lys Arg Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser Leu Ile Gly 

325 330 335 

Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Thr Glu Asp Glu Ala 

340 345 350 

Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Gly Gly 

355 360 365 

Gly Thr Lys Leu Thr Val Leu Glu Pro Lys Ser Ser Asp Lys Thr His 

370 375 380 



72 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val 

385 390 395 400 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 

405 410 415 

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 

420 425 430 

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 

435 440 445 

Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser 

450 455 460 

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 

465 470 475 480 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 

485 490 495 

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro 

500 505 510 

Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys Ala 

515 520 525 



73 

Val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 

530 535 540 

Gly 	Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 

545 550 555 560 

Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser Arg 

565 570 575 

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 

580 585 590 

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr Lys 

595 600 605 

Asp Asp Asp Asp Lys 

610 

<210> 39 

<211> 470 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 39 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 



74 

1 5 10 15 

Val 	His Ser Gln Val 	Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro 	Gly Ala Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu 	Trp 	Ile Gly Ala 	Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser 	Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val 	Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 



75 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 	Thr Val Ser Trp Asn 

165 170 175 

Ser 	Gly Ala Leu Thr Ser 	Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 	Thr 	Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr 	Tyr 	Ile Cys Asn Val 	Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val 	Val Val Asp Val 	Ser 	His Glu Asp Pro 

275 280 285 

Glu Val 	Lys Phe Asn Trp Tyr Val Asp Gly Val 	Glu Val His Asn Ala 



76 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val 	Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val 	Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala 



77 

435 
	

440 
	

445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr 

450 455 460 

Lys Asp Asp Asp Asp Lys 

465 470 

<210> 40 

<211> 238 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially 	synthesized sequence 

<400> 40 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Asp 	Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val 

20 25 30 

Thr Pro Gly Glu Pro Ala Ser 	Ile Ser Cys Arg Ser Ser Gln Ser Leu 

35 40 45 

Val 	His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln Lys Pro 

50 55 60 



78 

Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 

65 70 75 80 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 

100 105 110 

Ser Gin Asn Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu 

115 120 125 

Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro 

130 135 140 

Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 

145 150 155 160 

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 

165 170 175 

Ala Leu Gin Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser 

180 185 190 

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 

195 200 205 



79 

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His 	Gln 	Gly 

210 215 220 

Leu Ser Ser Pro Va! Thr Lys Ser Phe Asn Arg Gly Glu Cys 

225 230 235 

<210> 41 

<211> 470 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 41 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr 	Gly 

1 5 10 15 

Val 	His Ser 	Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val 	Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile 	Gly 	Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 



80 

65 70 75 80 

Gin Lys Phe Lys Gly Arg Val 	Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr 	Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 	Thr 	Val Ser Trp Asn 

165 170 175 

Ser 	Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser 	Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 	Thr 	Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr 	Tyr 	Ile Cys Asn Val 	Asn His Lys Pro Ser 



81 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val 	Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val 	Val 	Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val 	Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu 



82 

355 
	

360 
	

365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln 	Gln 	Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro His His 

450 455 460 

His 	His His 	His 	His His 

465 470 

<210> 42 

<211> 734 

<212> PRT 

<213> Artificial 



83 

<220> 

<223> an 	artificially synthesized sequence 

<400> 42 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser 

20 25 30 

Pro Gly Glu Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val 

35 40 45 

Thr Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu 

50 55 60 

Phe Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro 

65 70 75 80 

Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile 

85 90 95 

Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp 

100 105 110 

Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu 

115 120 125 



84 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu 

130 135 140 

Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly Ser 

145 150 155 160 

Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala 

165 170 175 

Met Asn Trp Val Arg Gln Ala Pro Giy Lys Gly Leu Glu Trp Val Ala 

180 185 190 

Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser 

195 200 205 

Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gln Ser Ile Leu 

210 215 220 

Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr 

225 230 235 240 

Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala 

245 250 255 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly 

260 265 270 
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Val 

275 280 285 

Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Va! Lys Val Ser 

290 295 300 

Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr Glu Met His Trp Ile 

305 310 315 320 

Arg Gln Pro Pro Gly Gin Gly Leu Glu Trp Ile Gly Ala Ile Asp Pro 

325 330 335 

Lys Thr Gly Asp Thr Ala Tyr Ser Gln Lys Phe Lys Gly Arg Val Thr 

340 345 350 

Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser 

355 360 365 

Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys Thr Arg Phe Tyr Ser 

370 375 380 

Tyr Thr Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser 

385 390 395 400 

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr 

405 410 415 
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Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro 

420 425 430 

Glu Pro Val Thr Val Ser Trp Asp Ser Gly Ala Leu Thr Ser Gly Val 

435 440 445 

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser 

450 455 460 

Ser Vai Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile 

465 470 475 480 

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val 

485 490 495 

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala 

500 505 510 

Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro 

515 520 525 

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val 

530 535 540 

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val 

545 550 555 560 
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Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln 

565 570 575 

Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  His Gln 

580 585 590 

Asp Trp Leu Asn. Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala 

595 600 605 

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser ys Ala Lys Gly Gln Pro 

610 615 620 

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Cys Glu Leu Thr 

625 630 635 640 

Lys Asn Gln Val Ser Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser 

645 650 655 

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr 

660 665 670 

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val 

675 680 685 

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe 

690 695 700 
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Ser Cys Ser Val 	Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys 

705 710 715 720 

Ser Leu Ser Leu Ser Pro Asp Tyr Lys Asp Asp Asp Asp Lys 

725 730 

<210> 	43 

<211> 	462 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	43 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 	 5 10 15 

Val 	His Ser 	Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val 	Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu 	Trp 	Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 
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65 70 75 80 

Gln Lys Phe Lys Gly Arg Val 	Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val 	Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 	Thr 	Val Ser Trp Asn 

165 170 175 

Ser 	Gly Ala Leu Thr Ser 	Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 	Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr 	Ile Cys Asn Val 	Asn His Lys Pro Ser 
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210 215 220 

Asn Thr Lys Val Asp Lys Lys Val 	Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val 	Val 	Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Giy Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gin Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val 	Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu 
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355 
	

360 
	

365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys 

370 375 380 

Leu Val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

450 455 460 

<210> 	44 

<211> 	246 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	44 
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Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Va! His Ser Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val 

20 25 30 

Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu 

35 40 45 

Val His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gin Lys Pro 

50 55 60 

Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 

65 70 75 80 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 

100 105 110 

Ser Gln Asn Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu 

115 120 125 

Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro 

130 135 140 
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Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 

145 150 155 160 

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn 

165 170 175 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser 

180 185 190 

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 

195 200 205 

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 

210 215 220 

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys His His 

225 230 235 240 

His 	His His 	His 	His His 

245 

<210> 45 

<211> 505 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 
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<400> 45 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val 

20 25 30 

Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu 

35 40 45 

Val His Ser Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln Lys Pro 

50 55 60 

Gly Gln Ala Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 

65 70 75 80 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 

100 105 110 

Ser Gln Asn Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu 

115 120 125 

Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro 
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130 135 140 

Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 

145 150 155 160 

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn 

165 170 175 

Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gin Asp Ser 

180 185 190 

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 

195 200 205 

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly 

210 215 220 

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys Gly Gly 

225 230 235 240 

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ala Val Val Thr Gln Glu Ser 

245 250 255 

Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr Leu Thr Cys Arg Ser 

260 265 270 

Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu 
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275 280 285 

Lys Pro Asp His Leu Phe Thr Gly Leu 	Ile Gly Gly Thr Asn Lys Arg 

290 295 300 

Ala Pro Gly Val 	Pro Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys 

305 310 315 320 

Ala Ala Leu Thr 	Ile Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr 

325 330 335 

Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr 

340 345 350 

Lys Leu Thr Val 	Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly 

355 360 365 

Gly 	Gly Gly 	Ser 	Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val 

370 375 380 

Gln Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr 

385 390 395 400 

Phe Asn Thr Tyr Ala Met Asn Trp Val 	Arg Gln Ala Pro Gly Lys Gly 

405 410 415 

Leu Glu Trp Val 	Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr 
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420 
	

425 
	

430 

Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp 

435 440 445 

Ser Gln Ser 	Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp 

450 455 460 

Thr Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr 

465 470 475 480 

Val 	Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser 

485 490 495 

Ala Asp Tyr Lys Asp Asp Asp Asp Lys 

500 505 

<210> 46 

<211> 729 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 46 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 
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Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys A!a Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gin Pro Pro Gly Gin Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gin Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 
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Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Va! Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 
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Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gin Pro Arg Giu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 



101 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gin Ala Val Va! Thr Gln Glu Ser 

465 470 475 480 

Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr Leu Thr Cys Arg Ser 

485 490 495 

Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn Trp Val Gin Glu 

500 505 510 

Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg 

515 520 525 

Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys 

530 535 540 

Ala Ala Leu Thr Ile Thr Gly Ala Gin Thr Glu Asp Glu Ala Ile Tyr 

545 550 555 560 

Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr 

565 570 575 

Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly 

580 585 590 
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Gly Gly Gly Ser Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val 

595 600 605 

Gln Pro Lys G!y Ser Leu Lys Leu Ser Cys Ala Ala Ser G!y Phe Thr 

610 615 620 

Phe Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly 

625 630 635 640 

Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr 

645 650 655 

Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp 

660 665 670 

Ser Gln Ser Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp 

675 680 685 

Thr Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr 

690 695 700 

Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser 

705 710 715 720 

Ala Asp Tyr Lys Asp Asp Asp Asp Lys 

725 



103 

<210> 47 

<211> 729 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 47 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 
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100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser 
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245 250 255 

Val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr 	Pro Glu Val Thr Cys Val Val Val Asp Val 	Ser His Glu Asp Pro 

275 280 285 

Glu Val 	Lys Phe Asn Trp Tyr Val Asp Gly Val 	Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val 	Leu Thr Val 	Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser 	Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala 	Val Glu Trp Glu Ser 
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385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gin Gln Gly Asn Val 	Phe Ser Cys Ser Val 	Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gin Ala Val 	Val 	Thr Gln Glu Ser 

465 470 475 480 

Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr Leu Thr Cys Arg Ser 

485 490 495 

Ser 	Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu 

500 505 510 

Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly 	Gly Thr Asn Lys Arg 

515 520 525 

Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser 	Leu 	Ile Gly Asp Lys 
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530 535 540 

Ala Ala Leu Thr Ile Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr 

545 550 555 560 

Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr 

565 570 575 

Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly 

580 585 590 

Gly Gly Gly Ser Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val 

595 600 605 

Gln Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr 

610 615 620 

Phe Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly 

625 630 635 640 

Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr 

645 650 655 

Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp 

660 665 670 

Ser Gln 	Ser 	Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp 
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675 
	

680 
	

685 

Thr 	Ala Met Tyr Tyr Cys Val Arg His 	Gly Asn Phe Gly Asn Ser Tyr 

690 695 700 

Val 	Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser 

705 710 715 720 

Ala Asp Tyr Lys Asp Asp Asp Asp Lys 

725 

<210> 48 

<211> 470 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 48 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val 	Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 	Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 



109 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr A!a Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 
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Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Giu Leu Leu Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 
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Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

I 	e Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu 

355 360 365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro His His 

450 455 460 

His His His His His His 

465 470 
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<210> 49 

<211> 600 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 49 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 
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100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val 	Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser 	Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 	Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 
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245 250 255 

Val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val 	Ser His Glu Asp Pro 

275 280 285 

Glu Val 	Lys Phe Asn Trp Tyr Val Asp Gly 	Val 	Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gin Tyr Ala Ser 	Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val 	Leu Thr Val 	Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile 	Ser 	Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val 	Lys Gly Phe Tyr Pro Ser Asp Ile 	Ala 	Val Glu Trp Glu Ser 
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385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gin Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Glu Val Lys Leu Leu Glu Ser Gly Gly 	Gly Leu Val Gln 

465 470 475 480 

Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser 	Gly Phe Thr Phe 

485 490 495 

Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu 

500 505 510 

Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr 

515 520 525 

Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser 



116 

530 
	

535 
	

540 

Gln Ser Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr 

545 550 555 560 

Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val 

565 570 575 

Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala 

580 585 590 

Asp Tyr Lys Asp Asp Asp Asp Lys 

595 600 

<210> 50 

<211> 584 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 50 

Met Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 	Gln Val 	Gln Leu Val 	Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 



117 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 
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Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 
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Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Va! Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu 

355 360 365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Vai Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 



120 

Gly 	Gly Ser Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser 

465 470 475 480 

Pro Gly Glu Thr Va! Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Va! 

485 490 495 

Thr Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu 

500 505 510 

Phe Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro 

515 520 525 

Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile 

530 535 540 

Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp 

545 550 555 560 

Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu 

565 570 575 

His 	His His His His His His His 

580 

<210> 51 

<211> 605 

<212> PRT 
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<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 51 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gin Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gin Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 
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115 120 125 

Leu Val Thr Val 	Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val 	Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val 	His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr 	Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val 	Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
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260 265 270 

Thr Pro Glu Val 	Thr Cys Val Val Val 	Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu 	Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser 	Val Leu Thr Val 	Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile 	Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val Lys Gly Phe Tyr Pro Ser Asp 	Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
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405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly 	Gly Gly Ser Glu Val Lys Leu Leu Glu Ser Gly 

465 470 475 480 

Gly Gly Leu Val Gln Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala 

485 490 495 

Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala 

500 505 510 

Pro Gly Lys Gly Leu Glu Trp Val Ala Arg 	Ile Arg Ser Lys Tyr Asn 

515 520 525 

Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val 	Lys Asp Arg Phe Thr Ile 

530 535 540 

Ser Arg Asp Asp Ser Gln Ser Ile Leu Tyr Leu Gln Met Asn Asn Leu 
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545 
	

