
30  CLAIMS: 1. An isolated polypeptide comprising an amino acid sequence of
SEQ.  TD.. NO: 2 or SEQ. ID. NO: 4. 2. An isolated polypeptide comprising
an amino acid. sequence of SEQ.  5 T.D. NO: 2 or SEQ. TD. NO: 4, in which
one or more amino acid residues is  added, deleted or replaced, without
significantly affecting the biological  characteristics of, the modified
molecule as compared to the unmodified  -molecule, wherein at least 70%
of-the amino acids of SEQ. ID, 'NO: 2 or. SEQ.  1D. NO: 4 are left
unsubstituted. 10 3. An isolated polypeptide comprising a partial
contiguous sequence from  SEQ. 1D. 'NO: 2 that includes at least 8
amino-acid residues, which. contiguous  sequence is included as a
contiguous sequence in said SEQ. ID. NO: 2. 4. An isolated polypeptide
according to Claim. 3, comprising a contiguous  sequence of 13 amino
acid-residues-beginnin.g from. tbeN=terminal of SEQ. ID.  1-5 NO: 4. :5. An
isolated. protein or polypepti.de comprising an amino acid sequence  of the
polypepti.de according to any one of Claims '1-4. G. An isolated
polypeptide according to Claim 2, comprising a sequence  of amino acids
AA1-through. AA51, wherein: 20 A.A1 i.s.selected
from.-leucine,,isoleucine.Yaline and methionine;  AA2 is selected from
-lysine, arginine and histidine;  AA3 is selected fromleucine, isoleucine,
valise and methionine;  AA4 is, selected from tryptophan, phenylalanine and
tyrosine;  AA5'is selected from leucine, isoleucine, valine and methionine;
25 AA6 is selected from. serine, threonine, al.an.ine, glycirie and
praline;  AA, is selected from. serine, threonine, alan.ine, glycine and
proline; AA3 is-sel.ected-from glutainin.e, glutamic acid, aspartie acid
and asparagine;  r.~a A.A.9 is selected from serine,tbreonine, alanine,
glycine andproline;  AA10 is selected-from leucine, i.soleucine, valise and
methionine; Cl'J  
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AA11 is selected from glutamine, glu.tamic acid, aspartic acid. and
asparagine; AA12 is selected from serine, threonine, alani.n.e, glycine and
proline;  AA13 is selected from serine, threonine,- aJ.anin.e, glycine and
proline;  5 AA14 is selected from serine, threonine, alanine, glycine and
proline; AA15 is selected from serine. threonine, alanine, glycine and
proline;  AA16 is selected from lysine, arginine and histidine; AA17 is
selected from glutamine, g7.u.taxnic acid, asparti.c acid and asparagine;
A.AJ8 is selected'-from leucine, i.soleucine, valine and methionine; 10
AA19 is selected from lysine, arginine and histidine; AA20 is selected from
serine, threonine, alanine, glycine and proline;  AA21. is selected from
lysine, arginine and histidin.e; AA22 is sel.ectedfrom serine, threonine,
alanin.e, glycine and pr-ol.ine; AA23 is selected from glutamine, glutamie
aei.d, aspartic acid an.d.asparaguac;  15 AA24 is selected from serine,
threonin.e, alanine, glycine and proline; AA25 is selected from-lysine,
arginine and histidine;  AA26 is selected from lysine, arginine and
histidine; AA27 is selected from. leucine,.isoleucine, valine and
nethi.onin.e;  AA2.8.is selected from serine, threonine, alanine, glycine
and proline; 20 AA29 is selected from glutamine, glutamic acid, aspartic
acid and asparagine;  AA30 is selected-from lysine, arginine and
his-tidine; A.A31 is selected from glutam.ine;.glutamic acid, aspartic acid
and asparaginc;  AA32 is selected from leucine, -isoleucine, valin.e and
m.eth.i.onin.e; AA33 is selected from l.eucin..e, isoleucine, valine and
meth.i.onin.e; 25 AA34 is selected from serine, threonine, alan.ine,
glyci.ne and proline;  AA35 is selected from lysine, arginnine and
histidine; 



AA36 is selected from serine, threonine. a.Ianine, glycine and proline;
AA37 is selected from7.eucine, isoleucine, valine and m.ethi.onin.e; sT A38
is selected from tryptophan, phenylalanine and tyro A sine;  .3AA39 is
selected from t yptophan,-phenylalanine and tyrosine;  L 7. r, .~ f_ j i _
32  AA40 is selected from. serine, threonine, alanine, glycine and
proline; AA4i is selected-from tryptophan, phenylalanine and tyrosine;
AA42 is selected from tryptophan, ph.enyl.alanine and tyrosine; 5 AA43 is
selected-from leucine, isol.eucine, valine and methionine;  AA44 is
selected from serine, threon.ine, alanine, glycine and proline;  AA45 . is'
selected from serine, threonine, alanixl.e, glycine and prolin.e;  AA46 is
selected from serine, threonine, alaniue, glycine andproline;  AA47 is
selected.fromm, leucine, isoleucine, valine and methionine; 10 AA48 is
selected from tryptopb.an, phenylalanine and tyrosine; AA49 is
selected.from glutamine, glutamic acid, aspartic acid and asparagine;  AA50
is selected from lysine, arginine and.histidine; and AA51 is selected-from-
lysine, arginine and bistidin.e_ 7. An isolated polypeptide; comprising a
sequence selected. from SEQ.  15 ID. NO: 5. SEQ. ID. NO: G, SEQ. T.D. NO:
7; SEQ. TD, NO: 8, SEQ. ID. NO: 9.  SEQ. ID. NO: 10 and SEQ. ID. NO: 1.2.
-8. An isolated polypeptide according to claim. 2 comprising a modified
sequence of SEQ. JD NO: .2 or SEQ. M. NO: 4, in which up to -three residues
are each substituted by another amino acid residue by conservative
substitution. 20 9. An isolated -polypeptide according to any one of Claims
1-3,  comprising amino acid -residues AA38-AA39-AA49-AA,41-AA4.2, -being
=esidues  of positions 38 to 42 of SEQ. ID. NO: 4, whi.db. are either
-modified or  



