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Sequences

SEQ ID NO:1: TMirt877v3.1
GUAGAGGAGAUGGCGCAGGGUUCAAGAGACCCUGCGCCAUCUCCUUUCUCAGUUUGGAUUGU

CUCUUUCUUUCUUCUAAG

SEQ ID NO:2: TMirt877v3.2
GUAGAGGAGAUGGCGCAGGGUUCAAGAGACCCUGCGCCAUCUCCUUUCUCAGUUUUUUCUCU
UUCUUUCAAG

SEQ ID NO:3: DMPKTertS _
GUAGGAGUAGCCCACAAAAGGUUCAAGAGACCUUUUGUGGGCUACUCUUCUCAGUUUUUUCU
CUUUCUUUCAAG

SEQ ID NO:4: DMPKTMirt13 ‘
GUGUAGUGAAGAUGAAGUGGGUUCAAGAGAUCUGCUUCAUCUUCACUAUCUCAGUUUUUUCU
CUOUUCUUUCAAG

SEQ ID NO:5: TertFL19
GUGAGAGAAGCGCACACAGGCUUCAAGAGAGCCUGUGUGCGCUUCUCUUCUCAGUUUUUUCU
CUUUCUUUCAAG

SEQ ID NO:6: TMirtVegfal
GUAAAUGUAUGUAUGUGGGUGUUCAAGAGACACCCACACACAUACAUCUCAGUUUUUUCUCU
UUCUUUCAG

SEQ ID NO:7: TMirtVegfa4
GUAGAGCAGCAAGGCAAGGCUUUCAAGAGAAGCCUUGCCUUGCUGCUCUCUCAGUUUUUUCU
CUUUCUUUCAG

SEQ ID NO: 8: TertVegfa7
GUGGAUCAAACCUCACUAAUAUUCAAGAGAUAUUGGUGAGGUUUGAUCCGUCAGUUUUUUCU
CUUUCUUUCAG

SEQ ID NO:9: TMirtVegfas
GUAGAUUAUGCGGAUUAAAUUUCAAGAGAGUUUGAUCCGCAUAAUCUGUCAGUUUUUUCUCY
UUCUUUCAG . ‘

SEQ ID NO:10: TMIrtTerC2
GUGAGAACCGAGUUCCGGGUGUUCAAGAGACACCCGGAACTCGGUUCUUCUCAGUUUUUUCY
CUUUCUUUCAG

SEQ ID NO:11: TMirtTerC4 _
GUAAGACACCGAACACGGGGAUUCAAGAGAUCCCCGUGUUCGGUGUCUUCUCAGUUUUUUCU
CUUUCUUUCAG '

Fig 12 (continued)
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SEQ ID NO:12: TMirtTert?7
GUAGAUGACAGAAUGAGCAGCUUCAAGAGAGCUGCUCAUUCUGUCAUUCUCAGUUUUUUCUC
UUUCUUUCAG

SEQ ID NO:13: TMirtTert8 v
GUAAGAACCUAAGGUUAGUGAUUCAAGAGAUCACUAACCUUAGGUUCUUCUCAGUUUUUUCU
CUUUCUUUCAG

SEQ ID NO:14: TMirtDKC8
GUAAAUAGCUGCAGAUAGUUAUUCAAGAGAUAACUAUCUGCAGCUAUUUCUCAGUUUUUUCU
CUUUCUUUCAG

SEQ ID NO:15: TMirtDKC9

GUAGGAGAGGACUAUCUAUGGUUCAAGAGACCAUAGAUAGUCCUCUCUUCUCAGUUUUUUCU
CUUUCUUUCAG

SEQ ID NO: 16
CTCAG

SEQ ID NO: 17
CUCAG

SEQ ID NO: 18
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCUCAGNN
NNNNNN

SEQ ID NO: 19
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCUCAGNNNNNNNNNNNNNNN
N

SEQ ID NO: 20 :
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NYUNAYNNNNNNNN

SEQ ID NO: 21
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNYUNAYNNNNNNNNNNNNNNNNNNNNN
N

SEQ ID NO: 22
NNNNNNNNNNNNNNNNNNNTT

SEQ ID NO: 23
NNNNNNNNNNNNNNNNNNNTT

Fig. 12 (continued)
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SEQ ID NO: 24 VEGF Tl Primer
TCGATGCAGATTATGCGGATCAAACCTGTAGACACACCCACCCACCCACATACATACATTTA
TGCGGATCAAACCTCACCAA

