
eolf-seqleolf-seqleolf-seqleolf-seql
                         SEQUENCE LISTING                         SEQUENCE LISTING                         SEQUENCE LISTING                         SEQUENCE LISTING

<110>  CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE (CNRS)<110>  CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE (CNRS)<110>  CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE (CNRS)<110>  CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE (CNRS)
       UNIVERSITE DE NICE SOPHIA ANTIPOLIS       UNIVERSITE DE NICE SOPHIA ANTIPOLIS       UNIVERSITE DE NICE SOPHIA ANTIPOLIS       UNIVERSITE DE NICE SOPHIA ANTIPOLIS
    
<120>  ANTI-CXCL1, CXCL7 AND CXCL8 ANTIBODIES AND THEIR APPLICATIONS<120>  ANTI-CXCL1, CXCL7 AND CXCL8 ANTIBODIES AND THEIR APPLICATIONS<120>  ANTI-CXCL1, CXCL7 AND CXCL8 ANTIBODIES AND THEIR APPLICATIONS<120>  ANTI-CXCL1, CXCL7 AND CXCL8 ANTIBODIES AND THEIR APPLICATIONS

<130>  365543D30995<130>  365543D30995<130>  365543D30995<130>  365543D30995

<150>  EP13305642.4<150>  EP13305642.4<150>  EP13305642.4<150>  EP13305642.4
<151>  2013-05-17<151>  2013-05-17<151>  2013-05-17<151>  2013-05-17

<160>  24    <160>  24    <160>  24    <160>  24    

<170>  PatentIn version 3.5<170>  PatentIn version 3.5<170>  PatentIn version 3.5<170>  PatentIn version 3.5

<210>  1<210>  1<210>  1<210>  1
<211>  11<211>  11<211>  11<211>  11
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain CDR1 (LC-CDR1) - hybridoma 35B11-8<223>  Light chain CDR1 (LC-CDR1) - hybridoma 35B11-8<223>  Light chain CDR1 (LC-CDR1) - hybridoma 35B11-8<223>  Light chain CDR1 (LC-CDR1) - hybridoma 35B11-8

<400>  1<400>  1<400>  1<400>  1

Gln Ala Ser Gln Asn Ile Asn Lys Tyr Ile Ala Gln Ala Ser Gln Asn Ile Asn Lys Tyr Ile Ala Gln Ala Ser Gln Asn Ile Asn Lys Tyr Ile Ala Gln Ala Ser Gln Asn Ile Asn Lys Tyr Ile Ala 
1               5                   10      1               5                   10      1               5                   10      1               5                   10      

<210>  2<210>  2<210>  2<210>  2
<211>  6<211>  6<211>  6<211>  6
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain CDR2 (LC-CDR2) - hybridoma 35B11-8<223>  Light chain CDR2 (LC-CDR2) - hybridoma 35B11-8<223>  Light chain CDR2 (LC-CDR2) - hybridoma 35B11-8<223>  Light chain CDR2 (LC-CDR2) - hybridoma 35B11-8

<400>  2<400>  2<400>  2<400>  2

Thr Ser Thr Leu Val Ser Thr Ser Thr Leu Val Ser Thr Ser Thr Leu Val Ser Thr Ser Thr Leu Val Ser 
1               5       1               5       1               5       1               5       

<210>  3<210>  3<210>  3<210>  3
<211>  9<211>  9<211>  9<211>  9
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain CDR3 (LC-CDR3) - hybridoma 35B11-8<223>  Light chain CDR3 (LC-CDR3) - hybridoma 35B11-8<223>  Light chain CDR3 (LC-CDR3) - hybridoma 35B11-8<223>  Light chain CDR3 (LC-CDR3) - hybridoma 35B11-8

<400>  3<400>  3<400>  3<400>  3

Leu Gln Tyr Asp Asn Ser Pro Phe Pro Leu Gln Tyr Asp Asn Ser Pro Phe Pro Leu Gln Tyr Asp Asn Ser Pro Phe Pro Leu Gln Tyr Asp Asn Ser Pro Phe Pro 
1               5                   1               5                   1               5                   1               5                   

<210>  4<210>  4<210>  4<210>  4
<211>  9<211>  9<211>  9<211>  9
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 35B11-8<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 35B11-8<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 35B11-8<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 35B11-8

<400>  4<400>  4<400>  4<400>  4
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Gly Phe Thr Phe Asn Asn Tyr Trp Met Gly Phe Thr Phe Asn Asn Tyr Trp Met Gly Phe Thr Phe Asn Asn Tyr Trp Met Gly Phe Thr Phe Asn Asn Tyr Trp Met 
1               5                   1               5                   1               5                   1               5                   

<210>  5<210>  5<210>  5<210>  5
<211>  17<211>  17<211>  17<211>  17
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 35B11-8<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 35B11-8<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 35B11-8<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 35B11-8

<400>  5<400>  5<400>  5<400>  5

Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Lys Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Lys Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Lys Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Lys 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Gly Gly Gly Gly 
                

<210>  6<210>  6<210>  6<210>  6
<211>  14<211>  14<211>  14<211>  14
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 35B11-8<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 35B11-8<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 35B11-8<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 35B11-8

<400>  6<400>  6<400>  6<400>  6

Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met 
1               5                   10                  1               5                   10                  1               5                   10                  1               5                   10                  

<210>  7<210>  7<210>  7<210>  7
<211>  10<211>  10<211>  10<211>  10
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain CDR1 (LC-CDR1) - hybridoma 12A10-13<223>  Light chain CDR1 (LC-CDR1) - hybridoma 12A10-13<223>  Light chain CDR1 (LC-CDR1) - hybridoma 12A10-13<223>  Light chain CDR1 (LC-CDR1) - hybridoma 12A10-13

<400>  7<400>  7<400>  7<400>  7

Arg Ala Ser Ser Ser Val Ser Tyr Met His Arg Ala Ser Ser Ser Val Ser Tyr Met His Arg Ala Ser Ser Ser Val Ser Tyr Met His Arg Ala Ser Ser Ser Val Ser Tyr Met His 
1               5                   10  1               5                   10  1               5                   10  1               5                   10  

<210>  8<210>  8<210>  8<210>  8
<211>  6<211>  6<211>  6<211>  6
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain CDR2 (LC-CDR2) - hybridoma 12A10-13<223>  Light chain CDR2 (LC-CDR2) - hybridoma 12A10-13<223>  Light chain CDR2 (LC-CDR2) - hybridoma 12A10-13<223>  Light chain CDR2 (LC-CDR2) - hybridoma 12A10-13