unmodified, said -modification being by conservative, substitution,
wherein: AA38 is selected from tryptophan,-phenylaianine, and tyrosine;  25
AA39 is selected fxom-tryptophan,pb.enylalanine, and tyrosine;  AA40 is
selected from tbreonine, serine, alanine and pro Line;  AA.41 is selected
from pb.enyl.alanine, tyrosine, and tryptophan;  AA42 is selected from.
-pbenylalanine, -tyrosine, and-tryptophan. ,;. 14. An isolated polypeptide
according to any one of Claims 1-3,  r+? ~i - 30 comprising amino acid
-residues AA3u-AA39-AA.4o-AA4r- 2-AA,43, being  C ~J r l._  LY.'?  rc'.1
.has.. 33  residues of positions 38 to 43 of SEQ. ID. NO: 4, which are
either  substituted by other amino acid residues or unsubstituted, said
substitution.  being a conservative substitution, wherein.: A.A38 is
selected from tryptophan...phenylaianine, and tyrosine;  5 AA39 is selected
from tryptophan, pheriylalanine, and tyrosine;  AA40 is selected from
threonine, serine, alanine and praline;  AA41 is selected from
phenylalanine, tyrosine, and tryptophan;  AA42 is selected from
phenylalanine, tyrosine, and tryptophan..  AA43 is selected from leucine,
valine, isoleucine, and rxlethionine. 10 11. An. isolated polypeptide
according to any one of Claims 1-3,  comprising amino acid 'residues
Api36-AA.37-AA38-AA39-AA40-AA41-AA42,  being residues of positions 36 to 42
of SEQ. JD. NO: 4, which are either  substituted 'by other amino acid
residues or unsubstituted., said substitution  being a conservative
substitution, wherein: _  15 AA36 is aJanine; AA39 is-valine; 



AA38 is selected -from.iryptophan, phenylalan.i.n.e, and tyrosine;  AA39 is
selected from.-tryptophan, .phenylalanine; and -tyrosine;  AA40 is selected
from tbreonine serine, alanhae andprolin.e; 20 AA41 is selected-frorn
phenylalanine, tyrosine, a.n.dvyptophan;  AA42 is selected from
phenylalanine, tyrosine, and tryptophan. X2. An 'isolated polypeptide
according to any one of. Claims 1-3,  comprising amino acid residues
AAa6-Aa7-AA38-AA39-AA40-AA4I-AA42- AA43, beingresidues of positions 36 to
43 of. SEQ. TD. NO: 4, which are either 25 substituted by other amino acid
residues or unsubstituted, said sui1stitution  being a conservative
substitution.,-wberein: AA36 is alan n.e;  AA39 .is-Val.ine; A 38 is
selected from tryptophan, phenyl.alanire, and tyrosine;  30 .AA39 is
selected from tryptophan, pbenylalanine, and tyrosine;  C'J f_i 7 34  AA40
is selected.. from. threoriine,- _ seriiie, alanine and proline;  AA41 is
selected fxo.rn phenylalanine, tyrosine, and tryptophan.; AA42 is -selected
from phenylalanine, tyrosine, and t yptophan;  AA43 is selected from
leucine, val.ine, iso)cueine, and methionine. -5 13. An isolated
polypeptide comprising one'of the following amino acid  sequences: .
SKxix2SDXQLISKAV2E3xdx5Fr-Lr.6STL (SEQ ID NO:.15) '  SKXix2SDKQLISKAVX3X4
5FFLx6 (SEQ ID NO: 16) 40 SKx3,x2SDKQLISKAVQRIFF, (SEQ 7D NO: 17) or.
SYxlx2SDKQLISKAVQRIFFLx6STL (SEQ ID NO: 18) '  wherein xl.-represents R, Q,
F., H, K, N, D, E_ Y or. W; .  x2 represents V, M,1. or. L; 15 x3
represents W, Q, F, Y, N, D or E; x4 -r. epresents 'W, R, .F, Y, H or. K; .



x5-represents T, 1, -S, P, A, G, 'L, V or M; and xG represents P, L, -S, T,
A, G, I, V or M, 14. An. isolated protein or polypeptide comprising the
amino acid sequence  ?0 of Claim. 13. 15. A polypeptide sequence according
to any one of Claims 1.- 14, in which  the amin.o acids are in. the reverse
order. 16. A ph.arm.aceuti.ca.1 composition comprising the isolated
polypeptide of  any one of Clairris 1-15. 25 IT A method of treatment of a
disease or disorder, comprising administering to a  subject in need, an
effective amount of the polypeptide of any one of claims 1-15. 18. A method
according to Claim 17, wherein the disease or disorder is selected  from
Parkinson's disease, Alzheimer's disease, an inflammatory or allergic
condition,  a skin disorder, a viral disease, a cancer disease, an 30  Li'}
C`.1  1- .-i 35  autoi.mmuue disease, a bum, tuberculosis,. herpes, acute
or  chronic hepatitis B, acute or chronic hepatitis C. chronic. cholestatic
hepatitis;  cirrhosis. stomatitis. and male infertility. 19. A polypeptide
sequence according to any one of Claims 1-15, wherein  5 one or more amino
acids are replaced by the corresponding D-arnino acid. c.J  -:r  r_:ry Q
LS I-A 