550 
	

555 
	

560 

Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe 

565 570 575 

Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu 

580 585 590 

Val 	Thr Val 	Ser Ala Asp Tyr Lys Asp Asp Asp Asp Lys 

595 600 605 

<210> 52 

<211> 589 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 52 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val 	Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 
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Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 
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Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 
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Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Va! Cys Thr Leu 

355 360 365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ala Val Val Thr Gln Glu Ser 

465 470 475 480 
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Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr Leu Thr Cys Arg Ser 

485 490 495 

Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn Trp Val G!n Glu 

500 505 510 

Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg 

515 520 525 

Ala Pro Gly Val 	Pro Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys 

530 535 540 

Ala Ala Leu Thr 	Ile Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr 

545 550 555 560 

Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr 

565 570 575 

Lys Leu Thr Val 	Leu HisHsHsHis His His His His 

580 585 

<210> 53 

<211> 610 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 
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<400> 53 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 
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130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val 	Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly 	Val 	His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gin Thr Tyr 	Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val 	Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val 	Val 	Val Asp Val Ser His Glu Asp Pro 
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275 280 285 

Glu 	Val Lys Phe Asn Trp Tyr Val 	Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser 	Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val 	Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile 	Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val Lys Gly Phe Tyr Pro Ser Asp 	Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val 	Ser Lys Leu Thr Val Asp Lys Ser 
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420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly 	Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val Lys 

465 470 475 480 

Leu Leu Glu Ser Gly Gly Gly Leu Val 	Gln Pro Lys Gly Ser Leu Lys 

485 490 495 

Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn 

500 505 510 

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile 

515 520 525 

Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys 

530 535 540 

Asp Arg Phe Thr 	Ile Ser Arg Asp Asp Ser Gln Ser Ile Leu Tyr Leu 

545 550 555 560 

Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys Val 
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565 
	

570 
	

575 

Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp 

580 585 590 

Gly Gln Gly Thr Leu Val Thr Val Ser Ala Asp Tyr Lys Asp Asp Asp 

595 600 605 

Asp Lys 

610 

<210> 54 

<211> 594 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 54 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 
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Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 

180 185 190 
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Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Va! Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 
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Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr leu 

355 360 365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ala Val 

465 470 475 480 



138 

Val 	Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr 

485 490 495 

Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala 

500 505 510 

Asn Trp Val Gln Glu Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly 

515 520 525 

Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser 

530 535 540 

Leu 	Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Thr Glu 

545 550 555 560 

Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val 

565 570 575 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu His His His His His His 

580 585 590 

His 	His 

<210> 55 

<211> 615 

<212> PRT 
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<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 55 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gin Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 
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115 120 125 

Leu Val Thr Val 	Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val 	Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val 	His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr 	Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val 	Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His 	Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 



141 

260 265 270 

Thr Pro Glu Val 	Thr Cys Val Val Val 	Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu 	Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val 	Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val 	Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile 	Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala 	Val Lys Gly Phe Tyr Pro Ser Asp 	Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
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405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly 	Gly 	Gly Ser Gly Gly Gly 

465 470 475 480 

Gly Ser 	Glu Val Lys Leu Leu Glu Ser Gly Gly 	Gly Leu Val Gln Pro 

485 490 495 

Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser 	Gly Phe Thr Phe Asn 

500 505 510 

Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu 

515 520 525 

Trp Val 	Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr 

530 535 540 

Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser 	Arg Asp Asp Ser Gln 
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545 550 555 560 

Ser 	Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala 

565 570 575 

Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser 

580 585 590 

Trp Phe Ala Tyr Trp Gly 	Gln 	Gly Thr Leu Val 	Thr 	Val Ser Ala Asp 

595 600 605 

Tyr Lys Asp Asp Asp Asp Lys 

610 615 

<210> 	56 

<211> 	599 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	56 

Met Gly Trp Ser Cys Ile 	Ile 	Leu Phe Leu Val 	Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His 	Ser 	Gln Val Gln Leu Val Gln Ser Gly 	Ala Glu Val Lys Lys 

20 25 30 
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Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gin Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 
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Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 
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Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu 

355 360 365 

Pro Pro Ser Arg Asp Giu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 
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Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly 

465 470 475 480 

Gly Ser Gln Ala Val Va! Thr Gln Glu Ser A!a Leu Thr Thr Ser Pro 

485 490 495 

Gly Glu Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr 

500 505 510 

Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu Phe 

515 520 525 

Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala 

530 535 540 

Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr 

545 550 555 560 

Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr 

565 570 575 

Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu His 

580 585 590 

His His His His His His His 

595 
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<210> 57 

<211> 610 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 57 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 
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100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 
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245 250 255 

Val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val 	Ser His Glu Asp Pro 

275 280 285 

Glu Val 	Lys Phe Asn Trp Tyr Val Asp Gly Val 	Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser 	Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val 	Leu Thr Val 	Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys 

370 375 380 

Ala Val 	Lys Gly Phe Tyr Pro Ser Asp Ile 	Ala 	Val Glu Trp Glu Ser 
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385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val 	Phe Ser Cys Ser 	Val 	Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly 	Gly Ser Glu Val Lys 

465 470 475 480 

Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly Ser Leu Lys 

485 490 495 

Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn 

500 505 510 

Trp Val 	Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val Ala Arg Ile 

515 520 525 

Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys 
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530 
	

535 
	

540 

Asp Arg Phe Thr 	Ile Ser Arg Asp Asp Ser Gln Ser Ile Leu Tyr Leu 

545 550 555 560 

Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys Val 

565 570 575 

Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp 

580 585 590 

Gly 	Gln Gly Thr Leu Val Thr Val Ser Ala Asp Tyr Lys Asp Asp Asp 

595 600 605 

Asp Lys 

610 

<210> 58 

<211> 594 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 58 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 
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Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Va! Lys Lys 

20 25 30 

Pro Gly Ala Ser Va! Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gin Pro Pro Gly Gln Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 
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Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Va! Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Va! Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 
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Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu 

355 360 365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 
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Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ala Val 

465 470 475 480 

Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr 

485 490 495 

Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala 

500 505 510 

Asn Trp Val Gln Glu Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly 

515 520 525 

Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser 

530 535 540 

Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Thr Glu 

545 550 555 560 

Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val 

565 570 575 

Phe Gly Cys Gly Thr Lys Leu Thr Val Leu His His His His His His 

580 585 590 
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His His 

<210> 59 

<211> 704 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 59 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Gln Val Gin Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gin Gly Leu 

50 55 60 

Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 
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85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr 

115 120 125 

Leu Val 	Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 	Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 	Thr Val Ser Trp Asn 

165 170 175 

Ser 	Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 	Val 	Thr Val Pro Ser Ser 

195 200 205 

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val 	Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr 
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225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val 	Val Val Asp Val 	Ser His Glu Asp Pro 

275 280 285 

Glu Val 	Lys Phe Asn Trp Tyr Val Asp Gly Val 	Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 	Ile Glu Lys Thr 