<400>  8<400>  8<400>  8<400>  8

Thr Ser Lys Leu Ala Ser Thr Ser Lys Leu Ala Ser Thr Ser Lys Leu Ala Ser Thr Ser Lys Leu Ala Ser 
1               5       1               5       1               5       1               5       

<210>  9<210>  9<210>  9<210>  9
<211>  9<211>  9<211>  9<211>  9
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence
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<220><220><220><220>
<223>  Light chain CDR3 (LC-CDR3) - hybridoma 12A10-13<223>  Light chain CDR3 (LC-CDR3) - hybridoma 12A10-13<223>  Light chain CDR3 (LC-CDR3) - hybridoma 12A10-13<223>  Light chain CDR3 (LC-CDR3) - hybridoma 12A10-13

<400>  9<400>  9<400>  9<400>  9

Gln Gln Trp Ser Ser Asn Ser Leu Thr Gln Gln Trp Ser Ser Asn Ser Leu Thr Gln Gln Trp Ser Ser Asn Ser Leu Thr Gln Gln Trp Ser Ser Asn Ser Leu Thr 
1               5                   1               5                   1               5                   1               5                   

<210>  10<210>  10<210>  10<210>  10
<211>  9<211>  9<211>  9<211>  9
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 12A10-13<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 12A10-13<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 12A10-13<223>  Heavy chain CDR1 (HC-CDR1) - hybridoma 12A10-13

<400>  10<400>  10<400>  10<400>  10

Gly Tyr Thr Phe Thr Ser Tyr Tyr Ile Gly Tyr Thr Phe Thr Ser Tyr Tyr Ile Gly Tyr Thr Phe Thr Ser Tyr Tyr Ile Gly Tyr Thr Phe Thr Ser Tyr Tyr Ile 
1               5                   1               5                   1               5                   1               5                   

<210>  11<210>  11<210>  11<210>  11
<211>  17<211>  17<211>  17<211>  17
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 12A10-13<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 12A10-13<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 12A10-13<223>  Heavy chain CDR2 ( HC-CDR2) - hybridoma 12A10-13

<400>  11<400>  11<400>  11<400>  11

Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Lys Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Lys Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Lys Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Lys 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Gly Gly Gly Gly 
                

<210>  12<210>  12<210>  12<210>  12
<211>  13<211>  13<211>  13<211>  13
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 12A10-13<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 12A10-13<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 12A10-13<223>  Heavy chain CDR3 (HC-CDR3) - hybridoma 12A10-13

<400>  12<400>  12<400>  12<400>  12

Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met 
1               5                   10              1               5                   10              1               5                   10              1               5                   10              

<210>  13<210>  13<210>  13<210>  13
<211>  107<211>  107<211>  107<211>  107
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain (LC) - hybridoma 35B11-8<223>  Light chain (LC) - hybridoma 35B11-8<223>  Light chain (LC) - hybridoma 35B11-8<223>  Light chain (LC) - hybridoma 35B11-8

<400>  13<400>  13<400>  13<400>  13

Asp Ile Gln Met Thr Gln Ser Pro Pro Ser Leu Ser Ala Ser Leu Gly Asp Ile Gln Met Thr Gln Ser Pro Pro Ser Leu Ser Ala Ser Leu Gly Asp Ile Gln Met Thr Gln Ser Pro Pro Ser Leu Ser Ala Ser Leu Gly Asp Ile Gln Met Thr Gln Ser Pro Pro Ser Leu Ser Ala Ser Leu Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      
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Asp Lys Val Thr Ile Thr Cys Gln Ala Ser Gln Asn Ile Asn Lys Tyr Asp Lys Val Thr Ile Thr Cys Gln Ala Ser Gln Asn Ile Asn Lys Tyr Asp Lys Val Thr Ile Thr Cys Gln Ala Ser Gln Asn Ile Asn Lys Tyr Asp Lys Val Thr Ile Thr Cys Gln Ala Ser Gln Asn Ile Asn Lys Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Ile Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Gly Leu Leu Ile Ile Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Gly Leu Leu Ile Ile Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Gly Leu Leu Ile Ile Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Gly Leu Leu Ile 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

His Tyr Thr Ser Thr Leu Val Ser Gly Ile Pro Ser Arg Phe Ser Gly His Tyr Thr Ser Thr Leu Val Ser Gly Ile Pro Ser Arg Phe Ser Gly His Tyr Thr Ser Thr Leu Val Ser Gly Ile Pro Ser Arg Phe Ser Gly His Tyr Thr Ser Thr Leu Val Ser Gly Ile Pro Ser Arg Phe Ser Gly 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Ser Gly Ser Gly Arg Val Tyr Ser Phe Ser Ile Ser Asn Val Glu Ser Ser Gly Ser Gly Arg Val Tyr Ser Phe Ser Ile Ser Asn Val Glu Ser Ser Gly Ser Gly Arg Val Tyr Ser Phe Ser Ile Ser Asn Val Glu Ser Ser Gly Ser Gly Arg Val Tyr Ser Phe Ser Ile Ser Asn Val Glu Ser 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Glu Asp Ile Ala Ser Tyr Tyr Cys Leu Gln Tyr Asp Asn Ser Pro Phe Glu Asp Ile Ala Ser Tyr Tyr Cys Leu Gln Tyr Asp Asn Ser Pro Phe Glu Asp Ile Ala Ser Tyr Tyr Cys Leu Gln Tyr Asp Asn Ser Pro Phe Glu Asp Ile Ala Ser Tyr Tyr Cys Leu Gln Tyr Asp Asn Ser Pro Phe 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Pro Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Pro Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Pro Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Pro Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 
            100                 105                     100                 105                     100                 105                     100                 105         

<210>  14<210>  14<210>  14<210>  14
<211>  117<211>  117<211>  117<211>  117
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain (HC) - hybridoma 35B11-8<223>  Heavy chain (HC) - hybridoma 35B11-8<223>  Heavy chain (HC) - hybridoma 35B11-8<223>  Heavy chain (HC) - hybridoma 35B11-8

