30 CLAIMS: 1. An isolated pol ypeptide conprising an amino acid sequence of
SEQ TD.. NO 2 or SEQ ID. NO 4. 2. An isolated pol ypeptide conprising
an am no acid. sequence of SEQ 5 T D. NO 2 or SEQ TD. NO 4, in which
one or nore am.no acid residues is ~added, deleted or replaced,. without
significantly affecting the biological - characteristics of , the, -modi fi ed
nol-ecul e as corrpared to the unm)dl fi eq -nol ecul e, wherein at |east 70%
of -the amino acids of SEQ S . SEQ 1D. NO 4 are left.
unsubstituted. 10 3. An |soI at ed poI ypeptl de conprising a parti al

contiguouzjﬁlg%nce from SEQ 1D. *NO 2 that includes at |least 8
am no- aci ties, whi ch. contiguous sequence is included as a

conti guousg sequ j p ept | de
accordi ngito O%Pﬁ?olht@d iﬂnyg) e???ﬁgdcg) cﬁ% é’[ljoaﬁ%mé;hedéﬁgg e&g;fs %gg’ﬁﬁno -
aci d-resi wegﬂaégarﬁﬁﬁ(hl@ N@M. tbeN=term nal of SEQ ID. 1-5 NO 4. :5. An:

i sol at ed. prote e Lisin n 0_acid seq ce of t he
pol ypept i 2de ac rlcf)latg&)tx%?y ?hg%ecogfpr% %.n]_m é]s%uq%&%ﬁgﬁez

pol ypept i #9. WERQX of 85Q IDONOM2 in SHTF oSk g x@o@egumemdoxfesmnc@qsam dS '
AAl- throughﬁ!‘F‘é(A\A('i-SeiI V\,herel 20 ALA1 i.s.selecte

from -l euBfifRe; , BEOE FP %dv neithagt ﬁé%%ﬁ%qﬂtWeaﬁcﬂll\Q& thes diielogichl f r om
-1ysine, BEAhALARIANGE BicStoholifRd offikde Sekefbeitd &&%@ughﬁ&nyﬁ@' euci ne,

valise and nethionine; AA4 is, selected fromtiryptophan ani ne and
tyrosi ne; molgsgle, svhersin at J@GStf'Z%qfébelﬂnenO aeidh 0fiSEGy, T ANOne @ansE@et hi oni ne;

25 AA6 'Slﬁ%@%%gellte rnﬁi@? threonine, al.an.ine, glycirie and
praline; “AA iIs se rom serine, threonine, alan.ine, glycine and

prol ilfe; AA3 i Msblawwdwmrdegdqusmg aq::,artgall wbatipgowcieduedsP it € aci d
and aspar A ec ed.from,ser.ine, t hreoni ne, al ani ne,

gl yci ne %%Qrgf? i é) 2%1801111&3%3?%8‘? ApPRGATId JEFIANSS, (WINGh §98P 8O al i se and
met hi oni neguicels included as 2 cont1 guous sequence in said SEQ. ID. NO: 2.

-

4. An isolated polypeptide according to Claim 3, comprising a contiguous
sequence of 13 amino acid residues beginning from the N-terminal of SEQ. ID.
15 NO:4. |
A. An isolated protein or polypeptide comprisiﬁg an amino acid sequence
of the polypeptide according to any one of Claims 1-4.
-6. An isolated ;polypeptide according to Claim 2, comprising a sequence
of amino acids AA; 't]irough AAs, wherein:
20 AA,is selected from. leucine,.isoleucine, valin.c:: and methionine;
AA, is selected from lysine, arginine and histidine; - _
AA; is selected from leucine, isoleucine, valine and methionine;
AAy is‘lsele;ctcd from tryptophan, phenylalanine and tyrosine;
AA5 is selected from leucine, isoleucine, valine and methionine;
25  AAg is selected from. serine, threonine, alanine, glycine and proliﬁe;
AA; is selected from serine, threonine, alanine, glycine and proline;
AAg is selected from glutamine, glutamic acid, aspartic acid and asparagine; -
) ABg is selected from serine, threonine, alanine, glycine and proline;

