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g
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1

1638

DNA

Penicillium funiculosum

promoter
(1) ..(267)

TATA signal
{167} ..(172)

CDSs
{268)..{1470)

sig peptide
(268)..(348)

misc_binding
(1366) .. (1467}
fCBD cellulese binding domain

misc_feature
{1285)..(1353)
Domain of low complexity

terminator
(1471)..{1639)

polyA signal
{1620)..{(1625)

1
atacccetet

agtcaaatta
tecttecatag

gatacccact

toecattetgyg gataatatga
teggttaaaa ggatgtattt
tgtgegttag aageoagbata

cgaacaacat ttttgaaacy

PCT/FR2006/000897

cggcatatac &0
gaattatttyg 120
aagecogett 180

caattgatac 240
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ttgtatagtc tcacaaaacy attcaac atg acg tee aaa cat agt ttec gaa cga 294
Met Thr Ser Lys His Ser Phe Glu Arg

1 &

gec gge ata ctt gea ttyg gge cbt att geot acg age tet ctht gttt gec 342
Ala Gly Ile Leu Ala Leu Gly Leu Ile Ala Thr Ser Ser Leu Val Ala
10 15 20 25

gee gge cct tgt gac ate tac tet tea ggt gge aca cea tge gtt geco 390
Ala Gly Pro Cys Asp Ile Tyr Ser Sexr Gly Gly Thr Pro Cys Val Ala
30 35 40

gcg cac agt acc act cge gea cte tat gat get tat act gge cog cta 438
Ala His Ser Thr Thr Arg Ala Leu Tyr asp Ala r Thr Gly Pro Leu
45 50 55

tac caa gtg aca cgy agt tet gat age age aag aaa gat atc geg cca 486
Tyr Gln Val Thr Arg Zer Ser Aap Ser Ser Lys Lys hsp Ile Ala Pro
60 65 70

ttg gce gee gge gge gtt get aat get geoo acg caa gac tee ttt tgt 534
Leu Ala Ala Gly Gly Val Ala Asn Ala Ala Thr Gln Asp Ser Phe Cys
75 80 85

tca gga aca acc tge cte ata tet abtce ate tac gac vaa tet gga aag 582
Ser Gly Thr Thr Cys Leu Ile Ser Ile Ile Tyr Asp Gln Ser Gly Lys
90 95 160 105

ggg aac cat ctbc acce caa got cog aaa gyt gge tgg agh gga ceot gga 630
Gly Asn His Leu Thr Gln Ala Pro Lys Gly Gly Trp Ser Gly Pro Gly
110 118 12¢

cca aat ggt tca gat aat tta tee agt gog acc goe gee cca ate tat 678
Pro Asn Gly S2r Asp Asn Leu Ser Ser Ala Thr Ala Ala Pro Ile Tyr
125 130 135

ctg aac gga caa aag geg tac gge gtg ttt att gea oot ggt gac gge 726
Leu Asn Gly Gln Lys Ala Tyr Gly Val Phe Ile Ala Pro Gly Asp Gly
140 145 150

tac cgt aat gat aag act tct ggt ata geoc aca gye gabt caa coc gag 774
Tyr Arg Asn Asp Lys Thr Ser Gly Tle Ala Thr Gly Asp Gln Pro Glu
155 160 165

gga atyg tac gee ate ttt gac gga acy cac tac aac ggc ggc tgc tgc 822
Gly Met Tyr Ala Ile Phe Asp Gly Thr His Tyr Asn Gly Gly Cys Cys
170 175 180 185

tte gac tac ggt aat geot gaa acc agt ggt ave gat aca gge got gge B70
Phe Asp Tyr Gly Asn Ala Glu Thr Ser Gly Thr Asp Thr Gly Ala Gly
180 195 200

cac atg gag get ate tac btte ggt aac tgt aat gtc tgg ggt tot ggt 918
His Met Glu Ala Ile Tyr Phe Gly BRsn Cys Asn Val Trp Gly Ser Gly
208 2310 215

tct gga tea gge oot tgg att atg got gat ttg gag aat ggt cte tto 966
Ser Gly Ser Gly Pro Trp Ile Met Ala Asp Leu Glu Asn Gly Leu Phe
220 225 230

