ABSTRACT

GENE EXPRESSION PROFILE ALGORITHM AND TEST FOR
DETERMINING PROGNOSIS OF PROSTATE CANCER

The present invention provides algorithm-based molecular assays that involve
measurement of expression levels of genes, or their co-expressed genes, from a biological
sample obtained from a prostate cancer patient. The genes may be grouped into functional
gene subsets for calculating a quantitative score useful to predict a likelihood of a clinical

outcome for a prostate cancer patient.
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