& AAyis selected from leucine, isoleucine, valine and methionine;
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AAll is selected fromglutamne, glu.tamc acid, aspartic acid. and
asparagi ne; AA12 is selected fromserine, threonine, alani.n.e, glycine and
proline;” AAl13 is selected fromserine, threonine, - al.anin.e, glycine and
proline; 5 AAl4 is selected fromserine, threonine, alanine, glycine and
proline; AAl15 is sel ected from serindl threonine, alanine, gl yci ne and
proline; AAl6 is selected fromlysine, arginine and histidine;, AAl7 is

sel ected fAAM Bl 48 Fond hktaﬂn&i’é" C aci UgjugsHar idid, ca ragi ne;
 ALAJ8 is selected -froml e§0| ne, i,sol eugél7 ne, val Meﬁ%ﬁ ? dgﬁa?%e 10

AAL19 i s s@ePRaErEESS r om | ysi ne, argl hi ne and hi stidine;, AA20 | s selected from
serine, threoni I hne. is selected from
A0S Oect] AOIErn0! ML NGABULAEE e st Bikie?. o¢!

| ysi ne, arginine an st | n. €; Sél= et t hr eoni ne,

al ani n. e' Agfuyd}i sedecaentifrpim-setine,tircohAi aﬂz&uﬁ@lgemwaﬁd Ileyt am ne, gl utanie
4 is selected fromseri ne,

t d d.
? ﬁlr eon"i r’éIL‘s;sf‘la’ "%:Eed %Tr’]‘?c,sie?fggafhﬁe%ﬁf’?ﬁ |ah”’é”" @W%m’o(@’é’é’tﬂ@d fromlysine,
ar gi ni ne A, by stdctid Rom s6A38 thicohMCGldshd GBS Yol B0 Nl e and

hi stidine; AA27 is selected from | edcine,.isol euci vai i ne and
net hi . oni A4 Is sslertegl Fremdwsinatasgininoandbistidiae; t hr eoni ne, al ani ne, gl yci ne

and prol | A, B:MR% i SRLEELGH SEOROLUIAML TG SLyLoLe, acid aspartic

acid and as araglne afFect ed- f YySi ne,
his-tidi- nAAxA.S/S@kctasl Teah dextobk, ﬁsocbmcgbth&iﬁnblaad ngzlﬂubamee; aci d aspartic acid

and ar \ i's.selected.fro IeUC|ne -isol eucine, valin.e and
m et %p sel&ﬁéé%@&éﬁ‘%%% ARG NiERANR e, i sol eucine, valine and

met h. i On.U\Qdax,s sélecd83forh Sep@, Brebink! AIhER! hB@meta!%EfﬂBhﬂg' al an. i ne,
Yol 10 2R B i St et b 5 1+ 191 ne and
A Ay, is selected from serine, threonine, alanine, gI_ycl_r_le and proline;
AAys is selected from glutamine, glutamic acid, aspartic acid and asparagine;
15 AAgs is selected from serine, threonine, alanine, glycine and proline;
AAgs is selected from lysine, arginine and histidine;
AAyg is selected from lysine, arginine and histidine;
AAy is selected from. leucine, isoleucine, valine and methionine;
AAgg is selected from serine, threonine, alanine, glycine and proline;
20 AAy is selected from glutamine, glutamic acid, aspartic acid and asparagine;
AAs is selected from lysine, arginine and histidine;
AAg, is selected from glutamine, glutamic acid, aspartic acid and- asparagine;
AAas; is selected from Jeucine, isoleucine, valine and methionine;
AAs; is selected from | eucine, 1soleuc1ne valine and methjonine;
25  AAagis selected from serine, threonine, alanine, glycine and proline;
AAg; 1s selected from lysine, arginine and histidine; .
AAj is selected from serine, threonine, alanine, glycine and proline;
AAs7 i selected from 'leucin.e,.isoleucine, valine and methionine;
5 AAsg is sclected from't:_yptophan, phenylalanine and tyrosine;
AAazg is selected from tryptophan, phenylalanine and tyrosine:




AA36 is selected fromserine, threonine. a.lanine, glycine and proline;
AA37 is selected fronv. eucine, isoleucine, valine and methi.onin.e; sT A38
i-s selected fromtryptophan, phenylal anine and“tyro ‘A.sine; .3AA39 is

sel ected fromt yptophan, -phenyl-al ani ne and tyrosine; L 7. r, .~f_j i _
32 . AAMMO is selected from serine, . threonine, alanine, glycine and

proline; AAdi is selected-fronltryptop an, phenyl al ani ne and tyrosine;