<400>  14<400>  14<400>  14<400>  14

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Leu Lys Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Asn Asn Tyr Ser Leu Lys Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Asn Asn Tyr Ser Leu Lys Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Asn Asn Tyr Ser Leu Lys Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Asn Asn Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Trp Met Thr Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Trp Met Thr Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Trp Met Thr Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Trp Met Thr Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Ala Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Ala Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Ala Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val Ala Ser Ile Ser Lys Thr Gly Ser Asn Pro Tyr Tyr Pro Asp Ser Val 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Leu Gln Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys Leu Gln Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys Leu Gln Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys Leu Gln Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Ala Arg Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met Ala Arg Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met Ala Arg Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met Ala Arg Asp Gly Thr Thr Pro Leu Asp Tyr Trp Gly Gln Gly Val Met 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Val Thr Val Ser Ser Val Thr Val Ser Ser Val Thr Val Ser Ser Val Thr Val Ser Ser 
        115                 115                 115                 115         
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eolf-seqleolf-seqleolf-seqleolf-seql
<210>  15<210>  15<210>  15<210>  15
<211>  106<211>  106<211>  106<211>  106
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Light chain (LC) - hybridoma 12A10-13<223>  Light chain (LC) - hybridoma 12A10-13<223>  Light chain (LC) - hybridoma 12A10-13<223>  Light chain (LC) - hybridoma 12A10-13

<400>  15<400>  15<400>  15<400>  15

Glu Ile Val Leu Thr Gln Ser Pro Thr Thr Met Ala Ala Ser Pro Gly Glu Ile Val Leu Thr Gln Ser Pro Thr Thr Met Ala Ala Ser Pro Gly Glu Ile Val Leu Thr Gln Ser Pro Thr Thr Met Ala Ala Ser Pro Gly Glu Ile Val Leu Thr Gln Ser Pro Thr Thr Met Ala Ala Ser Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

His Trp Tyr Gln Gln Lys Pro Gly Ala Ser Pro Lys Pro Trp Ile Tyr His Trp Tyr Gln Gln Lys Pro Gly Ala Ser Pro Lys Pro Trp Ile Tyr His Trp Tyr Gln Gln Lys Pro Gly Ala Ser Pro Lys Pro Trp Ile Tyr His Trp Tyr Gln Gln Lys Pro Gly Ala Ser Pro Lys Pro Trp Ile Tyr 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Asn Arg Phe Ser Gly Ser Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Asn Arg Phe Ser Gly Ser Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Asn Arg Phe Ser Gly Ser Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Asn Arg Phe Ser Gly Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Thr Glu Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Thr Glu Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Thr Glu Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Thr Glu 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Asp Thr Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Ser Leu Thr Asp Thr Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Ser Leu Thr Asp Thr Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Ser Leu Thr Asp Thr Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Ser Leu Thr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys 
            100                 105                 100                 105                 100                 105                 100                 105     

<210>  16<210>  16<210>  16<210>  16
<211>  117<211>  117<211>  117<211>  117
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  Heavy chain (HC) - hybridoma 12A10-13<223>  Heavy chain (HC) - hybridoma 12A10-13<223>  Heavy chain (HC) - hybridoma 12A10-13<223>  Heavy chain (HC) - hybridoma 12A10-13

<400>  16<400>  16<400>  16<400>  16

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Lys Pro Gly Ser Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Lys Pro Gly Ser Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Lys Pro Gly Ser Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Lys Pro Gly Ser 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Ile Ser Trp Ile Lys Gln Thr Thr Gly Gln Gly Leu Glu Tyr Ile Tyr Ile Ser Trp Ile Lys Gln Thr Thr Gly Gln Gly Leu Glu Tyr Ile Tyr Ile Ser Trp Ile Lys Gln Thr Thr Gly Gln Gly Leu Glu Tyr Ile Tyr Ile Ser Trp Ile Lys Gln Thr Thr Gly Gln Gly Leu Glu Tyr Ile 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gly Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Gly Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Gly Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Gly Tyr Ile Asn Thr Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Phe Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Phe Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Phe Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Phe 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  
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eolf-seqleolf-seqleolf-seqleolf-seql
Met Gln Leu Ser Ser Leu Thr Pro Asp Asp Ser Ala Val Tyr Tyr Cys Met Gln Leu Ser Ser Leu Thr Pro Asp Asp Ser Ala Val Tyr Tyr Cys Met Gln Leu Ser Ser Leu Thr Pro Asp Asp Ser Ala Val Tyr Tyr Cys Met Gln Leu Ser Ser Leu Thr Pro Asp Asp Ser Ala Val Tyr Tyr Cys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Ala Ser Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Val Ala Ser Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Val Ala Ser Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Val Ala Ser Pro Ser Gly Gly Phe Asp Tyr Trp Gly Gln Gly Val Met Val 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Thr Val Ser Ser Ala Thr Val Ser Ser Ala Thr Val Ser Ser Ala Thr Val Ser Ser Ala 
        115                 115                 115                 115         

<210>  17<210>  17<210>  17<210>  17
<211>  1184<211>  1184<211>  1184<211>  1184
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<223>  Human CXCL1<223>  Human CXCL1<223>  Human CXCL1<223>  Human CXCL1

<400>  17<400>  17<400>  17<400>  17
cacagagccc gggccgcagg cacctcctcg ccagctcttc cgctcctctc acagccgcca       60cacagagccc gggccgcagg cacctcctcg ccagctcttc cgctcctctc acagccgcca       60cacagagccc gggccgcagg cacctcctcg ccagctcttc cgctcctctc acagccgcca       60cacagagccc gggccgcagg cacctcctcg ccagctcttc cgctcctctc acagccgcca       60

gacccgcctg ctgagcccca tggcccgcgc tgctctctcc gccgccccca gcaatccccg      120gacccgcctg ctgagcccca tggcccgcgc tgctctctcc gccgccccca gcaatccccg      120gacccgcctg ctgagcccca tggcccgcgc tgctctctcc gccgccccca gcaatccccg      120gacccgcctg ctgagcccca tggcccgcgc tgctctctcc gccgccccca gcaatccccg      120

gctcctgcga gtggcactgc tgctcctgct cctggtagcc gctggccggc gcgcagcagg      180gctcctgcga gtggcactgc tgctcctgct cctggtagcc gctggccggc gcgcagcagg      180gctcctgcga gtggcactgc tgctcctgct cctggtagcc gctggccggc gcgcagcagg      180gctcctgcga gtggcactgc tgctcctgct cctggtagcc gctggccggc gcgcagcagg      180

agcgtccgtg gccactgaac tgcgctgcca gtgcttgcag accctgcagg gaattcaccc      240agcgtccgtg gccactgaac tgcgctgcca gtgcttgcag accctgcagg gaattcaccc      240agcgtccgtg gccactgaac tgcgctgcca gtgcttgcag accctgcagg gaattcaccc      240agcgtccgtg gccactgaac tgcgctgcca gtgcttgcag accctgcagg gaattcaccc      240

