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Sample | Lot Sample 1D BCA-mg/mi DNA-jg/ml) BV-ELISA-pg/mi
2 031810 Rabies G839 0.39 0.34 55
Sample | Lot Sample ID Sterility LAL Ellimi| Plaque pfuiml
2 031810 | Rabies G839 (DIL) negative 041 ND@?G'1and 10-2
Sample ID
Lot | Descripion Lane Band MW % Band Purity
031810 |Rabies G839 4 Rabies 540 852
(031810 |Rabies G839 5 Rabies 54.6 86.1
B {- B-Me)

Lane 1: Precision Plus Protein Standard
Lane 2: RV G Protein (Lot 021610)

Lane 3: RV G Protein (Lot 021610
(
(

Lane 5 RV G Protein {Lot 031810

)
Lane 4. RV G Protein (Lot 031810)
)
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Rabbit #181 rabies IgG Titer
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Rabbit #182 rables IgG Titer
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SEQ D NO: 1
ATGETGCCCCAGLCTCTGCTCTTCETGCCTTTGCTGETCTTCCCACTCTGCTTCGGCAAGTTCCCCATCTACACC

ATCCCTGACRAGCTGGECCCCTRETCCCCTATCGACATCCACCACTIGTCTTGUCCTAACAACCTGEIGGTCGAG
GACGAAGGCTGCACTARCTTGTCCGEATTCTCTTACATGGAGCTGAAAGTGEETTACATCTCCGCTATCAAGRTG
AACGGCTTCACTTGCACCGGAGTGETCACCGAGGCCGARACTTACACCAACTTCGTCOGCTACGTCACCACTACC
TTCAAGAGGAAGCACTTCAGACCAACTCCCRACGCTTGCAGGLCTGUCTACAACTGGAAGATGGCCGRAGACCTA
AGATACGAGGAATCCCTGCACAACCCTTACCCAGACTACCACTGGCTCCCTACCRTGAAGACTACCAAGGAGTCC
CTGGTCATCATCTCCCCATCTETCGCTCACCTCGACCCCTACGRCCETAGCTTGCACTCARGAGTCTTCCCAGET
GGARACTGCAGCGGAGTGGLCLTCTCCTCTACTTACTGCTCAACCARCCACGACTACACTATCTGGATGCCAGRG
AACCCCCGCCTGEECATGAGCTCCGACATCTTCACCAACTCACGTGCARRGCGUGCCTCCAAGGGTTCTGAGACT
TECAGCTTCGTGGACCAARGGEETTTGTACAAGTCCCTGARGGLCGCTTGCARGCTCAAGTTRTGLGLCGTRCTE
GGACTCAGATPTGATGGACGGCACCTGEETCCCCATGCAGACTAGCAACCAGACCAAGTGETGCCCCCCTCCACAA
CTCGTGAACTTGCACGACTTCOGTTCAGACGAGATCGAACACCTGGT GETCCAGGARCTCGTCARGAAGCGLGAG
GARTGCCTGGACGCTCTCOAGRGCATCATGACTACCAAGAGCGTGTCATTCCGTCGCTTCTCACACCTGAGGRAG
CTCGTCCCOGGTTTCCECAAGGCCTACACTATCTTCAACAAGACCCTCATGGAGGCTGACGCCCACTACAAGTCC
GTGCGTACCTRGAACGAARTCATCCCCTCTAAGGGTTGCCTGCGTGTCGEAGGTAGATGCCACCCTCACGTGAAC
GGAGTCTTCTTCARCGRTATCATCCTGGETCCTGACGGCAACGTGCTCATCCCAGAGATGCARAGCTCACTCTTG
CAGCAACACATGGAACTGCTCRTGICCTCTGTCAT CCCTCTCATGCACCCATTGGRCTGACCCCAGCACCETCTTIC
AAGRACGGCGACGAGGCCGARGACTTCGTGRAGGTCCACCTCCCAGACGTGCACGRACGCATCTCCGGAGTCGAC
CTGGGTCTCCCCAACTGEEEARAGTACCTRTTGCTRTCTEC TRRTGCCCTCACCECTTTGATGCTGATCATCTTIC
TPGATGACTTCCTGGACCAGAGTCARCAGETCTGAGCCTACTCACCACAACCTCAGGGCAACCGETAGAGRAGTG
TCCGTCACTCCACAATCTGGAAAGRTCATCAGCTCATGGGAGAGCTACARGTCAGGLGEAGAAACCEGTCTG
ThA

SEQIDNOG: 2
MVPQALLFVPLLVFPLCFGRY P IYTIPDRLGPWO P IDIHHLSCPNNLVVEDEGCTRLAGEF
SYMELKVGYISATKMNGFTCTGVVTEAETY TNFVGYVTTTFERKHFRPTPDACRAAYNWK
MAGDPRYEESLENPYPDYHWLRTVRTTKESLVIISPSVADLDPYDRSLESRVEPGGNCSG
VAVSSTYCSTRHEDYTIWMPENPRLGMSCDIFTNSRGEKRASRGSETCGFVDERGLYRSLEG
ACKLELCGVLGLRLMDGTRVAMOTSNETRWCPPGOLVNLHEDFRSDETEHLVVEELVEKRE
ECLDALES IMTTKSVSFRRLSELRELVPGFGRAYT IFNETLMEADAHYRSVRTHNELIPS
KGCLRVGGRCHPHVNGVEFRGI ILGPDGNVLIPEMOSSLLOOHMELLVSSVIPLMEPLAD
PSTVFENGDEAEDFVEVIELPDVHERISGVDLGLPNWGKYVLLSAGALTALMLITFLMTCH
RRVNRSEPTQHNLRGTGREVEVTPQSGRIISSWESYESGGETGL
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