AA42 i's selected fromtryptophan, ph.enyl.alanine and tyrosine;, 5 AAAS'is
sel.ect ed- f Adim | ésickelested s flopeusirne, valln@naagu@etmmgﬁkneglcﬁé44

sel ected fro erine, threon.ine, alanine, egC|ne and prollne 45 . is
sel ected fPoM Serine, threonine, alanixl.e, glycine and prolin.e; AAdG is

sel ect ed f AQMy) Befelddsd ﬁ&h@%td}ﬁmaﬂﬁéﬂﬂkﬁamgle%g?ﬁe?ﬁgprol ine; AAMT7 is

sel ected. fromm | eucine, isoleucine, valine an I'onine; 10 AA48 is
set ected fMﬁtsr%?b%CEFﬁb&%mmmﬁb}PammiﬁéamndanymBme, AA49 is

sel ecteg. f gl MR artl c acid. and asparagi ne; AAS0
is selected ron#rygdﬁomg%%&gm%] and’géh EIHB MRES1 S sel ected-from
| ysi ne, argiai eckotddfra sdire, ducamnénalaﬁmbaggdnﬁ%y@g@ﬁﬁ conprising a

sequence sglecte SE 5, SEQ ID. G SEQ T.D. NO
7; SEQ TDE‘Q‘Ndts S§Ie°{§écég q"i\?o%hfﬁc’m%%mm °1N8ne1a@d@m@lns&cg ID. NO 1.2.
-8. An isdhAjgd Sﬁl@btﬁﬂﬁﬂhh d@@cgﬁé&mg él&ar%a&]?l;m% aﬁﬁﬁ%ﬁé J.ng a nodified

-sequence of SEQ JD NQ .2 SEQ. to -three residues
are each ﬁ’?ﬁﬁ‘?g&d&i”’é#@?w&rwa uﬁ@eaml@heresi nhlaéudmme;onser vative

subst ijput i QA i2QciBetedBrolnd o] tide according to any one of O ains
1-3, conpri sﬂllngea?neno ac%dﬁt% esl’ ug}s{Ple ym'éeAA 41- AA4A. 2, -being .

=esi dues “oApdséletton frodBglutmgpe ofluGhG: a}:ﬂ, abiﬁméacmfund%pm%gﬁ;eel t her

~modi fied QOf s selected from lysine, arginine and histidine; and
AAs is selected from lysine, arglmne anthsUdme _
_ 7. An jsolated polypeptide, comprising a chuence selected from S]ZQ
15 IDNOSSFQ]D\:O6QEQIDNO7SEQTDNOSSFQIDNO9

SEQ. ID. NO: 10 and SEQ. ID. NO: 12,
8. An isolated polypeptide according to claim 2 comprising a modiﬁcd.

sequence of SEQ. JD NO: 2 or SEQ. ID. NO: 4, in which up to three residues
are each substituted by another amino acid residue by conservative substitution.
20 9. An isolated polypeptide according to any one of Claims 1-3,
comprising amino acid Teéidues AA38-AA39-AA.40-AA41~AA42, ‘being residues .
of positions 38 to 42 of SEQ. ID. NO: 4, which are either modified or
unmodified, said modification being by conservative substitution, wherein:
AAgsg 15 selected from tryptophan, phenylalapine, and tyrosiné;
25 AAgy is selected from tryptophan, phenylalanine, and tyrosine;
AAy is selected from threonine, serine, alanine and proline;
AAy is selected from. phenylalanine, tyrosine, and tryptophan;
AAy is selected from phenylalanine, tyrosine, and tryptophan.
10. An isolated polypeptide according to any one of Claims 71-3,
30 comprising amino acid~ residues AA3B—AA39—AA40-AA4]~AA42-M43, being



unnodi fied, said -nodification being by conservative, substitution,

wherein: AA38 is selected fromtryptophan, - phenyl ai ani ne, and tyrosine; 25
AA39 is selected fxomtryptophan, pb. enyl al ani ne, ‘and tyrosine; AA40 is

sel ected fromtbreonine, serine, alanine and pro Line; AA 41 is selected
from pb. enyl . al ani ne, tyrosine, -and yptophan; AA42 is selected from
-pbenyl al ani'ne, -tyrosine, and-tryptophan. ,;. 14. An isolated polypeptide
according to any one of Claims 1-3, r+? ~i - 30 conprising am no aC|d