340 345 350 

Ile Ser 	Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu 

355 360 365 

Pro Pro Ser Arg Cys Glu Leu Thr Lys Asn Gln Val 	Ser Leu Ser Cys 
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370 375 380 

Ala Val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Val 	Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser 	Gly Gly Gly Gly Ser 	Gly Gly Gly Gly Ser Glu Val Lys 

465 470 475 480 

Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly Ser Leu Lys 

485 490 495 

Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn 

500 505 510 

Trp Val 	Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile 
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515 520 525 

Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys 

530 535 540 

Asp Arg Phe Thr 	Ile Ser Arg Asp Asp Ser Gln Ser Ile Leu Tyr Leu 

545 550 555 560 

Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys Val 

565 570 575 

Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp 

580 585 590 

Gly Gln Gly Thr Leu Val Thr Val 	Ser Ala Ala Ser Thr Lys Gly Pro 

595 600 605 

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 

610 615 620 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

625 630 635 640 

Val 	Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 

645 650 655 

Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 
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660 
	

665 
	

670 

Val 	Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn 

675 680 685 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 

690 695 700 

<210> 60 

<211> 692 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 60 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 	Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

Thr Asp Tyr Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu 

50 55 60 
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Glu Trp Ile Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser 

65 70 75 80 

Gln. Lys Phe Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

100 105 110 

Tyr Tyr Cys Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Gly Thr 

115 120 125 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 

130 135 140 

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 

145 150 155 160 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 

165 170 175 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 

180 185 190 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 

195 200 205 
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Ser Leu Gly Thr Gln Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser 

210 215 220 

Asn Thr Lys Val Asp Lys Lys Va! Glu Pro Lys Ser Cys Asp Lys Thr 

225 230 235 240 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser 

245 250 255 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 

260 265 270 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 

275 280 285 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 

290 295 300 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val 

305 310 315 320 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 

325 330 335 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 

340 345 350 
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Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu 

355 360 365 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys 

370 375 380 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 

385 390 395 400 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

405 410 415 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 

420 425 430 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

435 440 445 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly 

450 455 460 

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ala Val 

465 470 475 480 

Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu Thr Val Thr 

485 490 495 
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Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala 

500 505 510 

Asn Trp Val Gin Glu Lys Pro Asp His Leu Phe Thr Gly Leu Ile Gly 

515 520 525 

Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe Ser Gly Ser 

530 535 540 

Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Thr Glu 

545 550 555 560 

Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn Leu Trp Val 

565 570 575 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg Thr Val Ala Ala Pro 

580 585 590 

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr 

595 600 605 

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys 

610 615 620 

Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu 

625 630 635 640 
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Ser Val Thr 	Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser 

645 650 655 

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala 

660 665 670 

Cys Glu Val 	Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe 

675 680 685 

Asn Arg Gly Glu 

690 

<210> 61 

<211> 115 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 61 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 5 10 15 

Ser 	Val Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Glu Met His 	Trp 	Ile Arg Gln Pro Pro Gly Gln Gly Leu Glu Trp Ile 
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35 
	

40 
	

45 

Gly Ala 	Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gln Lys Phe 

50 55 60 

Lys Gly Arg Val 	Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 

65 70 75 80 

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr Leu Val Thr 

100 105 110 

Val 	Ser Ser 

115 

<210> 	62 

<211> 	219 

<212> 	PRT 

<213> 	Artificial 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	62 

Asp Val 	Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

1 	 5 10 15 
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Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 

20 25 30 

Asn Arg Asn Thr Tyr Leu His Trp Tyr Leu Gln Lys Pro Gly Gln Ser 

35 40 45 

Pro Gln Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gln Asn 

85 90 95 

Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 

100 105 110 

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

115 120 125 

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

130 135 140 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

145 150 155 160 
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Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

165 170 175 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

180 185 190 

Lys His Lys Val 	Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

195 200 205 

Pro Val Thr Lys Ser Phe Asn Arg Giy Glu Cys 

210 215 

<210> 63 

<211> 328 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 63 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 5 10 15 

Ser Thr Ser 	Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
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35 40 45 

Gly 	Val His Thr Phe Pro Ala Val 	Leu Gln Ser Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser 	Val 	Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65 70 75 80 

Tyr 	Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

115 120 125 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 

Val 	Val Val 	Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 

145 150 155 160 

Tyr 	Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 

Glu 	Gin Tyr Ala Ser Thr Tyr Arg Val 	Val Ser Val Leu Thr Val Leu 
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180 185 190 

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 

210 215 220 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225 230 235 240 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 

260 265 270 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 01n Gin Gly Asn 

290 295 300 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 

305 310 315 320 

Gln Lys Ser Leu Ser Leu Ser Pro 
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325 

<210> 64 

<211> 587 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 64 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 5 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65 70 75 80 

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
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Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

115 120 125 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 

Val Val Val Asp Val Ser His Glu Asp Pro Giu Val Lys Phe Asn Trp 

145 150 155 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 

Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 

180 185 190 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 

210 215 220 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225 230 235 240 
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Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 

260 265 270 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Giy Asn 

290 295 300 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 

305 310 315 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly Gly Gly Ser Gly Gly Gly 

325 330 335 

Gly Ser Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro 

340 345 350 

Gly Glu Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr 

355 360 365 

Thr Ser Asn Tyr Ala Asn Trp Val Gin Glu Lys Pro Asp His Leu Phe 

370 375 380 
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Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala 

385 390 395 400 

Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr 

405 410 415 

Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr 

420 425 430 

Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Vai Leu Gly 

435 440 445 

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val 

450 455 460 

Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly Ser Leu 

465 470 475 480 

Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met 

485 490 495 

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg 

500 505 510 

Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val 

515 520 525 
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Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gln Ser Ile Leu Tyr 

530 535 540 

Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys 

545 550 555 560 

Val 	Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr 

565 570 575 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 

580 585 

<210> 65 

<211> 328 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 65 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 5 10 15 

Ser Thr Ser 	Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
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35 40 45 

Gly Val His Thr Phe Pro Ala Val 	Leu Gln Ser Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser 	Val 	Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65 70 75 80 

Tyr 	Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

115 120 125 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 

Val 	Val Val 	Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 

145 150 155 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 

Glu 	Gln Tyr Ala Ser Thr Tyr Arg Val 	Val Ser Val Leu Thr Val Leu 
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180 185 190 

His 	Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr 	Ile Ser Lys Ala Lys Gly 

210 215 220 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225 230 235 240 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 

Pro Ser Asp Ile 	Ala 	Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 

260 265 270 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly Asn 

290 295 300 

Val 	Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Tyr Thr 

305 310 315 320 

Gln 	Glu Ser Leu Ser Leu Ser Pro 
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325 

<210> 66 

<211> 587 

<212> PRT 

<213> Artificial 

<220> 

<223> an 	artificially synthesized sequence 

<400> 66 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 5 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 

50 55 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65 70 75 80 

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
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Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