caagaacatc caaagtgtga acgtgaagtc ccccggaccc cactgcgccc aaaccgaagt      300caagaacatc caaagtgtga acgtgaagtc ccccggaccc cactgcgccc aaaccgaagt      300caagaacatc caaagtgtga acgtgaagtc ccccggaccc cactgcgccc aaaccgaagt      300caagaacatc caaagtgtga acgtgaagtc ccccggaccc cactgcgccc aaaccgaagt      300

catagccaca ctcaagaatg ggcggaaagc ttgcctcaat cctgcatccc ccatagttaa      360catagccaca ctcaagaatg ggcggaaagc ttgcctcaat cctgcatccc ccatagttaa      360catagccaca ctcaagaatg ggcggaaagc ttgcctcaat cctgcatccc ccatagttaa      360catagccaca ctcaagaatg ggcggaaagc ttgcctcaat cctgcatccc ccatagttaa      360

gaaaatcatc gaaaagatgc tgaacagtga caaatccaac tgaccagaag ggaggaggaa      420gaaaatcatc gaaaagatgc tgaacagtga caaatccaac tgaccagaag ggaggaggaa      420gaaaatcatc gaaaagatgc tgaacagtga caaatccaac tgaccagaag ggaggaggaa      420gaaaatcatc gaaaagatgc tgaacagtga caaatccaac tgaccagaag ggaggaggaa      420

gctcactggt ggctgttcct gaaggaggcc ctgcccttat aggaacagaa gaggaaagag      480gctcactggt ggctgttcct gaaggaggcc ctgcccttat aggaacagaa gaggaaagag      480gctcactggt ggctgttcct gaaggaggcc ctgcccttat aggaacagaa gaggaaagag      480gctcactggt ggctgttcct gaaggaggcc ctgcccttat aggaacagaa gaggaaagag      480

agacacagct gcagaggcca cctggattgt gcctaatgtg tttgagcatc gcttaggaga      540agacacagct gcagaggcca cctggattgt gcctaatgtg tttgagcatc gcttaggaga      540agacacagct gcagaggcca cctggattgt gcctaatgtg tttgagcatc gcttaggaga      540agacacagct gcagaggcca cctggattgt gcctaatgtg tttgagcatc gcttaggaga      540

agtcttctat ttatttattt attcattagt tttgaagatt ctatgttaat attttaggtg      600agtcttctat ttatttattt attcattagt tttgaagatt ctatgttaat attttaggtg      600agtcttctat ttatttattt attcattagt tttgaagatt ctatgttaat attttaggtg      600agtcttctat ttatttattt attcattagt tttgaagatt ctatgttaat attttaggtg      600

taaaataatt aagggtatga ttaactctac ctgcacactg tcctattata ttcattcttt      660taaaataatt aagggtatga ttaactctac ctgcacactg tcctattata ttcattcttt      660taaaataatt aagggtatga ttaactctac ctgcacactg tcctattata ttcattcttt      660taaaataatt aagggtatga ttaactctac ctgcacactg tcctattata ttcattcttt      660

ttgaaatgtc aaccccaagt tagttcaatc tggattcata tttaatttga aggtagaatg      720ttgaaatgtc aaccccaagt tagttcaatc tggattcata tttaatttga aggtagaatg      720ttgaaatgtc aaccccaagt tagttcaatc tggattcata tttaatttga aggtagaatg      720ttgaaatgtc aaccccaagt tagttcaatc tggattcata tttaatttga aggtagaatg      720

ttttcaaatg ttctccagtc attatgttaa tatttctgag gagcctgcaa catgccagcc      780ttttcaaatg ttctccagtc attatgttaa tatttctgag gagcctgcaa catgccagcc      780ttttcaaatg ttctccagtc attatgttaa tatttctgag gagcctgcaa catgccagcc      780ttttcaaatg ttctccagtc attatgttaa tatttctgag gagcctgcaa catgccagcc      780

actgtgatag aggctggcgg atccaagcaa atggccaatg agatcattgt gaaggcaggg      840actgtgatag aggctggcgg atccaagcaa atggccaatg agatcattgt gaaggcaggg      840actgtgatag aggctggcgg atccaagcaa atggccaatg agatcattgt gaaggcaggg      840actgtgatag aggctggcgg atccaagcaa atggccaatg agatcattgt gaaggcaggg      840

gaatgtatgt gcacatctgt tttgtaactg tttagatgaa tgtcagttgt tatttattga      900gaatgtatgt gcacatctgt tttgtaactg tttagatgaa tgtcagttgt tatttattga      900gaatgtatgt gcacatctgt tttgtaactg tttagatgaa tgtcagttgt tatttattga      900gaatgtatgt gcacatctgt tttgtaactg tttagatgaa tgtcagttgt tatttattga      900

aatgatttca cagtgtgtgg tcaacatttc tcatgttgaa actttaagaa ctaaaatgtt      960aatgatttca cagtgtgtgg tcaacatttc tcatgttgaa actttaagaa ctaaaatgtt      960aatgatttca cagtgtgtgg tcaacatttc tcatgttgaa actttaagaa ctaaaatgtt      960aatgatttca cagtgtgtgg tcaacatttc tcatgttgaa actttaagaa ctaaaatgtt      960

ctaaatatcc cttggacatt ttatgtcttt cttgtaaggc atactgcctt gtttaatggt     1020ctaaatatcc cttggacatt ttatgtcttt cttgtaaggc atactgcctt gtttaatggt     1020ctaaatatcc cttggacatt ttatgtcttt cttgtaaggc atactgcctt gtttaatggt     1020ctaaatatcc cttggacatt ttatgtcttt cttgtaaggc atactgcctt gtttaatggt     1020

agttttacag tgtttctggc ttagaacaaa ggggcttaat tattgatgtt ttcatagaga     1080agttttacag tgtttctggc ttagaacaaa ggggcttaat tattgatgtt ttcatagaga     1080agttttacag tgtttctggc ttagaacaaa ggggcttaat tattgatgtt ttcatagaga     1080agttttacag tgtttctggc ttagaacaaa ggggcttaat tattgatgtt ttcatagaga     1080

atataaaaat aaagcactta tagaaaaaac tcgtttgatt tttgggggga aacaagggct     1140atataaaaat aaagcactta tagaaaaaac tcgtttgatt tttgggggga aacaagggct     1140atataaaaat aaagcactta tagaaaaaac tcgtttgatt tttgggggga aacaagggct     1140atataaaaat aaagcactta tagaaaaaac tcgtttgatt tttgggggga aacaagggct     1140

acctttactg gaaaatctgg tgatttataa aaaaaaaaaa aaaa                      1184acctttactg gaaaatctgg tgatttataa aaaaaaaaaa aaaa                      1184acctttactg gaaaatctgg tgatttataa aaaaaaaaaa aaaa                      1184acctttactg gaaaatctgg tgatttataa aaaaaaaaaa aaaa                      1184

