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According to a molecular structure of a substance to be tested, substance _—su1
features of the substance to be tested are determined

l

At least one cell feature of a diseased cell of a target category is extractedto | — S12
obtain the at least one cell feature of the diseased cell

A 4

According to the substance features and the at least one cell feature, a response | — S13
result of the substance to be tested against the diseased cell is predicted
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