115 120 125 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 

145 150 155 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 

Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 

180 185 190 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 

210 215 220 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Lys Glu 

225 230 235 240 



182 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 

260 265 270 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn 

290 295 300 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 

305 310 315 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly Gly Gly Gly Ser Gly Gly Gly 

325 330 335 

Gly Ser Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro 

340 345 350 

Gly Glu Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr 

355 360 365 

Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu Phe 

370 375 380 



183 

Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala 

385 390 395 400 

Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala A!a Leu Thr Ile Thr 

405 410 415 

Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr 

420 425 430 

Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly 

435 440 445 

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val 

450 455 460 

Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly Ser Leu 

465 470 475 480 

Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met 

485 490 495 

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg 

500 505 510 

Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val 

515 520 525 



184 

Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gin Ser Ile Leu Tyr 

530 535 540 

Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr Tyr Cys 

545 550 555 560 

Val 	Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr 

565 570 575 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Aia 

580 585 

<210> 67 

<211> 141 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Asp 	Ile Gln Asn Pro Asp Pro Ala Val Tyr Gln Leu Arg Asp Ser Lys 

1 5 10 15 

Ser Ser Asp Lys Ser Val Cys Leu Phe Thr Asp Phe Asp Ser Gln Thr 

20 25 30 

Asn Val Ser Gln Ser Lys Asp Ser Asp Val Tyr Ile Thr Asp Lys Thr 

35 40 45 



185 

Val 	Leu Asp Met Arg Ser Met Asp Phe Lys Ser Asn Ser Ala Val Ala 

50 55 60 

Trp Ser Asn Lys Ser Asp Phe Ala Cys Ala Asn Ala Phe Asn Asn Ser 

65 70 75 80 

Ile 	Ile Pro Glu Asp Thr Phe Phe Pro Ser Pro Glu Ser Ser Cys Asp 

85 90 95 

Val 	Lys Leu Val Glu Lys Ser Phe Glu Thr Asp Thr Asn Leu Asn Phe 

100 105 110 

Gln Asn Leu Ser Val Ile Gly Phe Arg Ile Leu Leu Leu Lys Val Ala 

115 120 125 

Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser 

130 135 140 

<210> 68 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Glu Asp Leu Lys Asn Val Phe Pro Pro Glu Val Ala Val Phe Glu Pro 

1 5 10 15 

Ser 	Glu Ala Glu Ile Ser His Thr Gin Lys Ala Thr Leu Val Cys Leu 



186 

20 25 30 

Ala Thr Gly Phe Tyr Pro Asp His Val 	Glu Leu Ser Trp Trp Val Asn 

35 40 45 

Gly Lys Glu Val 	His Ser Gly Val Ser Thr Asp Pro Gln Pro Leu Lys 

50 55 60 

Glu Gln Pro Ala Leu Asn Asp Ser Arg Tyr Cys Leu Ser Ser Arg Leu 

65 70 75 80 

Arg Val Ser Ala Thr Phe Trp Gin Asn Pro Arg Asn His Phe Arg Cys 

85 90 95 

Gin Val Gin Phe Tyr Gly Leu Ser Glu Asn Asp Glu Trp Thr Gln Asp 

100 105 110 

Arg Ala Lys Pro Val 	Thr Gln Ile Val 	Ser Ala Glu Ala Trp Gly Arg 

115 120 125 

Ala Asp Cys Gly Phe Thr Ser Glu Ser Tyr Gin Gin Gly Val Leu Ser 

130 135 140 

Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala 

145 150 155 160 

Val 	Leu Val Ser Ala Leu Val Leu Met Ala Met Val Lys Arg Lys Asp 



187 

165 170 175 

Ser Arg Gly 

<210> 	69 

<211> 	173 

<212> PRT 

<213> 	Homo sapiens 

<400> 	69 

Asp Lys Gln Leu Asp Ala Asp Val Ser Pro Lys Pro Thr Ile Phe Leu 

1 5 10 15 

Pro Ser Ile 	Ala Glu Thr Lys Leu Gln Lys Ala Gly Thr Tyr Leu Cys 

20 25 30 

Leu Leu Glu Lys Phe Phe Pro Asp Val Ile 	Lys 	Ile His Trp Gln Glu 

35 40 45 

Lys Lys Ser Asn Thr 	Ile Leu Gly Ser Gln Glu Gly Asn Thr Met Lys 

50 55 60 

Thr Asn Asp Thr Tyr Met Lys Phe Ser Trp Leu Thr Val Pro Glu Lys 

65 70 75 80 

Ser Leu Asp Lys Glu His Arg Cys Ile Val 	Arg His Glu Asn Asn Lys 

85 90 95 



188 

Asn 	Gly Val Asp Gin Glu Ile Ile Phe Pro Pro Ile Lys Thr Asp Val 

100 105 110 

Ile Thr Met Asp Pro Lys Asp Asn Cys Ser Lys Asp Ala Asn Asp Thr 

115 120 125 

Leu Leu Leu Gln Leu Thr Asn Thr Ser Ala Tyr Tyr Met Tyr Leu Leu 

130 135 140 

Leu Leu Leu Lys Ser Val Val Tyr Phe Ala Ile Ile Thr Cys Cys Leu 

145 150 155 160 

Leu Arg Arg Thr Ala Phe Cys Cys Asn Gly Glu Lys Ser 

165 170 

<210> 	70 

<211> 	204 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	70 

Lys Gln Leu Asp Ala Asp Val Ser Pro Lys Pro Thr Ile Phe Leu Pro 

1 5 10 15 

Ser 	Ile Ala Glu Thr Lys Leu Gln Lys Ala Gly Thr Tyr Leu Cys Leu 

20 25 30 



189 

Leu Glu Lys Phe Phe Pro Asp Ile Ile Lys Ile His Trp Gln Glu Lys 

35 40 45 

Lys Ser Asn Thr Ile Leu Gly Ser Gln Glu Gly Asn Thr Met Lys Thr 

50 55 60 

Asn Asp Thr Tyr Met Lys Phe Ser Trp Leu Thr Val Pro Glu Glu Ser 

65 70 75 80 

Leu Asp Lys Glu His Arg Gys Ile Val Arg His Glu Asn Asn Lys Asn 

85 90 95 

Gly Ile Asp Gln Glu Ile Ile Phe Pro Pro Ile Lys Thr Asp Val Thr 

100 105 110 

Thr Val Asp Pro Lys Asp Ser Tyr Ser Lys Asp Ala Asn Asp Val Thr 

115 120 125 

Thr Val Asp Pro Lys Tyr Asn Tyr Ser Lys Asp Ala Asn Asp Val Ile 

130 135 140 

Thr Met Asp Pro Lys Asp Asn Trp Ser Lys Asp Ala Asn Asp Thr Leu 

145 150 155 160 

Leu Leu Gln Leu Thr Asn Thr Ser Ala Tyr Tyr Met Tyr Leu Leu Leu 

165 170 175 



190 

Leu Leu Lys Ser Val Val Tyr Phe Ala Ile Ile Thr Cys Cys Leu Leu 

180 185 190 

G!y Arg Thr Ala Phe Cys Cys Asn G!y Glu Lys Ser 

195 200 

<210> 71 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Pro Ser Tyr Thr Gly Gly Tyr Ala Asp Lys Leu Ile Phe Gly Lys Gly 

