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[FIG.2-1]

1 Amino acid sequence information of wild-type S5C (Sc—wt)

MLLFVETOLLAVFPAISTESP IFGPEEVNSVEGNSYS ITCYYPPTSVRNRHTREYWCRAGGARGGCITLISSEGYVSSKYA
GRANLTNFPENGTEVYNIAQLSQDDSGRYKCGLGINSRGLSFDVSLEVSQGPGLLNDTEVYTVOLGRTVTINCPFETEN
AQKRESLYKQIGLYPYLVIDSSGYVHNPNYTGRIRLDIQGTGOLLFSVVINQLRLSDAGQYLCQAGDDSNSNKENADLQY
LEPEPELVYEDLRGSNTFHCALGPEVANVAEFLCRASSGENCDVVVNTLGKRAPAFEGRILLNPUDKEDGSFSVVITGLR
KEDAGRYLCGAHSDGQLQEGSP IQAWQLFVNEESTIPRSPTVVEGYAGGSVAVLCPYNREESKS IRYWCLWEGAQNGRC
FLLYDSEGWYEAQYEGRLSLLEEPGNGTFTVILNQLTSRDPAGFYWCLTNGDTLRRTTVEIKI TEGEPNLEVPGNYTAVL
GETLEVPCHFPCEFSSYEKYWCKWNNTGCQALPSQDEGPSKAFYNCDENSRLVSLTLNLYTRADEGWYWCGYEQGHEYG
ETAAVYVAVEERKAAGSRDVSLAKADAAPDERYLDSGFRETENKATQDPRELLYPRGSPHHHHEH

@ Amino acid sequence information of SC12 deletion mutant (SC12)
MELFVE TOLLAVEPA TS TRSP IFGPEEYNSVEGNSY S ITCYYPPTSVNRHTREYWCRQGARGGCITLISSEGYVSSKEYA
GRANLTNFPENGTFYVNIAQLSQDDSGRYKCGLGINSRGLSFDYSLEVSQGPGLLNDTEVYTVDLGRTVT INCPFETEN
AQERESLYREQIGLYPVLVIDSSGYVNPNYTGRIRLDIQGTGQLLFSYVINQLELSDAGQY LCQAGDDENSNEENADLQY
LKPEPKLLYPRGSPHHHHHH

Italic: signal sequence (from human plgR)
Bold, underlined: Sc—wt or S5C12

Bold: thrombin site

Underline: His tag
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[FIG.2-2]

Gene information of SC—wt

atgeltgetelttegtigeteaectigectigetggegptcot teoccagecalteltecacgaagagteccatatttgptecegage

aggtgaatagtgtggaaggtaactcagtgtccatcacgtgetactacecaccecacctectgtcaaccggcacacccggaa

ggcgctacaagtgtigecctigggeatcaatagecpgagpectgtiecttipatpgtcagectgpaggtcagecagggtectgy
getectaaatgacactaaagteotacacagtggacetgppeagaacpptgaccatcaactgeccttteaagactgagaat
gcteaaaagaggaagtecttgtacaageagatagecetgtaccetgtogctopteategactecagtgettatgtaaate
ccaactatacaggaagaatacgccttgatattcaggptactggccagttactgtticagegttgtcatcaaccaactcag
gctcagegatgctggpcagtatctctpeccagpctggEpatgattccaatagtaataagaagaatgctgaccticcaagty

aageagratgcagegcgcltacctgigtggagecccattegpatgetcagctigcageaaggctegectateccaggeclgs

aactcttcgtcaatgaggagtccacgaticcoccgeagecccactigtggtgaagEEEEt g ggaggctctgtggccgt
getetgecoctacaaccgtaaggaaageaaaageatcaagtactggtgtetetgggaaggggeccagaatggccgctge

ceccctgetggtggacagegageggtgggttaaggeccagtacgagggeccgectetccctgetggaggagecaggcaacy

gcaccttcactgtecatecteaaccagetcaccagecgggacgecgpcttictactggtgtetgaccaacggegatactet

ctggaggaccaccgtggagatcaagattatogaaggagaaccaaaccicaaggtaccagegaatgtcacggetgtecty

geagagacteteaaggteccctgtecactttccatgcaaattectectegtacpagaaatactggtgeaagtggaataaca
cgggetgecaggecetgeccagecaagacgaaggececageaaggecttegtgaactgtigacgagaacagecgegecttigt

ctecctgaccctgaacctggtgaccagegetgatgagregctgptactggtgt ggagt gaagcagggccacttictat gy

gEtgcctegeggticcecclicaccaccaccaccaccactaa

Italic: signal sequence (from human plgR)
Bold, underlined: SC—wt

Bold: thrombin site

Underline: His tag
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[FIG.2-3]

Gene information of SC12 deletion mutant (SC12)
gfgetgetcttegtigelcacctigoctgeiggeggict toccagecalclioccacgaa EE E tececatattt EE tcce EE E E

agptpgaatagtgtiggaagptaactcagtgtecatcacgtgetactaceccacccacctetgicaaccgpgecacacccggaa

::c:ctacaa;t;t;:cct:::catcaata-cc-ar-cct-tccttt~at-tca-cct pagptcagecagggtcctgg

gctectaaatgacactaaagtctacacagtggacctgggcagaacggtgaccatcaactgecctttcaagactgagaat
getcagaagaggaagtectigtacaageagataggectgtaccetptpgetgpteategactecagtgpttatgtaaate
ccaactatacaggaagaatacpgecttpatattcaggetactgpecagtitactgttcagegttgteateaaccaacteag

getecagepatgetggrcagtatetetgccaggetgggpatgattccaatagtaataagaagaatpctgacetecaagt g
ctaaagecegageccaagelictggtgeectegeggticeocclcaccaccaccaccaccactiaa

Italic: signal sequence (from human plzR)
Bold, undelined: C12

Bold: thrombine site

Undeline: His tag
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[FIG.4]
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[FIG.6]
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[FIG.7]
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[FIG.8]
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[FIG.9]
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