-Tesi dues £43ue 0B Pobitiofl9 BAY 43 A 43, BEMNGD, Juod 4 1
.has.. 33 residues of positions 38 to 43 OPHSEQ@]Cj & K@‘e”ﬁa}e it ﬁr are .
either subbstitutadey tihest ﬁ'@rnoam?lﬁor%t,dlﬁsr@sudaézstluned;nsa,lbssu‘tfstﬂﬁibn sai d

subst i tutl %oagmgvaﬁvgggg& %’%é&gstl tution, wherei n5 Aﬁ3é3?sl Ze.l et ed

sel ected fromitryptop alaninée, and tyrosine;

from tryptiphas selp&eﬁ lfmhatramopha.n_mdnylﬂz@ﬁn@%nd tHvkhet S sel ected from

t hr eoni.ne,, ser.in AM1-is selected from

|ne and i ne;
phenyl 3 afM®, 15 Fﬁtgfl ?%b?&?ﬁﬂh‘ﬁmm diterosisteect ed from

phenyl al any Ag, is k¥eQsk %m g,g&,ﬁ,qé;g&qg@ A43rdimesel ected from | eucine,
val i ne, ‘i sol euci ne, and rxl ethionine.” 10 1 An. 1'sél ated poI ypeptide

accor di ng A%uangelesied Somphenyislanine, tywasins, |a9dmgpmsp1m acid 'residues .
o A O o B r ”
resi dues @Ayjnssdisdted frbmdeuciadivdlisebsblcudite)nd ﬁﬁlﬂ&’i@nﬂxcconser vative
SUbSU{ Ut gn. WIET Gl s AR IS AN AASLS YA
comprising amino acid Tesidues AA;,(,-AA37-AA38-AA39-AA4O-AA4,_AA42,
being residues of positions 36 to 42 of SEQ. 1. NO: 4, which are either
substituted by other amino acid _residues or unsubstjtuted, said éubstituﬁon
being a conservative substitution, wherein:. .
15  AAjgis alanine; .
AAzy is-valine;
_ AAsg is selected Tom tryptophan, phenylalanine, and tyrosine;
AAjgis sélectgd ‘from tryptophan, phenylalanine, and iyrosine;
| AAy is selected from. threonine, serine, alanine and proline;
20 AAg is selected from phenylalanine, tyrosine, and tryptophan;
AAy; is selected from phenylalanine, tyrosine, and tryptophan.
12. An isolated polypeptide according to any one of Claims 1-3,
comprising amino acid residues AA36—AA37-AA33-AA39-AA4(;_AA4I-AA4Z-
AAgs, being residues of positions 36 to 43 of SEQ. TD. NO: 4, which are either
25 substituted by other amino acid residucs or unsubstituted, said substitution
being a conservative substimtion., ~wherein:
AA%'-_ti.s alanine;
- AAgjg is-valine;
A2 AAag 1s selected from tryptophan, phenylalanine, and tyrosine;
~ 30 AAj;is selected from tryptophan, phenylalanine, and tyrosine;

s3azh



AA38 is selected -fromiryptophan, phenylalan.i.n.e, and tyrosine; AA39 is
sel ected from,-tryptophan, .phenylal anine; and -tyrosine; AA40 is selected
from tbreoni ne serine, alanhae andprolin.e; 20 AA4l is selected-frorn
phenyl al ani ne, tyr.osine, a.n.dvypt op#an; AA42 is selected from

phenyl al-ani ne, -tyrosi ne,. and tryptophan. X2. An 'isol ated pol ypepti de
according to any one of. Clains.1-3, conprising anm na acid residues