1 5 10 15 

Thr Arg Val Thr Val Glu Pro Arg Ser Gln Pro His Thr Lys Pro Ser 

20 25 30 

Val 	Phe Val Met Lys Asn Gly Thr Asn Val Ala Cys Leu Val 	Lys Glu 

35 40 45 

Phe Tyr Pro Lys Asp Ile Arg Ile Asn Leu Val Ser Ser Lys Lys 	Ile 

50 55 60 

Thr Glu Phe Asp Pro Ala Ile Val Ile Ser Pro Ser Gly Lys Tyr Asn 

65 70 75 80 



191 

Ala 	Val Lys Leu Gly Lys Tyr Glu Asp Ser Asn Ser Val Thr Cys Ser 

85 90 95 

Val 	Gln His Asp Asn Lys Thr Val His Ser Thr Asp Phe Glu Val Lys 

100 105 110 

Thr Asp Ser Thr Asp His Val Lys Pro Lys Glu Thr Glu Asn Thr Lys 

115 120 125 

Gln 	Pro Ser Lys Ser Cys His Lys Pro Lys Ala Ile Val His Thr Glu 

130 135 140 

Lys Val Asn Met Met Ser Leu Thr Val Leu Gly Leu Arg Met Leu Phe 

145 150 155 160 

Ala Lys Thr Val 	Ala Val Asn Phe Leu Leu Thr Ala Lys Leu Phe Phe 

165 170 175 

Leu 

<210> 72 

<211> 	19 

<212> PRT 

<213> Artificial 

<220> 

<223> 	signal sequence 



192 

<400> 72 

Met Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 

<210> 73 

<211> 466 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 73 

Met Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser 

20 25 30 

Pro Gly Glu Thr Val 	Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val 

35 40 45 

Thr Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu 

50 55 60 



193 

Phe Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro 

65 70 75 80 

Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile 

85 90 95 

Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp 

100 105 110 

Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu 

115 120 125 

Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser 

130 135 140 

Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys 

145 150 155 160 

Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu 

165 170 175 

Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu 

180 185 190 

Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr 

195 200 205 



194 

Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val 

210 215 220 

Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro 

225 230 235 240 

Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe 

245 250 255 

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val 

260 265 270 

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe 

275 280 285 

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro 

290 295 300 

Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr 

305 310 315 320 

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 

325 330 335 

Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala 

340 345 350 



195 

Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg 

355 360 365 

Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys Ala Val Lys Gly 

370 375 380 

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro 

385 390 395 400 

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser 

405 410 415 

Phe Phe Leu Val 	Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln 

420 425 430 

Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 

435 440 445 

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr Lys Asp Asp Asp 

450 455 460 

Asp Lys 

465 

<210> 74 

<211> 251 

<212> PRT 

<213> Artificial 	Sequence 



196 

<220> 

<223> an 	artificially synthesized sequence 

<400> 74 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln 

20 25 30 

Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 

35 40 45 

Asn Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu 

50 55 60 

Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr 

65 70 75 80 

Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser 

85 90 95 

Gln Ser Ile Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr 

100 105 110 

Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val 

115 120 125 



197 

Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala 

130 135 140 

Ala Ser Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

145 150 155 160 

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

165 170 175 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

180 185 190 

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

195 200 205 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

210 215 220 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

225 230 235 240 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

245 250 

<210> 75 

<211> 484 



198 

<212> 	PRT 

<213> 	Artificial 	Sequence 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	75 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln 

20 25 30 

Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 

35 40 45 

Asn Thr Tyr Ala Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 

50 55 60 

Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr 

65 70 75 80 

Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser 

85 90 95 

Gln Ser 	lie Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr 

100 105 110 



199 

Ala Met Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val 

115 120 125 

Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala 

130 135 140 

Ala Ser Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

145 150 155 160 

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

165 170 175 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

180 185 190 

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

195 200 205 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

210 215 220 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

225 230 235 240 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys Asp Lys Thr His Thr 

245 250 255 



200 

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe 

260 265 270 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 

275 280 285 

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val 

290 295 300 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 

305 310 315 320 

Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val 

325 330 335 

Lou Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 

340 345 350 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 

355 360 365 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 

370 375 380 

Ser Arg Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys Ala Val 

385 390 395 400 



201 

Lys 	Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 

405 410 415 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 

420 425 430 

Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 

435 440 445 

Gln 	Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 

450 455 460 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr Lys Asp 

465 470 475 480 

Asp Asp Asp Lys 

<210> 76 

<211> 233 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 76 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 



202 

Val His Ser Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser 

20 25 30 

Pro Gly Glu Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val 

35 40 45 

Thr Thr Ser Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu 

50 55 60 

Phe Thr Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro 

65 70 75 80 

Ala Arg Phe Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile 

85 90 95 

Thr Gly Ala Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp 

100 105 110 

Tyr Ser Asn Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu 

115 120 125 

Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser 

130 135 140 

Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys 

145 150 155 160 



203 

Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu 

165 170 175 

Thr Ser Gly Val 	His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu 

180 185 190 

Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr 

195 200 205 

Gln Thr Tyr 	Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val 

210 215 220 

Asp Lys Lys Val 	Glu Pro Lys Ser Cys 

225 230 

<210> 77 

<211> 466 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 77 

Met Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 



204 

Val His Ser Gin Thr Val Val Thr Gin Glu Pro Ser Leu Thr Val Ser 

20 25 30 

Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val 

35 40 45 

Thr Ser Gly Asn Tyr Pro Asn Trp Val Gin Gln Lys Pro Gly Gln Ala 

50 55 60 

Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro 

65 70 75 80 

Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu 

85 90 95 

Ser Gly Val Gin Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp 

100 105 110 

Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu 

115 120 125 

Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser 

130 135 140 

Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys 

145 150 155 160 



205 

Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu 

165 170 175 

Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu 

180 185 190 

Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr 

195 200 205 

Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val 

210 215 220 

Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro 

225 230 235 240 

Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe 

245 250 255 

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val 

260 265 270 

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe 

275 280 285 

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro 

290 295 300 



206 

Arg Glu Glu Gin Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr 

305 310 315 320 

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 

325 330 335 

Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala 

340 345 350 

Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg 

355 360 365 

Cys Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys Ala Val Lys Gly 

370 375 380 

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro 

385 390 395 400 

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser 

405 410 415 

Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 

420 425 430 

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 

435 440 445 



207 

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Asp Tyr Lys Asp Asp Asp 

450 455 460 

Asp Lys 

465 

<210> 	78 

<211> 	251 

<212> 	PRT 

<213> 	Artificial 	Sequence 

<220> 

<223> 	an artificially synthesized sequence 

<400> 	78 

Met Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 	Glu Val 	Gln Leu Val 	Glu Ser Gly Gly Gly Leu Val Gln 

