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FIG. 2A
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<110>

<120>

<130>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>
<400>

Met His
1

Pro Glu
Glu Glu

Arg Ala
50

Leu Arg
65

Asp Leu
Lys Pro

<210>
<211>
<212>
<213>
<400>

Met His
1

Pro Glu

13558737_1.txt
SEQUENCE LISTING

The uUniversity of Tokyo )
Japan Health Sciences Foundation

LACTIC ACID BACTERIA CONTAINING COMPOSITION, ORAL PHARMACEUTICAL
COMPOSITION FOR THE TREATMENT OF AT LEAST ONE OF HPV INFECTION,
AND HPV-RELATED TUMOR, AND MUCOSAL IMMUNITY INDUCER

N-STO016-15P

JP 2015-017407
2015-01-30
4
PatentIn version 3.5
1
98
PRT
Human papillomavirus type 16
1
Gly Asp Thr Pro Thr Leu His Glu Tyr Met Leu Asp Leu GIn
5 10 15
Thr Thr Asp Leu Tyr Cys Tyr Glu GIn Leu Asn Asp Ser Ser
20 25 30
Glu Asp Glu ITe Asp Gly Pro Ala Gly GIn Ala Glu Pro Asp
35 40 45
His Tyr Asn Ile val Thr Phe Cys Cys Lys Cys Asp Ser Thr
55 60
Leu Cys val Gln Ser Thr His val Asp Ile Arg Thr Leu Glu
70 75 80
Leu Met Gly Thr Leu Gly Ile val Cys Pro Ile Cys Ser Gln
85 90 95
2
98
PRT
Human papillomavirus type 16
2
Gly Asp Thr Pro Thr Leu His Glu Tyr Met Leu Asp Leu GIn
5 10 15
Thr Thr Gly Leu Tyr Gly Tyr Gly GIn Leu Asn Asp Ser Ser

20 25 30
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Glu

Arg
50

Leu
65

Asp

Lys Pro

<210>
<211>
<212>
<213>

<220>
<223>

3
975
DNA

<400> 3
tcttctgetg

aatacaagct
aaatatggaa
tatattgggc
acttcttcag
ccagcttcac
aaatataaaa
ttcattggac
tcaagctcag
cataaggttg
gcttcaatta
cgtattaaag
ttgcaaccag
gaggatgaaa
gtaacctttt
gacattcgta
tctcagaaac
<210> 4

<211> 624

<212> DNA
<213>

85

gtacttctaa
caaccactta
ttagtgttgc
aaaagcttgt
gaaattctgc
agacgacgat
cgacgattgc
aaaacttgat
cctctacgag
ttaaaggaga
aggcttggaa
aggatccgat
agacaactgg
tagatggtcc
gttgcaagtg
ctttggaaga

cataa

Ala His Tyr Asn Ile val Thr Phe Cys

55

Arg Leu Cys val Gln Ser Thr His val
70

Leu Leu Met Gly Thr Leu Gly Ile val
90

Artificial Sequence

Artificial Sequence

ttccggtggt
tacagttaaa
tcaaattcaa
attgacaact
cggaactaca
taaggttaaa
tcaactcaag
tgtttcacaa
ttcaacttct
tacgctttgg
tcatttatca
gcatggagat
tctctacggt
agctggacaa
tgactctacg

cctgttaatg

Artificial Sequence

13558737_1.
Glu g]u Asp Glu Ile Asp Ggy Pro Ala Gly
5 4

Cys

Asp
75

Cys

tcaacagcta
tctggcgata
agcgcaaaca
tcaagttctt
acgcctacta
tctggtgata
agttggaatc
tctgccggtt
aactcttctg
ggactttcac
agtgatacca
acacctacat
tatgggcaat
gcagaaccgg
cttcggttgt

ggcacactag

Page 2

txt

GIn Ala Glu Pro Asp

45

Lys Cys Asp Ser Thr
60

Ile Arg Thr Leu g]u

Pro Ile Cys Ser Gln

caaataccaa
cactttgggg
atcttaaaag
cgtctaatac
cttcggtcac
cgctttgggg
atttgaattc
cttcaagttc
cagcttcaaa
aaaaatctgg
ttttaattgg
tgcatgaata
taaatgacag
acagagccca
gcgtacaaag

gaattgtgtg

95

taataattca
aatttcgcaa
tacagtcatc
aaatagttca
tcctgccaaa
actctctgtc
tgatacaatt
ttcaacaggt
tacctctatc
tagcccaatt
tcaatatctt
tatgttagat
ctcagaggag
ttacaatatt
cacacacgta

ccccatctgt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
975



<220>
<223>

<400> 4
atgcatggag

gtctctacgg
cagctggaca
gtgactctac
acctgttaat
cagctgccgt
acaaaggcgg
gcgatgaggg
cgtcaacgag
cattacccaa

tggtcagtct

atacacctac
ttatgggcaa
agcagaaccg
gcttcggttg
gggcacacta
tgaagcggcc
cggtcaaggt
cagccagect
cacggatgat
gacagcagag

gatgggggta

Artificial Sequence

attgcatgaa
ttaaatgaca
gacagagccc
tgcgtacaaa
ggaattgtgt
aagacagctg
accccggegce
agttctggcg
acgactgatc
acaactgagc

ttag

13558737_1.

atatgttaga
gctcagagga
attacaatat
gcacacacgt
gccccatctg
gtaaaggcga
ccgctccagg
gtaatatccc
gtaatggtca
ggccagcgtt

Page 3

txt

tttgcaacca
ggaggatgaa
tgtaaccttt
agacattcgt
ttctcagaaa
cgatacaagc
cgacacaggt
aacaaagcca
acatacatcc

tggcttcttg

gagacaactg
atagatggtc
tgttgcaagt
actttggaag
ccactcgagg
ggtactagcg
aagaacaaag
gccacaacga

ggtaagggag
ggtgtcattg

60
120
180
240
300
360
420
480
540
600
624



