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SEQ ID NO:1
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atggggyg
ggggctgete
ggaccaccgg
ctgcctggat
gcagatccag
cgaatggaca
cctgcagctg
gcatcaccac
atatgaggtg
gtccaagaat
catgagctca
gctgcgtgtyg
ttttccgcac
accagaadgag
ctgtcgccac
acactccgcg
catgcccctg
catcctgctc
tgatgacacc
gcccaggaag
gaaattcgcc
agagcaggcc
ggtggagagce
ggcgctcectg
ggacctgttc
cggcacctac
gttecggegey
ccaggacctg
caactacctg
ctggcaggtc
ggatgccccyg
catcgtgaag
cccgcectggtce
ccggggtcag
cctggtggcc
ggcgggggag
cctcttecte
tcctgacctce
cgagcagagt
agacccacac
catctccagg
agaggagcag
gaggagcctc
gatggggtca

ccgcacgcag
ctgctgctcce
gcgctggtcet
gacagctgga
ctgcactttg
ctgcagacag
aacaccaatg
aggcggtggce
accgttcacc
ttccttgtgce
ggcagcctgt
agcttcaccc
atggagaacc
ttccaccagc
caagtgcaga
actgtttcct
tgggtgtact
atcgtctgca
aaatacaccg
gtctggatca
cagttcctgce
atctcggagg
aactctaaga
ggccgggggg
actgcagcca
gtagtctgct
gegeegeggt
gagatgttcc
cggagcccgg
cgctgtcccg
tcccectggacg
cgggcgceccce
ggggaggaag
ccagcgccgce
gcggtggagce
ggcgaggect
cccgtggacce
cttccagagg
ctgagctgcc
acgccctacg
agctccccgce
gacccaggga
cagcggcagce
gagtcagagyg

cccgccgtec
tgggcgtgct
gctcccagcce
ttcacccteg
cccacaccca
acgccagcat
aacgtttgtg
gttttacctt
acctgcccaa
ctgactgtga
gggaccccaa
tgtggaacga
acagttgctt
gatccaacgt
tccagccctt
gcccagaaat
ggttcatcac
tgacctggag
atggcctgcc
tctactcagce
tcaccgcctg
caggagtcat
tcatcgtcct
cgcctgtgceg
tgaacatgat
acttcagcga
acccgctecat
agccgggccg
gcggcaggca
actggttcga
aagaggtgtt
tggtgcgcga
gaggagcagc
agcccctcca
ctgggcccecct
gcccgctgcet
ccgaggactc
acgtgaggga
aggcccaggg
aggaggagca
agccccecga
agccggcecect
tgcttttccg
ggcccagtgce

gctgtcceccgg
ggcceccgggt
ggggctaaac
aaacctgacc
acaaggagac
cctgtacctc
cgtcaggttt
cagccacttt
gcccatccect
gcacgccagg
catcaccgtg
atctacccat
tgagcacatg
cacactcact
cttcagcagc
gccagacact
gggcatctcc
gctagctggyg
tgcggctgac
cgaccacccc
cggcacggaa
gacctgggtyg
gtgctcccgce
gctgcgctgce
cctcceccggac
ggtcagctgt
ggacaggttce
catgcaccgc
gctccgegcece
atgtgagaac
tgaggagcca
gcctggctcece
agtggcaaag
caccctggtg
ggctgacggt
gggcagccecg
gccecttgge
gcacctcgaa
gggctgcagt
gcggcagtca
gggactcacg
gccactctct
ccagctgcag
atga

Figure 1A
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ggcccctgcet
ggcgcctccce
tgcacggtca
ccctectecce
ctgttcccecg
gagggtgcag
gagtttctgt
gtggttgacc
gatggggacc
atgaaggtaa
gagaccctgg
taccagatcc
caccacatac
ctacgcaacc
tgcctcaatg
ccagaaccaa
atcctgctgg
cctggaagtg
ctgatccccc
ctctacgtgg
gtggcectygyg
ggccgtcaga
ggcacgcgcg
gaccacggaa
ttcaagaggc
gacggcgacg
gaggaggtgt
gtaggggagc
gccctggaca
ctctactcag
ctgctgcctc
caggcctgcc
ctggaacctc
ctcgccgcag
gccgcagtcce
ggcgctggge
agcagcaccc
ggcttgatgc
agacccgcca
gtgcagtctg
gaaatggagyg
cccgaggacce
aagaactcgg

tgcgactcct
agaatagtac
caaaggacct
tggctcacat
agttatctgt
ccaaactgag
ctgaccagga
caaaccacca
ccacgccatg
aggcccacca
tgctgaccag
ctgcgcccag
ttaaagggtg
actgcctcag
ttccggacta
tgggctccgt
aaaaatacag
caccgctgaa
acgtggtcct
acctgctgga
agcaggagat
ccaagtggca
agcccgtggg
cagcctgctt
tccccecgacct
acttccgecat
tgtcggggga
ggttccggga
cagatgacca
cgggaaccgg
tggccataga
acctgcagcc
aggagggggc
ggctggcact
gaaatagcgt
ccatggcgtc
tctcgctcett
tggtcctcac
accagggcta
aagaggagga
tggagagcct
gctgggacac
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SEQ ID NO:2