20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 

35 40 45 

Asn Lys Tyr Ala Met Asn Trp Val 	Arg Gln Ala Pro Gly Lys Gly Leu 

50 55 60 

Glu Trp Val 	Ala Arg 	Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr 

65 70 75 80 



208 

Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser 

85 90 95 

Lys Asn Thr Ala Tyr Leu Gin Met Asn Asn Leu Lys Thr Glu Asp Thr 

100 105 110 

Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile 

115 120 125 

Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 

130 135 140 

Ala Ser Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

145 150 155 160 

Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

165 170 175 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

180 185 190 

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

195 200 205 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

210 215 220 



209 

Lys His Lys Val 	Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

225 230 235 240 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

245 250 

<210> 79 

<211> 475 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 	79 

Met Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser 	Glu Val 	Gln Leu Leu Glu Gln Ser Gly Ala Glu Leu Val 

20 25 30 

Arg Pro Gly Thr Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ala 

35 40 45 

Phe Thr Asn Tyr Trp Leu Gly Trp Val Lys Gln Arg Pro Gly His Gly 

50 55 60 



210 

Leu Glu Trp Ile Gly Asp Ile Phe Pro Gly Ser Gly Asn Ile His Tyr 

65 70 75 80 

Asn Glu Lys Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser 

85 90 95 

Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Phe Glu Asp Ser Ala 

100 105 110 

Val Tyr Phe Cys Ala Arg Leu Arg Asn Trp Asp Glu Pro Met Asp Tyr 

115 120 125 

Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

130 135 140 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 

145 150 155 160 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 

165 170 175 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 

180 185 190 

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 

195 200 205 



211 

Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val 

210 215 220 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 

225 230 235 240 

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala 

245 250 255 

Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 

260 265 270 

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 

275 280 285 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 

290 295 300 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser 

305 310 315 320 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 

325 330 335 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 

340 345 350 



212 

Pro 	Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 

355 360 365 

Gln 	Val Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 

370 375 380 

Val 	Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 

385 390 395 400 

Val 	Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 

405 410 415 

Pro Pro Val 	Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 

420 425 430 

Thr 	Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser 

435 440 445 

Val 	Met His 	Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser 

450 455 460 

Leu Ser Pro His His His His His His His His 

465 470 475 

<210> 80 

<211> 239 

<212> PRT 

<213> Artificial 	Sequence 



213 

<220> 

<223> an 	artificially synthesized sequence 

<400> 80 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser Glu Leu Val Met Thr Gln Ser Pro Ser Ser Leu Thr Val 

20 25 30 

Thr Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu 

35 40 45 

Leu Asn Ser Gly Asn Gln Lys Asn Tyr Leu Thr Trp Tyr Gln Gln Lys 

50 55 60 

Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu 

65 70 75 80 

Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe 

85 90 95 

Thr Leu Thr Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr Tyr 

100 105 110 

Cys Gln Asn Asp Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys 

115 120 125 



214 

Leu Glu 	Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro 

130 135 140 

Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu 

145 150 155 160 

Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp 

165 170 175 

Asn Ala Leu 61n Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp 

180 185 190 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys 

195 200 205 

Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln 

210 215 220 

Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

225 230 235 

<210> 	81 

<211> 	453 

<212> 	PRT 

<213> 	Artificial 	Sequence 

<220> 



215 

<223> an 	artificially synthesized sequence 

<400> 81 

Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly 

1 5 10 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr 

20 25 30 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 45 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp 

50 55 60 

Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gln Ser Ile 

65 70 75 80 

Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr 

85 90 95 

Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe 

100 105 110 

Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr 

115 120 125 



216 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 

130 135 140 

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

145 150 155 160 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 

165 170 175 

Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser 

180 185 190 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys 

195 200 205 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 

210 215 220 

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 

225 230 235 240 

Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

245 250 255 

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 

260 265 270 



217 

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 

275 280 285 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 

290 295 300 

Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 

305 310 315 320 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 

325 330 335 

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 

340 345 350 

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 

355 360 365 

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

370 375 380 

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 

385 390 395 400 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 

405 410 415 



218 

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser 

420 425 430 

Cys Ser Val 	Met His 	Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser 

435 440 445 

Leu Ser Leu Ser Pro 

450 

<210> 82 

<211> 	216 

<212> 	PRT 

<213> 	Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 	82 

Gln 	Ala Val 	Val 	Thr 	Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu 

1 5 10 15 

Thr 	Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser 

20 25 30 

Asn Tyr Ala Asn Trp Val 	Gln Glu Lys Pro Asp His Leu Phe Thr Gly 

35 40 45 

Leu 	Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe 

50 55 60 



219 

Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala 

65 70 75 80 

Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn 

85 90 95 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg Thr Val 

100 105 110 

Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys 

115 120 125 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 

130 135 140 

Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn 

145 150 155 160 

Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser 

165 170 175 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 

180 185 190 

Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 

195 200 205 



220 

Lys Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 83 

<211> 443 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 83 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 5 10 15 

Ser Val Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Glu Met His 	Trp 	Ile Arg Gln Pro Pro Gly Gln Gly Leu Glu Trp Ile 

35 40 45 

Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gln Lys Phe 

50 55 60 

Lys Gly Arg Val 	Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 

65 70 75 80 



221 

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Gly Thr Leu Val Thr 

100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 

115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 

130 135 140 

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 

145 150 155 160 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 

165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 

180 185 190 

Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 

195 200 205 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 

210 215 220 



222 

Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu 

225 230 235 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 250 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 

260 265 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 280 285 

Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu 

290 295 300 

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 310 315 320 

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 330 335 

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 

340 345 350 

Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 360 365 



223 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 375 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 