AAaB- AaT- ARy R3Sl Shdd-oid | thitddithe, AM3,  Reiin esi SIS @foﬁﬁgs_i tions 36 to
43 of . SEQ, TD. 6N§9 4, which a@? gei ther 25 substituted by other amino acid
resi dues or*rmdsiERdestedfrenn pheaylalanipe dysosine; il ttyopliay conser vati ve

substituti shaL el n; @A;:}@ &{-u?@ : JscVal.ine; A38 is

sel ect ed f%ltlﬁfﬁgﬂgﬁ, phé1 %} al dn .rogx’nea%gﬁ?w%g?%; 30 . AA39 is

sel ect ed f Admts seieddphEnm lpbeing,| wlian; iselcueing, dndrmsinigiine.C J f_i 7 34 AA40
is sele teg . frgm. t ,%%orili ne, - seriiie, alto§n' ne and proline; AAdl is
sel ectedl f28: rn SRRy R ¥RePlidg T umpEsing, gpe }b?cf@ﬂamqgmmdr sel ect ed
f rom phenykaqwat@e, tyrosine, and t yptophan; AA43 is selected from

| euci ne, val .ine, iso)cueine, and nethionine. -5 13. An isolated

pol ypepti de conprising one'of the followi ng am no acid sequences:

SFFLX6 (SEO 1D NEFEH Ry ST R PR AT T RNER) 7P SESLD HOND) 17) or
SYx| x2SDKQLI SKAYRR| £fSpeiSTt sKkBR + B W11 8) V\/’(s]glﬁﬁg'njﬂ%-{@present s R Q
.~or. L

F., H. KK N DL E Yor. W . x2 represents V, . 5 x3
represkhts W FEE=28DAQLISTAVERIRE, - 1. epresent(SEQUIDNO:F) of H or. K;

SEx; X, SDRQLISKAVORIFFL%STL (SEQ 1D NO: 18)
~ wherein
xyrepresents R, Q, F, H, K, N, D, E. Y or W;
Xy represents V, M, Jor 1; : .
15 Xz represents W, Q, F, Y, N, D or E;

xyrepresents W, R, F, Y, Hor K;
Xsrepresents T, 1,S, P, A, G, L,V or M; and
- Xgrepresents P, L, S, T, A, G, L,V or M,
14. An isolated protein or polypeptide comprising the amino acid sequence
20  of Claim. 13. -

15. A polypeptide sequence according to any one of Claims 1-14, in which
the amine acids are in the reverse ordér. . '

16. A pharmaceutical composition comprising the isolated pblypéptide of
any one of Claims 1-15.

25 17 .
- A method of treatment of a disease or disorder, comprising administering to a

subject in need, an effective amount of the polypeptide of any one of claims 1-15.

éri.m p Akmeth?d ;ccordmg to Clairt’l 17, wherein the disease or disorder is selected
1 Parkinson’s isease, Alzheimer’s disease, an inflammatory or allergic condition,
cu a skin disorder, a viral disease, a cancer disease, an
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x5-represents T, 1, -S, P, A G 'L, Vor M and xGrepresents P, L, -S. T,
A G I, Vor M 14. An. isolated protein or polypeptide conprising the

am no acid sequence ?0 of Claim 13. 15. A pol ypeptide sequence according
to any one.of Ctainms 1.- 14, in which the amn.o acids are-in. the reverse
order. 16. A ph.arm aceuti.ca.1l conposition conprising the isolated

pol ypeptide of any one of. Cairris 1-153525 I T A nethod of treatnent of a-
di sease or (i der,. cpnprising adnmnistering to a subject in .need, an
effective- %%ﬁﬁmg?é t H@S[%é?’ypéptl?% of anylubaesubdsis| dierpes] - JaEutelaa)rA met hod
accor di ng tehréhidinpiiltis WGE&LARE AL 58856 0F disorder is selected. from
Par'ki nson' s _di sqa{sag, Al zhei ner.']'séﬁg?lg'!égjgg,g&té%bf ﬁjﬂoé[‘i‘ﬁrﬁ;]@@?%}afé? hepatigigi c

-condi ti on, Cl’{ihngwtqn?msj&md maleiinfaltilitysease, a cancer disease, an 30 Li'}
cC.1 1- .-i_ 35 autgi . ue di sease, a bum tuberculosis,. herpes, acute
or chroni c Hepatt PPYPEPUde sraueRte a6prsiing themabie s QlainBhT-08] whefdi@! estatic
hepatiti®; oneidiheteiatning LORRLL fo { an le-infertility. 19. A polypeptide
sequence according.to ue]my lontéh{‘ef)]?vﬁ ai ﬁgr{%i@?%ﬁﬁ jggd)-amigmecidr nore ani no
“acids are replaced by the corresponding D-arnino acid. ¢c.J, -:r r_:ry Q
LS. 1-A S : :