SEQ ID NO: 25
GGCCTTGGTGAGGTTTGATCCGCATAAATGTATGTATGTGGGTGGGTGGGTGTGTCTACAGG
TTTGATCCGCATAATCTGCA

SEQ ID NO: 26 VEGF T2 PRIMER
TCGAGCCTTGCCTTGCTGCTCTACCTCCACATGATCTTTTTTTTGTCCCACTAATGTTATTG
GTGTCTTCAC

SEQ ID NO: 27
GGCCGTGAAGACACCAATAACATTAGTGGGACAAAAAAAAGATCATGTGGAGGTAGAGCAGC
AAGGCAAGGC

SEQ ID NO: 28 GGTGTTTCGTCCTTTCCACAA

SEQ ID NO: 29 U6F
GGCTGCAGGTCGACGGAT

SEQ ID NO: 30 hGAPDH F

AAGGTGAAGGTCGGAGTCAA

SEQ ID NO: 31 hGAPDH R
GAAGATGGTGATGGGATTTC

'SEQ ID NO: 32 VEGFA F

CGGATCAAACCTCACCAAGGC

SEQ ID NO: 33 VEGFA R
AGGGAGGCTCCTTCCTCCT

SEQ ID NO: 34
GUNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCUCAGCU
CUCUCUCUCUCUCUAG

SEQ ID NO: 35 {(natural TMirt 877)

GUAGAGGAGAUGGCGCAGGGGACACGGGCAAAGACUUGGGGUUCCUGGGACCCUCAGACGUG
UGUCCUCUUCUCCCUCCUCCCGA

Fig. 12 (Continued)
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SEQ ID NO: 36 TMirt877vl
GTAGAGGAGATGGCGCAGGGGACACGGGCAAAGACTTGGGGGTTCCTGGGACCCTCAGACGT
GTGTCCTCTTCTCCCTCCTCCCTTAATTTTATTATCACCATGACATTGACTCTTTCATAATC
TACTTAG

SEQ ID NO: 37 TMirt877v2
GTAGAGGAGATGGCGCAGGGTTCAAGAGACCCTGCGCCATCTCCTTTCTCAGATTTTATTTT
ATTAGCAGCATGAGATTGACTCTTTCATAATCTACTTAAG

SEQ ID NO: 38 MirtFL19
GTGAGAGAAGCGCACACAGGCAAGCATCATTAAGCCAGAGCTTGTCTCAGCTTGCCTGTTTG
CTCTTCTTTTAG

SEQ ID NO:39 Vegfal-miRNA
GTGAGCTCGAGCCCTGCCGGGCGTAAATGTATGTATGTGGGTGTTTGTGTAGCACCCACATA
CATACATTTATGCTCCAGCAGGGCACGCAAAGCTCAGTTTTTTCTCTTTCTTTCAAG

SEQ ID NO: 40 Vegfa8-miRNA
GTGAGCTCGAGCCCTGCCGGGGCTGGTAGATTATGCGGATTAAATTTGTGTAGTTTGATCCG
CATAATCTGTCAGCTCCAGCAGGGCACGCAAAGCTCAGTTTTTTCTCTTTCTTTCAAG

SEQ ID NO: 41
GTRRRNNNNNNNNNNNNNNNNTCAAGAGNNNNNNNNNNNNNNNNNNCTCAGTTTTTTCTCTT
TCTTTCAAG

SEQ ID NO: 42

.GTRRRNNNNNNNNNNNNNNNTTCAAGAGANNNNNNNNNNNNNNNNNCTCAGTTTTTTCTCTT

TCTTTCAAG

SEQ ID NO: 43 Mirtronl

GTGAGTGCCGGTGCCTGCCCTGGGGCCETCCCTGCGCAGGGGCCGGGTGCTCACCGCATCTG
CCCCGCAG-

SEQ ID NO: 44 Mirtron2
GTGGGETTGGGGCGGGCTCTGGGGATTRGGTCTCACAGCCCGGATCCCAGCCCACTTACCTTG
GTTACTCTCCTTCCTTCTAG

" SEQ ID NO:45 Mirtron 3

GTGAGCAGGCGAGGCTGGGCTGAACCCETGGGTGAGGAGTGCAGCCCAGCTGAGGCCTCTGC
TGTCTTATCTGTCTCCTACAG

SEQ ID NO:46 Mirtron 4
GTGAGTGGGGCTCCCGGGACGGCGCCCGCCCTGGCCCTGGCCCGGCGACGTCTCACGGTCCC
TCTCCCCTCAG

Fig.l1l2 (continued)
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SEQ ID NO:47 Mirtron 5 _
GTGAGTGGGAGCCGGTGGGGCTGGAGTAAGGGCACGCCCGGGGELCTGCCCCACCTGCTGACCA
CCCTCCCCCCACAG