tce ggt tat aac goc aaa ¢aa aac acc gec gat gea tee atc aac tgg 1014
Ser Gly Tyr Asn Ala Lys Gln Asn Thr Rla Asp Ala Ser Ile Asn Trp
235 240 245
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cga ttc gte act gea att gtg aag gge gag cea aac aat tgg gea ate 1062
Arg Phe Val Thr Ala Ile Val Lys Gly Glu Pro Asn Asn Trp 2la Ile
250 ' 255 260 265

cgt ggt gge aat gce caa tot ggt tet ete teg aca tac tat aat ggo 1110
Arg Gly Gly Asn Ala Gln Ser Gly Ser Leu Ser Thr Tyr Tyr Asn Gly
270 275 280

ata cgc cca tca gge tac aat cog atg cac aaa gaa ggo gec att atce 1158
Tle Arg Pro Ser Gly Tyr Asn Pro Met His Lys Glu Gly Ala Ile Ile
285 230 295

cte gge acg ggt ggt gac aac agt aac ggt gct caa gge act ttb tac 1206
Leu Gly Thr Gly Gly Asp Asn Ser Asn Gly Ala Gln Gly Thr Phe Tyr
300 308 310

gag ggt gtg atg act tot ggg tac cot tct gac tga act gag aat tee 1254
Glu Gly val Met Thr Ser Gly Tyr Pro Ser Asp Ser Thr Glu Asn Ser
315 320 325

gtt caa geoc aat atc gtht gee geoe ggt tat tee act teg cct ggt age 1302
val Gln Ala Asn Ile Val 2la Ala Gly Tyr Ser Thr Ser Pro Gly Ser
330 335 340 345

cac acc act boe ace ace ctt acc acc ate ack agt acc aca gea gta 1350
His Thrx Thr Ser Thr Thr Leu Thr Thr Ile Thr Ser Thr Thr Ala Val
50 355 3690

tet gga got gge cag aca cag tgyg gygt cag tgt gga ggt age gga tac 1358
Ser Gly Ala Gly Gln Thr His Trp Gly Gla Cys Gly Gly 8er Gly Tyr
365 370 375

tee ggt cca acg age tgtb gtt gea cco tac get tgt aca acc get aac 1446
Ser Gly Pro Thr Ser Cys Val Ala Pro Tyr Ala Cys Thr Thr Ala Asn
380 385 3950

cct tac tac get caa tgt cic tag aatataggeg ctcattegtt ctatgactga 1500
Pro Tyr Tyr Ala Glo Lys Leun
395 400

agttggacaa gtatcaaaag cictetggag geagggagtg tatttttgat gattataccg 1560
tctggagaaa gtgtatatag cttctcataa cccagacaat cagatatttco taacagagcea 1620

ataaatgaga gatgatcaa 1639

<210 2

<211> 400

<212»> PRT

<213» Penicillium funiculosum

<400> 2

Met Thr Ser Lys His Ser Phe Glu Arg Ala Gly Ile Leu Ala Leu Gly
1 5 10 s

Leu Ile Ala Thr Ser Ser Leu Val Ala Ala Gly Pro Cys bsp Ile Tyr

20 25 30
Ser Ser Gly Gly Thr Pro Cys Val Ala Ala His 8er Thr Thr Arg Ala
35 40 45