385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 410 415 

Gln Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn 

420 425 430 

His 	Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 440 

<210> 84 

<211> 219 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 84 

Asp 	Ile Val 	Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

1 5 10 15 

Glu Pro Ala Ser 	Ile Ser Cys Arg Ser Ser Gln Ser Leu Val His Ser 

20 25 30 



224 

Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Ala 

35 40 45 

Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gln Asn 

85 90 95 

Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 

100 105 110 

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

115 120 125 

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

130 135 140 

Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gln 

145 150 155 160 

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

165 170 175 



225 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

180 185 190 

Lys 	His Lys Val 	Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

195 200 205 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 85 

<211> 453 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 85 

Glu 	Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly 

1 5 10 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr 

20 25 30 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 45 



226 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp 

50 55 60 

Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gln Ser Ile 

65 70 75 80 

Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr 

85 90 95 

Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe 

100 105 110 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr 

115 120 125 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 

130 135 140 

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

145 150 155 160 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 

165 170 175 

Thr Phe Pro Ala Val Leu Lys Ser Ser Gly Leu Tyr Ser Leu Ser Ser 

180 185 190 



227 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys 

195 200 205 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 

210 215 220 

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 

225 230 235 240 

Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

245 250 255 

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 

260 265 270 

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 

275 280 285 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 

290 295 300 

Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 

305 310 315 320 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 

325 330 335 



228 

Pro Ala Pro 	Ile 	Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 

340 345 350 

Glu 	Pro Gln Val 	Tyr Thr Leu Pro Pro Ser Arg Cys Glu Leu Thr Lys 

355 360 365 

Asn Gln Val 	Ser Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp 

370 375 380 

Ile 	Ala Val 	Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 

385 390 395 400 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser 

405 410 415 

Lys Leu Thr Val 	Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser 

420 425 430 

Cys Ser Val 	Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 

435 440 445 

Leu Ser Leu Ser Pro 

450 

<210> 86 

<211> 216 

<212> PRT 

<213> Artificial 	Sequence 



229 

<220> 

<223> an 	artificially synthesized sequence 

<400> 86 

Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu 

1 5 10 15 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser 

20 25 30 

Asn Tyr Ala Asn Trp Val Gin Glu Lys Pro Asp His Leu Phe Thr Gly 

35 40 45 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe 

50 55 60 

Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala 

65 70 75 80 

Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn 

85 90 95 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg Thr Val 

100 105 110 

Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys 

115 120 125 



230 

Ser 	Gly Thr Ala Glu Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 

130 135 140 

Glu Ala Lys Val 	Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn 

145 150 155 160 

Ser Glu Glu Ser Val 	Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser 

165 170 175 

Leu Ser Ser Thr Leu Glu Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 

180 185 190 

Val 	Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr 

195 200 205 

Lys Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 87 

<211> 443 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 87 



231 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Glu Met His Trp Ile Arg Gln Pro Pro Gly Gln Gly Leu Glu Trp Ile 

35 40 45 

Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gln Lys Phe 

50 55 60 

Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 

65 70 75 80 

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr Leu Val Thr 

100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 

115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 

130 135 140 



232 

Glu Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 

145 150 155 160 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Glu Ser Ser Gly 

165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 

180 185 190 

Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 

195 200 205 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 

210 215 220 

Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu 

225 230 235 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 250 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 

260 265 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 280 285 



233 

Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu 

290 295 300 

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 310 315 320 

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 330 335 

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu Pro Pro Ser 

340 345 350 

Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys 

355 360 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 375 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 

385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 410 415 

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn 

420 425 430 



234 

His 	Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 440 

<210> 88 

<211> 443 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 88 

Gln 	Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 5 10 15 

Ser Val Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Glu Met His 	Trp 	Ile Arg Gln Pro Pro Gly Gln Gly Leu Glu Trp Ile 

35 40 45 

Gly Ala Ile Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gin Lys Phe 

50 55 60 

Lys Gly Arg Val 	Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 

65 70 75 80 

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 



235 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gln Gly Thr Leu Val Thr 

100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 

115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 

130 135 140 

Glu Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 

145 150 155 160 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Glu Ser Ser Gly 

165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 

180 185 190 

Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 

195 200 205 

Val Asp Glu Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 

210 215 220 

Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu 

225 230 235 240 



236 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 250 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 

260 265 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 280 285 

Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val Val Ser Val Leu 

290 295 300 

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 310 315 320 

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 330 335 

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu Pro Pro Ser 

340 345 350 

Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys 

355 360 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 375 380 



237 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 

385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 

405 410 415 

Gln 	Gly Asn Val 	Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn 

420 	 425 430 

His 	Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 	 440 

<210> 89 

<211> 219 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 89 

Asp 	Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

1 5 10 15 

Glu Pro Ala Ser 	Ile Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 

20 	 25 30 



238 

Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Ala 

35 40 45 

Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gin Asn 

85 90 95 

Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 

100 105 110 

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

115 120 125 

Gln Leu Lys Ser Gly Thr Ala Lys Val Val Cys Leu Leu Asn Asn Phe 

130 135 140 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

145 150 155 160 

Ser Gly Asn Ser Lys Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

165 170 175 



239 

Thr Tyr Ser Leu Ser Ser Thr Leu Lys Leu Ser Lys Ala Asp Tyr Glu 

180 185 190 

Lys His Lys Val 	Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

195 200 205 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 90 

<211> 219 

<212> PRT 

<213> Artificial 	Sequence 

<220> 

<223> an 	artificially synthesized sequence 

<400> 90 

Asp 	Ile Val 	Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

1 5 10 15 

Glu Pro Ala Ser 	Ile Ser Cys Arg Ser Ser Gln Ser Leu Val His Ser 

20 25 30 

Asn Arg Asn Thr Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Ala 

35 40 45 

Pro Arg Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

50 55 60 



240 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gln Asn 

85 90 95 

Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 

100 105 110 

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Lys 

115 120 125 

Gin Leu Lys Ser Gly Thr Ala Lys Val Val Cys Leu Leu Asn Asn Phe 

130 135 140 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

145 150 155 160 

Ser Gly Asn Ser Lys Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

165 170 175 

Thr Tyr Ser Leu Ser Ser Thr Leu Lys Leu Ser Lys Ala Asp Tyr Glu 

180 185 190 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

195 200 205 



241 

Pro Val 	Thr Lys Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 91 

<211> 474 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 91 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val His Ser 	Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln 

20 25 30 

Pro Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu 

35 40 45 

Thr Asn Tyr Gly Val His Trp Val Arg Gin Ser Pro Gly Lys Gly Leu 

50 55 60 

Glu Trp Leu Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr 

65 70 75 80 



242 

Pro Phe Thr Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln 

85 90 95 

Val Phe Phe Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr 

100 105 110 

Tyr Cys Ala Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp 

115 120 125 

Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro 

130 135 140 

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 

145 150 155 160 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

165 170 175 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 

180 185 190 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 

195 200 205 

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn 

210 215 220 



243 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 

225 230 235 240 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala 

245 250 255 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 

260 265 270 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser 

275 280 285 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 

290 295 300 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr 

305 310 315 320 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn 

325 330 335 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 

340 345 350 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln 

355 360 365 



244 

Val Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 

370 375 380 

Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 

385 390 395 400 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 

405 410 415 

Pro Val 	Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 

420 425 430 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val 

435 440 445 

Met His 	Glu 	Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu 

450 455 460 

Ser Pro His His His His His His His His 

465 470 

<210> 92 

<211> 233 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 



245 

<400> 92 

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1 5 10 15 

Val 	His Ser Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val 

20 25 30 

Ser Pro Gly Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile 

35 40 45 

Gly Thr Asn Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg 

50 55 60 

Leu Leu Ile Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg 

65 70 75 80 

Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser 

85 90 95 

Val 	Glu Ser Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn 

100 105 110 

Trp Pro Thr Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr 

115 120 125 

Val 	Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu 

130 135 140 



246 

Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro 

145 150 155 160 

Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly 

165 170 175 

Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr 

180 185 190 

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His 

195 200 205 

Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val 

210 215 220 

Thr Lys Ser Phe Asn Arg Gly Glu Cys 

225 230 


