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Fold increase (v.s. AAV5)
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Fig. 4

CLUSTAL format alignment by MAFFT FFT-NS-i (v7.215)

AAV1P4 -ggsgndvrs——anadgaa
AAVOAZ -ggrgnysrg--vdagaa
AAVrhl0AZ -ggrgnysrg--vdagaa
ARAVTAG ~ggrgnearv--reaqg--
AAVTAG+ ~ggrgnearv--readgaa
AAV10A6 —ggrgnearv—-—-readaa
AAV2P2 gggsgcdcrgdcfca——-
AAV-DJ-QR-P2 gggrgcdcrgdcfca---
ARAV2P2+ aggsgcdcrgdcfcagaa

AAV-DJ-QR-P2+ gggrgcdcrgdcfcagaa

* Kk Kk * *
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CLUSTAL multiple sequence alignment by

AAVZ2PZ
AAV2P2+
AAV-DJ-QR-P2
AAV-DJ-QR-P2+
AAV1P4

AAVOAZ
AAVrhlO0AZ2
AAVIAG
AAVAbG+
AAVI1O0A®6

Fig. 6

OGQSGCDCRG-DCFCA———
OGQSGCDCRG-DCFCAQAA
OGQRGCDCRG-DCFCA~——
QGQRGCDCRG-DCFCAQAA
~GQSGNDVRSANAQAA-——
~GQRGNYSRGVDAQAA-——
-GORGNYSRGVDAQAA-—-
~GQRGNEARVREAQ-————
—~GORGNEARVREAQAA - ——

~GOQRGNEARVREAQAA—~~~
*k ok * .

MUSCLE

PCT/EP2019/051128

(3.8)

CLUSTAL format alignment by MAFFT FFT-NS-1 (v7.215)

insertP4
insertA?2
insertA6
insertP2
insertQR-P2

—-ggsgndvrs—-—anagaa
-ggrgnysrg--vdagaa
—ggrgnearv--readaa
gggsgcdcrgdcfcagaa
gggrgcdcrgdcfcaqgaa

kok Kk * dek gk
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Fig. 7

CLUSTAL multiple sequence alignment by MUSCLE (3.8)

insertP2 QGQSGCDCRGDCEFCAQAA
insertQR-P2 QGOQRGCDCRGDCFCAQAA
insertP4 ~-GQSGNDVRSA--NAQAA
insertA?2 -GQRGNYSRGV-—-DAQAA
insertA6 —-GQRGNEARVR--EAQAA

* Kk Kk * *okokedk