Leu Tyr Asp Ala Tyr Thr Gly Pro Leu Tyr Gln Val Thr Arg Ser Ser
- 50 55 §0

Asp Ser Ser Lys Lys Asp Ile Ala Pro Leu Ala Ala Gly Gly Val Ala
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65 70 75 80
nsn Ala Ala Thr Gln Asp Ser Phe Cys Ser Gly Thr Thr Cys Leu Ile
85 90 25
Ser Ile Ile Tyr Asp Glin Ser Gly Lys Gly Asm His Leu Thr Gln Ala
100 105 110
Pro Lys Gly Gly Trp Ser Gly Pro Gly Pro Asn Gly Sexr hsp hsn Leu
115 120 125
Ser Ser Ala Thr Ala Ala Pro Ile Tyr Leu Asn Gly Gln Lys Ala Tyr
130 135 140
Gly Val Phe Ile Ala Pro Gly Asp Gly Tyr Arg hsn Asp Lys Thr Ser
145 150 155 160
Gly Ile Ala Thr Gly Bsp Gln Pro Glu Gly Met Tyr Ala Ile Phe Asp
165 17¢ 175
Gly Thr His Tyr Asn Gly Gly Cys Cys Phe Asp Tyr Gly Asn Ala Glu
180 188 150
Thr Ser Gly Thr Asp Thr Gly Ala Gly His Met Glu Ala Ile Tyr FPhe
195 200 205
Gly Asn Cys Asn Val Trp Gly Ser Gly Ser GQly Ser Gly Pro Trp Ile
210 215 220
Met Ala Asp Leu Glu Asn Gly Leu Phe Ser Gly Tyr Asn Ala Lys Gln
225 230 235 240
Asn Thr Ala Asp Ala Ser Ile Asn Trp Arg Phe Val Thr Ala Ile Val
245 250 255
Lys Gly @lu Pro Asn Asn Trp Ala Ile Arg Gly Gly Asn Ala Gln Ser
260 265 270
gly Ser Leu Ser Thr Tyr Tyr Asn Gly Ile Arg Pro Ser Gly Tyr Asn
275 280 285
Pro Met His Lys Glu Gly Ala Ile Ile Leu Gly Thr Gly Gly Asp Asn
250 295 300
Ser Asn Gly Ala Gln Gly Thr Phe Tyr Glu Gly Val Met Thr Ser Gly
305 310 315 320
Tyr Pro Ser Asp Ser Thr Glu Asn Sexr Val Gln Ala Asn Ile Val Ala
325 330 335
Ala Gly Tyr 8er Thr Ser Pro Gly Ser His Thr Thr Sex Thr Thr Leu
340 345 350
Thr Thr Ile Thy Ser Thr Thr Ala Val Ser Gly Ala Gly Gln Thr His
3535 380 365
Trp Gly Gln Cys Gly Gly Ser Gly Tyr Ser Gly Pro Thr Ser Cys Val
370 375 380
Ala Pro Tyr Ala Cys Thr Thr Ala Asn Pro Tyr Tyr Ala Glo Cys Leu
385 380 395 4090

<210> 3

<211> 34

<212> PRT

«213» Penicillium funiculosum

<400> 3
Thr His Trp Gly Gln Cys Gly Gly Ser Gly Tyr Ser Gly Pro Thr Ser
1 5 10 15

Cys Val Ala Pro Tyr Ala Cys Thr Thr Ala Asn Pro Tyr Tyr Ala Gln
20 25 30

Cys Leu

<210 4
<211> 23
<212> PRT
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<213» Penicillium funiculosum

<400> &
Ser Thr Ser Pro Gly Ser His Thr Thr Ser Thr Thr Leu Thr Thr Ile

1 > 10 15

Thy Ser Thr Thr Ala Val Ser
20

<210> 5

<21l> 34

«2312> PRT

«213> Penicillium funiculosum

<400> 5
Ala His Trp Ala Gln Cys Gly Gly Ile Gly Tyr Ser Gly Cys Thr Ala
1 5 10 15

Cys Ala Ser Pro Tyr Thr Cys Gln Lys Ala Asn Asp Tyr Tyr Ser Gln
20 25 30

Cys Leu

<210> 6

<Z11l> 34

«212> PRT

<213> Penicillium funiculosum

<400> 6
Ala His Tyrp Gly Gln Cys Gly Gly Ile Gly Trp Ser Gly Pro Thr Ile
1 5 10 15

Cys Val Ser Pro Tyr Thr Cys Gln Val Leu Asn Pro Tyr Tyr Ser Glr
20 25 30

Cys Leu

<2105 7

<211l> 34

<212> PRT

<213> Penicillium funiculosum

<400> 7
Ala His Trp Gly Gln Cys Gly Gly Gln Gly Trp Thr Gly Pro Thr Thr
1 5 10 15

Cys Ala Ser Gly Thr Thr Cys Thr Val Val a&sn Pro Tyr Tyr Ser Glrn
20 25 3G

Cys Leu

<210> 8

<211l> 25

<212> ADN

<213> Artificial sequence
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<220>
<223»> Description of the artificial sequence:
Xbal-abfB-2 primer

<400> B
tctagaatga cgbcocaaaca tagtt 25

<210> 9

«21l> 24

«212> DNA

<213 Artificial sequence

<220>
<223> Descriptionof the artificial sequence:
HindIII~-abfB-~2 primer

<400> 3
aagcttctag agacattgag cgta 24