SEQ ID NO:48 Mirtron 6
GTGAGTGTGGATTTGGCGGGGTTCGGGGGTTCCGACGGCGACCTCGGCGACCCCTCACTCAC
CGCTTCCTCTTTCCGCAG

SEQ ID NO:49 Mirtron 7
GTAAGCAGGGGCTCTGCETGATGEGTGAGGAGCAACAGGCACCCTCCTCCACAGCCCCTGECTCA
TTCCTGCTGCCCCCCACCCCCTCCCACTGCCTCACCCTCTAG

SEQ ID NO:50 Mirtron 8
GTGCGGAACGCTGGCCGGGEGCGGGAGGGGAAGGGACGCCCGGECCGGAACGCCGCACTCACGT
CGCCTCTGCCCACAG

SEQ ID NO:51 Mirtron 9
GTGAGGAGGGGCTGGCAGGGACCCCTCCAAGTTGGGGACGGCAGCCAGCCCCTGCTCACCCC
TCGCCTTCCTTGTCTCCTCTGCCCACCTTGTCCTCACACTAG .

SEQ ID NO: 52 Mirtron 10
GTGAGTAGTGGCGCGCGGCGGCTCGGAGTACCTCTGCCGCCGCGCGCATCGGCTCAGCATGC
CCGTCTCTGTCTCCTCAG

SEQ ID NO:53 Mirtron 11
GTGAGTCAGGGTGGGGCTGGCCCCCTGCTTCGTGCCCATCCGCGCTCTGACTCTCTGCCCAC
CTGCAG

SEQ ID NO: 54 Mirtron 12
GTGCGGACGCGGCCCAGTCCTGCCCAAGGACCGGGGAGCGGGAGGCCCACTGGGGTCCCTGE
GCTGAGCCCGTCCCCACCCCTCCCCAG

SEQ ID NO:55 Mirtron 13
GTACTAGGGGCCTGGAGGTTTGGGCTCCAAGAGAAGCTTGACAGAGCCCACGCCCGACCCCT
ACTTCTGTTTCTTCCTAAG

SEQ ID NO:56 Mirtron 14
GTCAGTGTGTGGGTGTCGGGGGTGGGEGCATGGCGGACCTGCGACCTGACCCCTGACACGGE
CCTCCTTTCCACTGCAG

SEQ ID NO:57 Mirtron 15 ‘
GTGAGCAGGGCTGGGGTACCTCCCCCAACCTAGGACACCCCACTTGCCCTGCTGACCCCAGC
TGTCCCGGTGTAG '

SEQ ID NO:58 Mirtron 16
GTGAGTGGGGCACGGAGGCTGCTGCTCCCCTCGGCCACCGTGAGCAGGGAGCCGCCCTCACA,
CCCCCTCCTCTCCACAG

Fig.12 (continued)
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SEQ ID NO:59 Mirtron 17

GTCAGTGGGACCAGACAAGGGGAGTGGTGGTTGTCTCTGCCTGGGAAACTGACCATCTTTGT-
TTTTGTAATTCTTCAG

SEQ ID NO:60 TMirtFL25
GTTAGACAGGTCGTACTTGTCTTCAAGAGAGACAAGTACGACCTGTCTACTCAGTTTTTTCT
CTTTCTTTCAAG

SEQ ID NO:61 TMirtFL26
GTGAACAGCATGGGCATTTAATTCAAGAGATTAAATGCCCATGCTGTTCATCAGTTTTTTCT
CTTTCTTTCAAG

SEQ ID NO:62 TMirtVegfa2
GTGGGTGGGTGTGTCTACAGGTTCAAGAGACCTGTAGACACACCCACCCCTCAGTTTTTTCT
CTTTCTTTCAAG

SEQ ID NO:63 TMirtVegfa3 , ‘ _
GTGAAGACACCAATAACATTATTCAAGAGATAATGTTATTGGTGTCTTCCTCAGTTTTTTCT
CTTTCTTTCAAG

SEQ ID NO:64 TMirtVegfaé

GTGGGCAAAAAAAAGATCATTTCAAGAGAATGATCTTTTTTTTGTCCCCTCAGTTTTTTCTC
TTTCTTTCAAG

Fig.12