<210>  18<210>  18<210>  18<210>  18
<211>  1307<211>  1307<211>  1307<211>  1307
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens
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<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<223>  Human CXCL7<223>  Human CXCL7<223>  Human CXCL7<223>  Human CXCL7

<400>  18<400>  18<400>  18<400>  18
acttatctgc agacttgtag gcagcaactc accctcactc agaggtcttc tggttctgga       60acttatctgc agacttgtag gcagcaactc accctcactc agaggtcttc tggttctgga       60acttatctgc agacttgtag gcagcaactc accctcactc agaggtcttc tggttctgga       60acttatctgc agacttgtag gcagcaactc accctcactc agaggtcttc tggttctgga       60

aacaactcta gctcagcctt ctccaccatg agcctcagac ttgataccac cccttcctgt      120aacaactcta gctcagcctt ctccaccatg agcctcagac ttgataccac cccttcctgt      120aacaactcta gctcagcctt ctccaccatg agcctcagac ttgataccac cccttcctgt      120aacaactcta gctcagcctt ctccaccatg agcctcagac ttgataccac cccttcctgt      120

aacagtgcga gaccacttca tgccttgcag gtgctgctgc ttctgtcatt gctgctgact      180aacagtgcga gaccacttca tgccttgcag gtgctgctgc ttctgtcatt gctgctgact      180aacagtgcga gaccacttca tgccttgcag gtgctgctgc ttctgtcatt gctgctgact      180aacagtgcga gaccacttca tgccttgcag gtgctgctgc ttctgtcatt gctgctgact      180

gctctggctt cctccaccaa aggacaaact aagagaaact tggcgaaagg caaagaggaa      240gctctggctt cctccaccaa aggacaaact aagagaaact tggcgaaagg caaagaggaa      240gctctggctt cctccaccaa aggacaaact aagagaaact tggcgaaagg caaagaggaa      240gctctggctt cctccaccaa aggacaaact aagagaaact tggcgaaagg caaagaggaa      240

agtctagaca gtgacttgta tgctgaactc cgctgcatgt gtataaagac aacctctgga      300agtctagaca gtgacttgta tgctgaactc cgctgcatgt gtataaagac aacctctgga      300agtctagaca gtgacttgta tgctgaactc cgctgcatgt gtataaagac aacctctgga      300agtctagaca gtgacttgta tgctgaactc cgctgcatgt gtataaagac aacctctgga      300

attcatccca aaaacatcca aagtttggaa gtgatcggga aaggaaccca ttgcaaccaa      360attcatccca aaaacatcca aagtttggaa gtgatcggga aaggaaccca ttgcaaccaa      360attcatccca aaaacatcca aagtttggaa gtgatcggga aaggaaccca ttgcaaccaa      360attcatccca aaaacatcca aagtttggaa gtgatcggga aaggaaccca ttgcaaccaa      360

gtcgaagtga tagccacact gaaggatggg aggaaaatct gcctggaccc agatgctccc      420gtcgaagtga tagccacact gaaggatggg aggaaaatct gcctggaccc agatgctccc      420gtcgaagtga tagccacact gaaggatggg aggaaaatct gcctggaccc agatgctccc      420gtcgaagtga tagccacact gaaggatggg aggaaaatct gcctggaccc agatgctccc      420

agaatcaaga aaattgtaca gaaaaaattg gcaggtgatg aatctgctga ttaatttgtt      480agaatcaaga aaattgtaca gaaaaaattg gcaggtgatg aatctgctga ttaatttgtt      480agaatcaaga aaattgtaca gaaaaaattg gcaggtgatg aatctgctga ttaatttgtt      480agaatcaaga aaattgtaca gaaaaaattg gcaggtgatg aatctgctga ttaatttgtt      480

ctgtttctgc caaacttctt taactcccag gaagggtaga attttgaaac cttgattttc      540ctgtttctgc caaacttctt taactcccag gaagggtaga attttgaaac cttgattttc      540ctgtttctgc caaacttctt taactcccag gaagggtaga attttgaaac cttgattttc      540ctgtttctgc caaacttctt taactcccag gaagggtaga attttgaaac cttgattttc      540

tagagttctc atttattcag gatacctatt cttactgtat taaaatttgg atatgtgttt      600tagagttctc atttattcag gatacctatt cttactgtat taaaatttgg atatgtgttt      600tagagttctc atttattcag gatacctatt cttactgtat taaaatttgg atatgtgttt      600tagagttctc atttattcag gatacctatt cttactgtat taaaatttgg atatgtgttt      600

cattctgtct caaaaatcac attttattct gagaaggttg gttaaaagat ggcagaaaga      660cattctgtct caaaaatcac attttattct gagaaggttg gttaaaagat ggcagaaaga      660cattctgtct caaaaatcac attttattct gagaaggttg gttaaaagat ggcagaaaga      660cattctgtct caaaaatcac attttattct gagaaggttg gttaaaagat ggcagaaaga      660

agatgaaaat aaataagcct ggtttcaacc ctctaattct tgcctaaaca ttggactgta      720agatgaaaat aaataagcct ggtttcaacc ctctaattct tgcctaaaca ttggactgta      720agatgaaaat aaataagcct ggtttcaacc ctctaattct tgcctaaaca ttggactgta      720agatgaaaat aaataagcct ggtttcaacc ctctaattct tgcctaaaca ttggactgta      720

ctttgcattt ttttctttaa aaatttctat tctaacacaa cttggttgat ttttcctggt      780ctttgcattt ttttctttaa aaatttctat tctaacacaa cttggttgat ttttcctggt      780ctttgcattt ttttctttaa aaatttctat tctaacacaa cttggttgat ttttcctggt      780ctttgcattt ttttctttaa aaatttctat tctaacacaa cttggttgat ttttcctggt      780

ctactttatg gttattagac atactcatgg gtattattag atttcataat ggtcaatgat      840ctactttatg gttattagac atactcatgg gtattattag atttcataat ggtcaatgat      840ctactttatg gttattagac atactcatgg gtattattag atttcataat ggtcaatgat      840ctactttatg gttattagac atactcatgg gtattattag atttcataat ggtcaatgat      840

aataggaatt acatggagcc caacagagaa tatttgctca atacattttt gttaatatat      900aataggaatt acatggagcc caacagagaa tatttgctca atacattttt gttaatatat      900aataggaatt acatggagcc caacagagaa tatttgctca atacattttt gttaatatat      900aataggaatt acatggagcc caacagagaa tatttgctca atacattttt gttaatatat      900

