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GGCGAGAAAGCUUACCAUGCAGGCCGAGEGECCGCGECACCGECGEECUCGAC
CGGECGACGCCEACGEECCCEECEECCCEEECAUCCCEGACEECCCEEECG
GGAACGCGEECEECCCEEECEAGECCEECECCACCEECEEECEEEECCEG
CGEEECECCEECECCECCCEEECEAGCEECCCCEECEEEEECECCCCECE
GEECCCECACGECEECECCECCAGCGEECCUGAACCEEUCCUGCCEEUGCG
GCECCCECEECCCEEAGAGCCGEECUCCUGCGAGUUCUACCUGECCAUGCCG
UUCGCGACCCCGAUGGAGGECCGAGCCUGECCCEECEEAGCCUGGECCCAGEA
CGCCCCGECCECUGRCCCEURCCEEECAUGCUCCUGAAGGAGUUCACGGEUGA
GCGECAACAUCCUGACCAUCCGGECUGACCGECCGCGGACCACCGGECAGCUG
CAGCUGUCGAUCAGCAGCUGCCUCCAGCAGCUGAGCCUGCUGAUGUGGAU
CACCCAGUGCUUCCUGCCCEEUAUUCCUGGECCCAGCCGECCCAGCGGECCAGC
GCCGEUGACCACUAGUUAUAAGACUGACUAGCCCGAUGGEECCUCCCAACG
GGECCCUCCUCCCCUCCUUGCACCGAGAUUAAUAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAUGCA
UCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCAAAGGCUCUUUUCAGAGC
CACCAGAALU

Fig. 1
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GGCGAGAAAGCUUACCAUGGAGGACGCCAAGAACAUCAAGAAGGEECCCEEC
GCCCUUCUACCCGCUGGAGGACGEGACCGECCEECGAGCAGCUCCACAAGG
CCAUGAAGCGGEUACGCCCUGCEUGRCCGEEECACGAUCGCCUUCACCGACGCC
CACAUCGAGGEUCGACAUCACCUACGCGCGAGUACUUCGAGAUGAGCAUECG
CCUGGECCGAGGCCAUGAAGCGCEUACGGECCUGAACACCAACCACCGGAUCG
UGGUGUGCUCGGAGAACAGCCUGCAGUUCUUCAUGCCCEUGCCUGEECECC
CUCUUCAUCGGECEUGECCEUCGCCCCEECGAACGACAUCUACAACGAGCG
GGAGCUGCUGAACAGCAUGGGEGAUCAGCCAGCCGACCEUGEUGUUCGEUGA
GCAAGAAGGEGCCUGCAGAAGAUCCUGAACGUGCAGAAGAAGCUGCCCAUC
AUCCAGAAGAUCAUCAUCAUGGACAGCAAGACCGACUACCAGGGECUUCCA
GUCGAUGUACACGUUCGUGACCAGCCACCUCCCGCCGEECUUCAACGAGU
ACGACUUCGUCCCGGAGAGCUUCGACCGGEGACAAGACCAUCGCCCUGAUC
AUGAACAGCAGCGGECAGCACCGEECCUGCCGAAGGEEGEEUGGECCCUGCCGCA
CCGGACCGCCUGCCAUGCCECUUCUCGCACGCCCGEEGACCCCAUCUUCGECA
ACCAGAUCAUCCCGGACACCGCCAUCCUGAGCAUGGEUGCCAUUCCACCAC
GECUUCGECAUGUUCACGACCCUGGEECUACCUCAUCUGCGEECUUCCEEEU
GEUCCUGAUGUACCGCEUUCGAGGAGGAGCUGUUCCUGCGGAGCCUGCAGG
ACUACAAGAUCCAGAGCGECGECUGCUCEUGCCGACCCUGUUCAGCUUCUUC
GCCAAGAGCACCCUGRAUCGACAAGUACGACCUGUCGAACCUGCACGAGAU
CGCCAGCGEEEECECCCCECUGAGCAAGGAGCEUGGEECGAGECCGUGECCA
AGCGEUUCCACCUCCCCEECAUCCGCCAGGECUACGECCUGACCGAGACC
ACGAGCGCCGAUCCUGAUCACCCCCGAGEEEGACGACAAGCCEEECECCAU
GGGECAAGEUGCEUCCCAUUCUUCGAGGCCAAGCGUGEUGCGACCUGGACACCG
GCAAGACCCUGGGECEUGAACCAGCGEEEECGAGCUGEUICCEUCCEEEEECEG
AUGAUCAUGAGCGGECUACGUGAACAACCCGGAGGCCACCAACGCCCUCAU
CGACAAGGACGECUGGCUGCACAGCGGECGACAUCGCCCUACUGGEGACGAGS
ACGAGCACUUCUUCAUCGUCGACCGECUGAAGUCGCUGAUCAAGUACAAG
GGCUACCAGEUGECGECCEECCGAGCUGGAGAGCAUCCUGCUCCAGCACCC
CAACAUCUUCGACGCCGEECAUGCECCEEECUCCCEEACGACGACGECCEECG
AGCUGCCCGEECCECEEUCEUGCEUGCCUGGAGCACGGECAAGACCAUGACGEAG
AAGGAGAUCGUCGACUACGUGGECCAGCCAGEUGACCACCGCCAAGAAGCU
GCGEEEECEECEUCEUAUUCAUGCGACGAGEUCCCGAAGGECCUGACCGEEA
AGCUCGACGCCCCGAAGAUCCGCGAGAUCCUGAUCAAGGCCAAGAAGEEC
GGCAAGAUCGCCAUGUGAGGACUAGUUAUAAGACUGACUAGCCCGAUGES
CCUCCCAACGGEECCCUCCUCCCCUCCUUGCACCGAGAUUAAUAAAAAAAA
AAAAAAUGCAUCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCAAAGECUC
UUUUCAGAGCCACCAGAAUU

Fig. 2
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GCGAGAAAGCUUACCAUGAAGGECCEUGCCUGCUCECECUGCCUGAUGECCGS
CCUGGECCCUGCAGCCGEEEACCGECCCUGCUGUGCUACAGCUGCAAGGECCC
AGGUCUCGAACGAGGACUGCCUGCAGEUGGAGAACUGCACGCAGCUGEEC
GAGCAGUGCUGGACCGCCCCRAUCCECECCEUGEECCUGCUCACCAUGAU
CAGCAAGGGECUGCAGCCUGAACUGCGEUGGACGACAGCCAGGACUACUACG
UGGGCAAGAAGAACAUCACCUGCUGCGACACCGACCUGUGCAACGCCAGC
GGECGCCCACGCCCUGCAGCCCGCGECCGECCAUCCUGECCCUGCUGECCCEC
CCUGEGECCUGCCUGCUCUGGEEECCCCGECCAGCUGUGACCACUAGUUAUAA
GACUGACUAGCCCGAUGGEGECCUCCCAACGEECCCUCCUCCCCUCCUUGCA
CCGAGAUUAAUAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAUGCAUCCCCCCCCCCCCCCCCCCCC
CCCCCCCCCCCAAAGGCUCUUUUCAGAGCCACCAGAAUU

Fig. 3
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capped vs non-capped

all peaks separately
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