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The invention provides oligonucl eotide probes that can
be used to hybridize to a representation of nucleic
aci d sequences. Conpositions containing the probes
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(57) Abstract: The invention provides oligonucleotide probes that can be used to hybridize to a representation of nucleic acid se-
quences. Compositions containing the probes such as microarrays are also provided. The invention also provides methods of using
these probes and compositions in therapeutic, diagnostic, and research applications. Systems and methods for using a word counting
algorithm that can quickly and accurately count the number of times a particular string of characters (i.e., nucleotides) appears in a
nucleotide sequence (e.g., a genome) are provided. This algorithm can be used to identify the oligonucleotide probes of the invention.
The algorithm uses a transform of a genome and an auxiliary data structure to count the number of times a particular word occurs in
the genome.



WO 2005/035792 A2 | NI 0A 00 00000 000 0 O

SK, TR), OAPI (BF, BJ, CF, CG, CI, CM, GA, GN, GQ, For two-letter codes and other abbreviations, refer to the "Guid-
GW, ML, MR, NE, SN, TD, TG). ance Notes on Codes and Abbreviations” appearing at the begin-
Published: ning of each regular issue of the PCT Gazette.

—  without international search report and to be republished
upon receipt of that report



