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Figure 23A
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TCGAATCCGG TGGCGGCTTG GIGCAGCCGG GIGGGTCGTT GCGACTGICG TGCGCAGCGT CGGGGTITTAA
CATCAAAGAC ACCTATATCC ACTGGGTGAG GCAATCGCCC GGAAAGGGGC TCGAATGGGT AGCCAGAATC
TACCCTACGA ATGGTITATAC TCGATAIGCG GACTCCGTGA AAGGAAGATT CACCATCAGC GCAGATACGT
CCAAAAACAC TGCATACCTC CAGATGAATA GCCTTICGGGC GGAGGACACG GCGATICTACT ACTIGTAGCCG
GTIGGGGTGGG GACGGGTITCT ATGCGATGGA CTACTGGGGA CAGGGGACGC TIGTAACGGT CAGCTCGGCG
TCAACAAAGG GACCTAGCGT GTTICCCTIG GCTCCCICAT CGAAATCAAC GICCGGTGGG ACGGCGGCAT
TGGGGTGTCT TGTCAAGGAC TATITCCCCG AGCCCGTGAC AGTICTCGTIGG AACTCGGGTG CCCTITACAAG
CGGCGTACAT ACGTITITCCCG CCGIGCTICCA ATCATCCGGA CTGTATITCCC TTTICATICCGT CGIGACTIGIG
CCGTCCTCGT CACTCGGAAC GCAAACTTAC ATTITGCAATG TCAACCACAA ACCGICAAAT ACAAAGGTCG
ATAAGAAGGT CGAGCCAAAG TCGIGTGATA AGACCCACAC ATGCCCTCCC TGTCCAGCGC CGGAGCTGTIT
GGGAGGGCCT TCAGIGTIICC TCTTCCCGCC CAAACCCAAG GACACCCIGA TGATTAGCCG CACACCCGAG
GTIGACGTGTG TCGTCGICGA TGTCICACAT GAGGACCCGG AGGTAAAGTT CAACTGGTAC GTGGATGGAG
TCGAAGIGCA CAACGCAAAA ACAAAACCIC GGGAAGAGCA GTACAATAGC ACGTACAGAG TAGTCAGCGT
GCTCACCGTG CIGCACCAGG ATTGGCTCAA TGGAAAGGAG TACAAGTGTA AAGTGICGAA TAAGGCGCIG
CCTGCCCCCA TCGAAAAGAC AATTTCCAAA GCTAAAGGGC AACCCCGCGA GCCGCAAGTA TACACCCTCC
CACCCTCGCG CGATGAACTG ACCAAGAACC AGGTGTICATT GACGIGTCTC GICAAGGGCT TCTATCCGAG
CGACATTGCA GTAGAATGGG AAAGCAACGG ACAGCCGGAA AACAACTACA AGACTACACC GCCIGICCIT
GATTCGGATG GITCCTICTT TCTTTACTCA AAACTTACAG TCGACAAATC GAGGIGGCAG CAGGGAAATG
TGTTITTCGTIG CAGCGTGATG CACGAGGCCT TGCATAATCA CTATACACAG AAGICGTTIGT CACTGICGCC

GGGAAAGTAA
Figure 23B
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TGACCCAGTC
AGACGTCAAC
GCATCATTTC
CGATTTCCTC
TITTCGGAGCA
AGCGACGAAC
CCAAAGTACA
CTICGAAGGAT
GICTACGCGT
GCTAA

Figure 23D
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Figure 24
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Figure 25A

tcactataggggaagcttgecgccaccatgaaatgectecgtgggtgatetttttecttatyg
s L - G K L A A TMI KTCS WV I F F L M
gcggtagtaaccggagttaactccgaggtccagctcgtcgaatccggtggcggcttggtg