ttaggaactt aatggagtct ctcagtgtct tagtcctagg atgtcttatt taaaatactc      960ttaggaactt aatggagtct ctcagtgtct tagtcctagg atgtcttatt taaaatactc      960ttaggaactt aatggagtct ctcagtgtct tagtcctagg atgtcttatt taaaatactc      960ttaggaactt aatggagtct ctcagtgtct tagtcctagg atgtcttatt taaaatactc      960

cctgaaagtt tattctgatg tttattttag ccatcaaaca ctaaaataat aaattggtga     1020cctgaaagtt tattctgatg tttattttag ccatcaaaca ctaaaataat aaattggtga     1020cctgaaagtt tattctgatg tttattttag ccatcaaaca ctaaaataat aaattggtga     1020cctgaaagtt tattctgatg tttattttag ccatcaaaca ctaaaataat aaattggtga     1020

atatgaatct tataaactgt ggttagctgg tttaaagtga atatatttgc cactagtaga     1080atatgaatct tataaactgt ggttagctgg tttaaagtga atatatttgc cactagtaga     1080atatgaatct tataaactgt ggttagctgg tttaaagtga atatatttgc cactagtaga     1080atatgaatct tataaactgt ggttagctgg tttaaagtga atatatttgc cactagtaga     1080

acaaaaatag atgatgaaaa tgaattaaca tatctacata gttataattc tatcattaga     1140acaaaaatag atgatgaaaa tgaattaaca tatctacata gttataattc tatcattaga     1140acaaaaatag atgatgaaaa tgaattaaca tatctacata gttataattc tatcattaga     1140acaaaaatag atgatgaaaa tgaattaaca tatctacata gttataattc tatcattaga     1140

atgagcctta taaataagta caatatagga cttcaacctt actagactcc taattctaaa     1200atgagcctta taaataagta caatatagga cttcaacctt actagactcc taattctaaa     1200atgagcctta taaataagta caatatagga cttcaacctt actagactcc taattctaaa     1200atgagcctta taaataagta caatatagga cttcaacctt actagactcc taattctaaa     1200

ttctactttt ttcatcaaca gaactttcat tcatttttta aaccctaaaa cttataccca     1260ttctactttt ttcatcaaca gaactttcat tcatttttta aaccctaaaa cttataccca     1260ttctactttt ttcatcaaca gaactttcat tcatttttta aaccctaaaa cttataccca     1260ttctactttt ttcatcaaca gaactttcat tcatttttta aaccctaaaa cttataccca     1260

cactattctt acaaaaatat tcacatgaaa taaaaatttg ctattga                   1307cactattctt acaaaaatat tcacatgaaa taaaaatttg ctattga                   1307cactattctt acaaaaatat tcacatgaaa taaaaatttg ctattga                   1307cactattctt acaaaaatat tcacatgaaa taaaaatttg ctattga                   1307

<210>  19<210>  19<210>  19<210>  19
<211>  1718<211>  1718<211>  1718<211>  1718
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<223>  Human CXCL8<223>  Human CXCL8<223>  Human CXCL8<223>  Human CXCL8

<400>  19<400>  19<400>  19<400>  19
gagggtgcat aagttctcta gtagggtgat gatataaaaa gccaccggag cactccataa       60gagggtgcat aagttctcta gtagggtgat gatataaaaa gccaccggag cactccataa       60gagggtgcat aagttctcta gtagggtgat gatataaaaa gccaccggag cactccataa       60gagggtgcat aagttctcta gtagggtgat gatataaaaa gccaccggag cactccataa       60

ggcacaaact ttcagagaca gcagagcaca caagcttcta ggacaagagc caggaagaaa      120ggcacaaact ttcagagaca gcagagcaca caagcttcta ggacaagagc caggaagaaa      120ggcacaaact ttcagagaca gcagagcaca caagcttcta ggacaagagc caggaagaaa      120ggcacaaact ttcagagaca gcagagcaca caagcttcta ggacaagagc caggaagaaa      120

ccaccggaag gaaccatctc actgtgtgta aacatgactt ccaagctggc cgtggctctc      180ccaccggaag gaaccatctc actgtgtgta aacatgactt ccaagctggc cgtggctctc      180ccaccggaag gaaccatctc actgtgtgta aacatgactt ccaagctggc cgtggctctc      180ccaccggaag gaaccatctc actgtgtgta aacatgactt ccaagctggc cgtggctctc      180
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ttggcagcct tcctgatttc tgcagctctg tgtgaaggtg cagttttgcc aaggagtgct      240ttggcagcct tcctgatttc tgcagctctg tgtgaaggtg cagttttgcc aaggagtgct      240ttggcagcct tcctgatttc tgcagctctg tgtgaaggtg cagttttgcc aaggagtgct      240ttggcagcct tcctgatttc tgcagctctg tgtgaaggtg cagttttgcc aaggagtgct      240

aaagaactta gatgtcagtg cataaagaca tactccaaac ctttccaccc caaatttatc      300aaagaactta gatgtcagtg cataaagaca tactccaaac ctttccaccc caaatttatc      300aaagaactta gatgtcagtg cataaagaca tactccaaac ctttccaccc caaatttatc      300aaagaactta gatgtcagtg cataaagaca tactccaaac ctttccaccc caaatttatc      300

aaagaactga gagtgattga gagtggacca cactgcgcca acacagaaat tattgtaaag      360aaagaactga gagtgattga gagtggacca cactgcgcca acacagaaat tattgtaaag      360aaagaactga gagtgattga gagtggacca cactgcgcca acacagaaat tattgtaaag      360aaagaactga gagtgattga gagtggacca cactgcgcca acacagaaat tattgtaaag      360

ctttctgatg gaagagagct ctgtctggac cccaaggaaa actgggtgca gagggttgtg      420ctttctgatg gaagagagct ctgtctggac cccaaggaaa actgggtgca gagggttgtg      420ctttctgatg gaagagagct ctgtctggac cccaaggaaa actgggtgca gagggttgtg      420ctttctgatg gaagagagct ctgtctggac cccaaggaaa actgggtgca gagggttgtg      420

gagaagtttt tgaagagggc tgagaattca taaaaaaatt cattctctgt ggtatccaag      480gagaagtttt tgaagagggc tgagaattca taaaaaaatt cattctctgt ggtatccaag      480gagaagtttt tgaagagggc tgagaattca taaaaaaatt cattctctgt ggtatccaag      480gagaagtttt tgaagagggc tgagaattca taaaaaaatt cattctctgt ggtatccaag      480