1 MGAARSPPSAVPGPLLGLLLLLLGVLAPGGASLRLLDHRALVCSQPGLNC
51 TVKNSTCLDDSWIHPRNLTPSSPKDLOQIQLHFAHTQOGDLEPVAHIEWTL
101 QTDASILYLEGAELSVLOLNTNERLCVRFEFLSKLRHHHRRWRETEFSHEV
151 VDPDQEYEVTVHHLPKPIPDGDPNHQSKNFLVPDCEHARMKVTTPCMSSG
201 SLWDPNITVETLEAHQLRVSFTLWNESTHYQILLTSFPHMENHSCFEHMH
251 HIPAPRPEEFHQORSNVTLTLRNLKGCCRHQVQOIQPFFSSCLNDCLRHSAT
301 VSCPEMPDTPEPIPDYMPLWVYWFITGISILLVGSVILLIVCMTWRLAGP
351 GSEKYSDDTKYTDGLPAADLIPPPLKPRKVWIIYSADHPLYVDVVLKEFAQ
401 FLLTACGTEVALDLLEEQAISEAGVMTWVGROKQEMVESNSKIIVLCSRG
451 TRAKWOALLGRGAPVRLRCDHGKPVGDLFTAAMNMILPDFKRPACEFGTYV
501 VCYFSEVSCDGDVPDLFGAAPRYPLMDRFEEVYFRIQDLEMFQPGRMHRV
551 GELSGDNYLRSPGGRQLRAALDRFRDWOVRCPDWFECENLYSADDQDAPS
601 LDEEVFEEPLLPPGTGIVKRAPLVREPGSQACLAIDPLVGEEGGAAVAKL
651 EPHLOPRGQOPAPQPLHTLVLAAEEGALVAAVEPGPLADGAAVRLALAGEG
701 EACPLLGSPGAGRNSVLFLPVDPEDSPLGSSTPMASPDLLPEDVREHLEG
751 LMLSLFEQSLSCOAQGGCSRPAMVLTDPHTPYEEEQRQSVOSDOGYISRS
801 SPOPPEGLTEMEEEEEEEQDPGKPALPLSPEDLESLRSLORQLLFRQLOK
851 NSGWDTMGSESEGPSA

Figure 1B
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SEQ ID NO:3

1 ATGGGGGCCGCACGCAGCCCGCCGTCCGCTGTCCCGGGGCCCCTGCTGGGGCTGCTCCTG
61 CTGCTCCTGGGCGTGCTGGCCCCGGGETGGCGCCTCCCTGCGACTCCTGGACCACCGGGCG
121 CTGGTCTGCTCCCAGCCGGGGCTAAACTGCACGGTCAAGAATAGTACCTGCCTGGATGAC
181 AGCTGGATTCACCCTCGAAACCTGACCCCCTCCTCCCCAAAGGACCTGCAGATCCAGCTG
241 CACTTTGCCCACACCCAACAAGGAGACCTGTTCCCCGTGGCTCACATCGAATGGACACTG
301 CAGACAGACGCCAGCATCCTGTACCTCGAGGGTGCAGAGTTATCTGTCCTGCAGCTGAAC
361 ACCAATGAACGTTTGTGCGTCAGGTTTGAGTTTCTGTCCAAACTGAGGCATCACCACAGG
421 CGGTGGCGTTTTACCTTCAGCCACTTTGTGGTTGACCCTGACCAGGAATATGAGGTGACC
481 GTTCACCACCTGCCCAAGCCCATCCCTGATGGGGACCCAAACCACCAGTCCAAGAATTTC
541 CTTGTGCCTGACTGTGAGCACGCCAGGATGAAGGTAACCACGCCATGCATGAGCTCAGGC
601 AGCCTGTGGGACCCCAACATCACCGTGGAGACCCTGGAGGCCCACCAGCTGCGTGTGAGC
661 TTCACCCTGTGGAACGAATCTACCCATTACCAGATCCTGCTGACCAGTTTTCCGCACATG
721 GAGAACCACAGTTGCTTTGAGCACATGCACCACATACCTGCGCCCAGACCAGAAGAGTTC
781 CACCAGCGATCCAACGTCACACTCACTCTACGCAACCTTAAAGGGTGCTGTCGCCACCAA
841 GTGCAGATCCAGCCCTTCTTCAGCAGCTGCCTCAATGACTGCCTCAGACACTCCGCGACT
901 GTTTCCTGCCCAGAAATGCCAGACACTCCAGAACCAATTCCGGACTACATGACCGGTGGA
961 GGTGGAGGTGGAGGTGGAGGTCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCC
1021 CGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCC
1081 AGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACG
1141 CCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAG
1201 AGCAGGTGGCAGCAGGGGAACGTCTITCTCATGCTCCGTGATGCATGAGGCTCTGCACAAC
1261 CACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTARATAG

Figure 3A
SEQ ID NO:4
1 MGAARSPPSAVPGPLLGLLLLLLGVLAPGGASLRLLDHRALVCSQPGLNC
51 TVKNSTCLDDSWIHPRNLTPSSPKDLOIQLHFAHTQOGDLEFPVAHIEWTL

101 QTDASILYLEGAELSVLQLNTNERLCVRFEFLSKLRHHHRRWRETEFSHEV
151 VDPDQEYEVTVHHLPKPIPDGDPNHQSKNFLVPDCEHARMKVTTPCMSSG
201 SLWDPNITVETLEAHQLRVSEFTLWNESTHYQILLTSFPHMENHSCFEHMH
251 HIPAPRPEEFHORSNVTLTLRNLKGCCRHQVQIQPFFSSCLNDCLRHSAT
301 VSCPEMPDTPEPIPDYMTGGGGGGGGGOPREPOQVYTLPPSRDELTKNQVS
351 LTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDK
401 SRWOOGNVFEFSCSVMHEALHNHY TOKSLSLSPGK

Figure 3B
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PCBAZ-int-BGH SIL17RA-9G-CH3
6107bp

Figure 4
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MTT Assay: LA7F
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Retinal //17a Transcripts
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Clinical Lesion Scores
EV vs.sIL17R
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