A vV V T

K 6 P S V F P L A
ccctecatecgaaatcaacgtecggtgggacggeggecattggggtgtettgtcaaggactat
p S S K s T S G G T A AL G C L V K D Y
ttccecgagecegtgacagtcectegtggaactegggtgeccttacaageggegtacatacyg
F P E P V T V §$ WN S G A L T S G V H T
tttcecegeecgtgetccaatcatecggactgtattecectttecatecegtegtgactgtygeey
F P AVL Q0 S S 6L Y S L S S5 V VvV T V P
tcctegtcactcggaacgcaaacttacatttgcaatgtcaaccacaaaccgtcaaataca
s s s L 66 T ¢ T Y I ¢C NV N H K P S N T
aaggtcgataagaaggtcgagccaaagtcgtgtgataagacccacacatgccctecctgt
K vD K K Vv E P K S CDZ K T HTC P P C
ccagcgcecggagetgttgggagggecttcagtgttectettcecegeccaaacccaaggac
p A P EL L G GGP SV F L F P P K P K D
accctgatgattagccgcacacccgaggtgacgtgtgtegtegtcgatgtctcacatgag
T .~ I S R T P E V T C V V V D V S H E
gacccggaggtaaagttcaactggtacgtggatggagtcgaagtgcacaacgcaaaaaca
b P EV K F N WY V D GGV E V HN A K T
aaacctcgggaagagcagtacaatagcacgtacagagtagtcagegtgctcaccgtgcetg
K P R EEQY N S T Y RV V 5§ V L T V L
caccaggattggctcaatggaaaggagtacaagtgtaaagtgtcgaataaggcgetgect
H 0 D WL N GG K E Y K C K V 5 N K A L P
gcccccatcgaaaagacaatttccaaagctaaagggcaaccccgcgagecgcaagtatac
AP I E K T I S K A K G Q P R E P Q V Y
accctcccaccctegegcecgatgaactgaccaagaaccaggtgtcattgacgtgtetegte
T L..p P S R D E L T KN OQ V § L T C L V
aagggcttctatccgagcgacattgcagtagaatgggaaagcaacggacagccggaaaac
K G F Yy P S DI AV EWE S N G Q P E N
aactacaagactacaccgcctgtecttgattcggatggttecttetttetttactcaaaa
N Y K T T p P V L D S D G S F F L Y S K
cttacagtcgacaaatcgaggtggcagcagggaaatgtgttttecgtgcagecgtgatgeac
L T v D K S R W O Q G N V F S C S V M H
gaggccttgcataatcactatacacagaagtegttgtcactgtcgeccgggaaagtaatga
F A L H N HY T QK S L S L 5 P G K - -
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Figure 25B

ataggggaagcttgccgeccaccatggagacagacacgettttgetttgggtgttgttgttyg
- G K L A A TMUETDTL L L W V L L L
tgggtccccggttcecgaccggtgatattcagatgacccagtcaccgtecatcecttteggeg
w v P G S5 T G D I T 0 S P
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A W Y Q Q L LI Y S A S F
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Ly s G v p S RF S 6 S R S GG T D F T L
acgatttcctcccttcaaccggaagattttgctacttactactgtcagcagcactataca
: Yy ¥y ¢ 0 O H Y T
acacctcccactttcggacaggggacaaaagtggagattaagcggaccgtagcagccccc
T P P T F G E G T K v E I K R T Vv A A P
tcggtectttatcttcectectagecgacgaacaattgaagtcagggaccgecteggtggta
s v ¥ I ¥F P P 5 D E Q L K 5 G T A 5 V V
tgcctgcttaacaacttttacccacgggaagccaaagtacagtggaaggtggataatgeg
c L L NN F Y P R E A K V Q W K V D N A
ctccagagcggaaactcccaagagagcgtgacagaacaggactcecgaaggattcecgacgtac
L ¢ S G N S QE SV T E QD S KD S T Y
tcactcagctcaacgctgaccctgtcgaaagcggactatgagaaacacaaggtctacgeg
s . s 5 T L T L S K A DY E K H K Vv Y A
tgcgaggtgacccatcagggectgagetcecccecegtaactaagtcattcaaccggggtgaa
c E v T H Q G L § S P V T K S F N R G E
tgctaatga
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QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVR

QVSLRESGGGLVQPGRSLRLSCTASGFTFRHHGMTWVRQAPGKGLEWVAS
Kk kaakk KkkAKk skk s akk kkkga sak: KkEkkgkkkkkkk,

VIWSGGNTDYNTPFTSRLSINKDNSKSQVEEFKMNSLOSNDTATIYYCARAL

LSGSGTKTHFADSVKGRFTISRDNSNNTLYLQMDNVRDEDTAIYYCAKAK
S 2 S S L IR 2 2 P L hARKRAKKK K

TYYDY-EFAYWGQGTLVTIVSAASTKGPSVFPLAPSSKSTSGGTAALGCLV

RVGATGYFDLWGRGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
L R S S

KDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQ

KDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLY SLSSVVIVPSSSLGTQ
Kk hhhkkhkhhhhhkhhhhhhkhhkkhhkkhhhkh kb hkkhkkhhhhk kK

TYICNVNHKPSNTKVDKRVEPKS 221

TYICNVNHKPSNTKVDKKAEP-- 221
Kk kE kKKK AR IR KK KK Ko KK
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Figure 27
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Figure 28
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