aatcagtgaa gatgccagtg aaacttcaag caaatctact tcaacacttc atgtattgtg      540aatcagtgaa gatgccagtg aaacttcaag caaatctact tcaacacttc atgtattgtg      540aatcagtgaa gatgccagtg aaacttcaag caaatctact tcaacacttc atgtattgtg      540aatcagtgaa gatgccagtg aaacttcaag caaatctact tcaacacttc atgtattgtg      540

tgggtctgtt gtagggttgc cagatgcaat acaagattcc tggttaaatt tgaatttcag      600tgggtctgtt gtagggttgc cagatgcaat acaagattcc tggttaaatt tgaatttcag      600tgggtctgtt gtagggttgc cagatgcaat acaagattcc tggttaaatt tgaatttcag      600tgggtctgtt gtagggttgc cagatgcaat acaagattcc tggttaaatt tgaatttcag      600

taaacaatga atagtttttc attgtaccat gaaatatcca gaacatactt atatgtaaag      660taaacaatga atagtttttc attgtaccat gaaatatcca gaacatactt atatgtaaag      660taaacaatga atagtttttc attgtaccat gaaatatcca gaacatactt atatgtaaag      660taaacaatga atagtttttc attgtaccat gaaatatcca gaacatactt atatgtaaag      660

tattatttat ttgaatctac aaaaaacaac aaataatttt taaatataag gattttccta      720tattatttat ttgaatctac aaaaaacaac aaataatttt taaatataag gattttccta      720tattatttat ttgaatctac aaaaaacaac aaataatttt taaatataag gattttccta      720tattatttat ttgaatctac aaaaaacaac aaataatttt taaatataag gattttccta      720

gatattgcac gggagaatat acaaatagca aaattgaggc caagggccaa gagaatatcc      780gatattgcac gggagaatat acaaatagca aaattgaggc caagggccaa gagaatatcc      780gatattgcac gggagaatat acaaatagca aaattgaggc caagggccaa gagaatatcc      780gatattgcac gggagaatat acaaatagca aaattgaggc caagggccaa gagaatatcc      780

gaactttaat ttcaggaatt gaatgggttt gctagaatgt gatatttgaa gcatcacata      840gaactttaat ttcaggaatt gaatgggttt gctagaatgt gatatttgaa gcatcacata      840gaactttaat ttcaggaatt gaatgggttt gctagaatgt gatatttgaa gcatcacata      840gaactttaat ttcaggaatt gaatgggttt gctagaatgt gatatttgaa gcatcacata      840

aaaatgatgg gacaataaat tttgccataa agtcaaattt agctggaaat cctggatttt      900aaaatgatgg gacaataaat tttgccataa agtcaaattt agctggaaat cctggatttt      900aaaatgatgg gacaataaat tttgccataa agtcaaattt agctggaaat cctggatttt      900aaaatgatgg gacaataaat tttgccataa agtcaaattt agctggaaat cctggatttt      900

tttctgttaa atctggcaac cctagtctgc tagccaggat ccacaagtcc ttgttccact      960tttctgttaa atctggcaac cctagtctgc tagccaggat ccacaagtcc ttgttccact      960tttctgttaa atctggcaac cctagtctgc tagccaggat ccacaagtcc ttgttccact      960tttctgttaa atctggcaac cctagtctgc tagccaggat ccacaagtcc ttgttccact      960

gtgccttggt ttctccttta tttctaagtg gaaaaagtat tagccaccat cttacctcac     1020gtgccttggt ttctccttta tttctaagtg gaaaaagtat tagccaccat cttacctcac     1020gtgccttggt ttctccttta tttctaagtg gaaaaagtat tagccaccat cttacctcac     1020gtgccttggt ttctccttta tttctaagtg gaaaaagtat tagccaccat cttacctcac     1020

agtgatgttg tgaggacatg tggaagcact ttaagttttt tcatcataac ataaattatt     1080agtgatgttg tgaggacatg tggaagcact ttaagttttt tcatcataac ataaattatt     1080agtgatgttg tgaggacatg tggaagcact ttaagttttt tcatcataac ataaattatt     1080agtgatgttg tgaggacatg tggaagcact ttaagttttt tcatcataac ataaattatt     1080

ttcaagtgta acttattaac ctatttatta tttatgtatt tatttaagca tcaaatattt     1140ttcaagtgta acttattaac ctatttatta tttatgtatt tatttaagca tcaaatattt     1140ttcaagtgta acttattaac ctatttatta tttatgtatt tatttaagca tcaaatattt     1140ttcaagtgta acttattaac ctatttatta tttatgtatt tatttaagca tcaaatattt     1140

gtgcaagaat ttggaaaaat agaagatgaa tcattgattg aatagttata aagatgttat     1200gtgcaagaat ttggaaaaat agaagatgaa tcattgattg aatagttata aagatgttat     1200gtgcaagaat ttggaaaaat agaagatgaa tcattgattg aatagttata aagatgttat     1200gtgcaagaat ttggaaaaat agaagatgaa tcattgattg aatagttata aagatgttat     1200

agtaaattta ttttatttta gatattaaat gatgttttat tagataaatt tcaatcaggg     1260agtaaattta ttttatttta gatattaaat gatgttttat tagataaatt tcaatcaggg     1260agtaaattta ttttatttta gatattaaat gatgttttat tagataaatt tcaatcaggg     1260agtaaattta ttttatttta gatattaaat gatgttttat tagataaatt tcaatcaggg     1260

tttttagatt aaacaaacaa acaattgggt acccagttaa attttcattt cagataaaca     1320tttttagatt aaacaaacaa acaattgggt acccagttaa attttcattt cagataaaca     1320tttttagatt aaacaaacaa acaattgggt acccagttaa attttcattt cagataaaca     1320tttttagatt aaacaaacaa acaattgggt acccagttaa attttcattt cagataaaca     1320

acaaataatt ttttagtata agtacattat tgtttatctg aaattttaat tgaactaaca     1380acaaataatt ttttagtata agtacattat tgtttatctg aaattttaat tgaactaaca     1380acaaataatt ttttagtata agtacattat tgtttatctg aaattttaat tgaactaaca     1380acaaataatt ttttagtata agtacattat tgtttatctg aaattttaat tgaactaaca     1380

atcctagttt gatactccca gtcttgtcat tgccagctgt gttggtagtg ctgtgttgaa     1440atcctagttt gatactccca gtcttgtcat tgccagctgt gttggtagtg ctgtgttgaa     1440atcctagttt gatactccca gtcttgtcat tgccagctgt gttggtagtg ctgtgttgaa     1440atcctagttt gatactccca gtcttgtcat tgccagctgt gttggtagtg ctgtgttgaa     1440

ttacggaata atgagttaga actattaaaa cagccaaaac tccacagtca atattagtaa     1500ttacggaata atgagttaga actattaaaa cagccaaaac tccacagtca atattagtaa     1500ttacggaata atgagttaga actattaaaa cagccaaaac tccacagtca atattagtaa     1500ttacggaata atgagttaga actattaaaa cagccaaaac tccacagtca atattagtaa     1500

tttcttgctg gttgaaactt gtttattatg tacaaataga ttcttataat attatttaaa     1560tttcttgctg gttgaaactt gtttattatg tacaaataga ttcttataat attatttaaa     1560tttcttgctg gttgaaactt gtttattatg tacaaataga ttcttataat attatttaaa     1560tttcttgctg gttgaaactt gtttattatg tacaaataga ttcttataat attatttaaa     1560

tgactgcatt tttaaataca aggctttata tttttaactt taagatgttt ttatgtgctc     1620tgactgcatt tttaaataca aggctttata tttttaactt taagatgttt ttatgtgctc     1620tgactgcatt tttaaataca aggctttata tttttaactt taagatgttt ttatgtgctc     1620tgactgcatt tttaaataca aggctttata tttttaactt taagatgttt ttatgtgctc     1620

tccaaatttt ttttactgtt tctgattgta tggaaatata aaagtaaata tgaaacattt     1680tccaaatttt ttttactgtt tctgattgta tggaaatata aaagtaaata tgaaacattt     1680tccaaatttt ttttactgtt tctgattgta tggaaatata aaagtaaata tgaaacattt     1680tccaaatttt ttttactgtt tctgattgta tggaaatata aaagtaaata tgaaacattt     1680

aaaatataat ttgttgtcaa agtaaaaaaa aaaaaaaa                             1718aaaatataat ttgttgtcaa agtaaaaaaa aaaaaaaa                             1718aaaatataat ttgttgtcaa agtaaaaaaa aaaaaaaa                             1718aaaatataat ttgttgtcaa agtaaaaaaa aaaaaaaa                             1718

<210>  20<210>  20<210>  20<210>  20
<211>  25<211>  25<211>  25<211>  25
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  pCXCL7<223>  pCXCL7<223>  pCXCL7<223>  pCXCL7

<400>  20<400>  20<400>  20<400>  20

Ser Asp Leu Tyr Ala Glu Leu Arg Cys Met Cys Ile Lys Thr Thr Ser Ser Asp Leu Tyr Ala Glu Leu Arg Cys Met Cys Ile Lys Thr Thr Ser Ser Asp Leu Tyr Ala Glu Leu Arg Cys Met Cys Ile Lys Thr Thr Ser Ser Asp Leu Tyr Ala Glu Leu Arg Cys Met Cys Ile Lys Thr Thr Ser 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      
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eolf-seqleolf-seqleolf-seqleolf-seql
Gly Ile His Pro Lys Asn Ile Gln Ser Gly Ile His Pro Lys Asn Ile Gln Ser Gly Ile His Pro Lys Asn Ile Gln Ser Gly Ile His Pro Lys Asn Ile Gln Ser 
            20                  25              20                  25              20                  25              20                  25  

<210>  21<210>  21<210>  21<210>  21
<211>  25<211>  25<211>  25<211>  25
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  pCXCL1<223>  pCXCL1<223>  pCXCL1<223>  pCXCL1

<400>  21<400>  21<400>  21<400>  21

Ala Ser Val Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Ser Val Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Ser Val Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Ser Val Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Gly Ile His Pro Lys Asn Ile Gln Ser Gly Ile His Pro Lys Asn Ile Gln Ser Gly Ile His Pro Lys Asn Ile Gln Ser Gly Ile His Pro Lys Asn Ile Gln Ser 
            20                  25              20                  25              20                  25              20                  25  

<210>  22<210>  22<210>  22<210>  22
<211>  25<211>  25<211>  25<211>  25
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  pCXCL2<223>  pCXCL2<223>  pCXCL2<223>  pCXCL2

<400>  22<400>  22<400>  22<400>  22

Ala Pro Leu Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Pro Leu Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Pro Leu Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Pro Leu Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Gly Ile His Leu Lys Asn Ile Gln Ser Gly Ile His Leu Lys Asn Ile Gln Ser Gly Ile His Leu Lys Asn Ile Gln Ser Gly Ile His Leu Lys Asn Ile Gln Ser 
            20                  25              20                  25              20                  25              20                  25  

<210>  23<210>  23<210>  23<210>  23
<211>  25<211>  25<211>  25<211>  25
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  pCXCL3<223>  pCXCL3<223>  pCXCL3<223>  pCXCL3

<400>  23<400>  23<400>  23<400>  23

Ala Ser Val Val Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Ser Val Val Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Ser Val Val Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln Ala Ser Val Val Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gln 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Gly Ile His Leu Lys Asn Ile Gln Ser Gly Ile His Leu Lys Asn Ile Gln Ser Gly Ile His Leu Lys Asn Ile Gln Ser Gly Ile His Leu Lys Asn Ile Gln Ser 
            20                  25              20                  25              20                  25              20                  25  

<210>  24<210>  24<210>  24<210>  24
<211>  26<211>  26<211>  26<211>  26
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence<213>  Artificial sequence

<220><220><220><220>
<223>  pCXCL8<223>  pCXCL8<223>  pCXCL8<223>  pCXCL8

<400>  24<400>  24<400>  24<400>  24
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eolf-seqleolf-seqleolf-seqleolf-seql
Pro Arg Ser Ala Lys Glu Leu Arg Cys Gln Cys Ile Lys Thr Tyr Ser Pro Arg Ser Ala Lys Glu Leu Arg Cys Gln Cys Ile Lys Thr Tyr Ser Pro Arg Ser Ala Lys Glu Leu Arg Cys Gln Cys Ile Lys Thr Tyr Ser Pro Arg Ser Ala Lys Glu Leu Arg Cys Gln Cys Ile Lys Thr Tyr Ser 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Lys Pro Phe His Pro Lys Phe Ile Lys Glu Lys Pro Phe His Pro Lys Phe Ile Lys Glu Lys Pro Phe His Pro Lys Phe Ile Lys Glu Lys Pro Phe His Pro Lys Phe Ile Lys Glu 
            20                  25                  20                  25                  20                  25                  20                  25      
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