SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGR
LRVTLDTSKKSSSLLITASRAADTASYFCATDANGK I TFGKGTRLHILP
(SEQ ID NO:1)

Fig. la
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGM
PEDRFSAKMPNASFSTLK IQPSEPRDSAVYFCASSLGSNEQYFGPGTRLTVT
(SEQ ID NO:2)

Fig. 1b
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGKIIFGKGTRLHILP (SEQ ID NO:3)

Fig. 2a
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASSLGSNEQYFGPGTRLTVT (SEQ ID NO:4)

Fig. 2b

TCTCAACAAGGtGAAGAAGATCCGCAGGCCCTGAGTATTCAAGAAGGTGAAAATGTGACCATCAACTGCTCTTACAAAA
CGAGTATCAACAATCTGCAGTGGTACCGTCAAAATTCTGGCCGCGGTCTGGTTCATCTGATTCTGATCCGTTCCAACGA
ACGCGAAAAACACTCAGGCCGTCTGCGCGTTACCCTGGATACCAGCAAAAAATCTTCTAGTCTGGAAATCACCGCAGTC
CGTCCGGCAGATACGGCAAGCTATTTTTGTGCAACCGACGCTAATGGTAAAATTATCTTCGGCAAAGGTACCCGCCTGC
ATATTCTGCCG (SEQ ID NO:5)

Fig. 3a
GATGCGGGTGTCACGCAGTCTCCGCGTCATGAAAGTGTGGAAATGGGCCAAGAAGTTACGCTGCGCTGCAAACCGATCA
GCGGTCACGACTACCTGTTTTGGTACCGTCAGACCCCGAAACGCGGCCTGGAACTGCTGATCTACTTCAACAATAACGT
TCCGATTGATGACTCGGGTATGCCGGAAGATCGTTTTAGCGCGAAAATGCCGAATGCCTCGTTCAGCACGCTGAAAATT
CAGCCGGTCGAACCGCGTGACTCCGCAGTGTATTTTTGTGCTTCCTCACTGGGCAGTAACGAACAGTACTTCGGCCCGG
GTACCCGTCTGACCGTGACG (SEQ ID NO:6)

Fig. 3b

GGGSEGGGSEGGGSEGGGSEGGTG (SEQ ID NO:7)

Fig. 4a
GGCGGTGGCTCCGAAGGTGGCGGTTCAGAAGGCGGTGGCTCGGAAGGTGGCGGTAGCGAAGGCGGTACCGGT (SEQ ID
NO:8)

Fig. 4b

SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDAFAWWIFGKGTRLHILP
(SEQ ID NO:9)

Fig. 5 (1)

SQQGEEDPQALSIQEGENVTINCSYKGWAQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:10)

Fig. 5 (2)
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SQQGEEDPQALSIQEGENVTINCSYKGSIQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:11)

Fig. 5 (3)
SQQGEEDPQALSIQEGENVTINCSYKGSIQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID N0:12)

Fig. 5 (4)
SQQGEEDPQALSIQEGENVTINCSYKGWAQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:13)

Fig. 5 (5)
SQQGEEDPQALSTQEGENVTINCSYKGWVQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:14)

Fig. 5 (6)
SQQGEEDPQALSIQEGENVTINCSYKGSIQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:15)

Fig. 5 (D
SQQGEEDPQALSIQEGENVTINCSYKGWAQNRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAVRPAD
TASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:16)

Fig. 5 (8)
SQQGEEDPQALSIQEGENVTINCSYKGS IQNLQWYRQNSGRGLVHLIL IRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:17)

Fig. 5 (9)
SQQGEEDPQALSTQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCMYDENGKI IFGKGTRLHILP
(SEQ ID NO:18)

Fig. 5 (10)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCMYDQNGKIIFGKGTRLHILP
(SEQ ID NO:19)

Fig. 5 (11D
SQQGEEDPQALSIQEGENVTINCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDAYGTVQFGKGTRLHILP
(SEQ ID NO:20)

Fig. 5 (12)

SQQGEEDPQALSIQEGENVTINCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGTVQFGKGTRLHILP

(SEQ ID NO:21)
Fig. 5 (13)
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SQQGEEDPQALSIQEGENVTINCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGSVQFGKGTRLHILP
(SEQ ID NO:22)

Fig. 5 (14)

SQQGEEDPQALSIQEGENVTINCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDAYGRYIFGKGTRLHILP
(SEQ ID NO:23)

Fig. 5 (15)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANQMWKFGKGTRLHILP
(SEQ ID NO:24)

Fig. 5 (16)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDAYGLPIFGKGTRLHILP
(SEQ ID NO:25)

Fig. 5 (17)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGLPVFGKGTRLHILP
(SEQ ID NO:26)

Fig. 5 (18)

SQQGEEDPQALSIQEGENVTINCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGRWEFGKGTRLHILP
(SEQ ID NO:27)

Fig. 5 (19)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGTVGFGKGTRLHILP
(SEQ ID NO:28)

Fig. 5 (20)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLIL IRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGRWMFGKGTRLHILP
(SEQ ID NO:29)

Fig. 5 (21)

SQQGEEDPQALSIQEGENVTINCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGLWSFGKGTRLHILP
(SEQ ID NO:30)

Fig. 5 (22)
SQQGEEDPQALSTQEGENVTINCSYKGWAQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:31)

Fig. 5 (23)

SQQGEEDPQALSIQEGENVTINCSYKGWAQNLQWYRQNSGRGLVHLILTRTGQAEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWEFGKGTRLHILP

(SEQ ID NO:32)
Fig. 5 (24
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SQQGEEDPQALSIQEGENVTINCSYKGSIQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDAFAWWIFGKGTRLHILP
(SEQ ID NO:33)

Fig. 5 (25)
SQQGEEDPQALSIQEGENVTINCSYKGWVQNLQWYRQNSGRGLVHL ILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:34)

Fig. 5 (26)
SQQGEEDPQALSIQEGENVTINCSYKGSIQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVILDTSKKSSSLEITAV
RPADTASYFCATDAWARWIFGKGTRLHILP
(SEQ ID NO:35)

Fig. 5 (27)
SQQGEEDPQALSIQEGENVTINCSYKGWVQNLQWYRQNSGRGLVHLILIRTGQAEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:36)

Fig. 5 (28)

SQQGEEDPQALSIQEGENVTINCSYKGS IQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:37)

Fig. 5 (29)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKT
QPVEPRDSAVYFCASSLGSNEQYFGPGTRLTVT
(SEQ ID NO:38)

Fig. 6 (1)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASQRGSNEQYFGPGTRLTVT
(SEQ ID NO:39)

Fig. 6 (2)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNHGAV IDDSGMPEDRESAKMPNASFSTLKI
QPVEPRDSAVYFCASQKGANEQYFGPGTRLTVT
(SEQ ID NO:40)

Fig. 6 (3)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASQLGSNEQYFGPGTRLTVT
(SEQ ID NO:41)

Fig. 6 (4)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASQLGANEQYFGPGTRLTVT
(SEQ ID NO:42)

Fig. 6 (5)

DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASQLGGNEQYFGPGTRLTVT

(SEQ ID NO:43)
Fig. 6 (6)
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DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASQKGANEQYFGPGTRLTVT
(SEQ ID NO:44)

Fig. 6 (7)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPVEPRDSAVYFCASQLGPNEQYFGPGTRLTVT
(SEQ ID NO:45)

Fig. 6 (8)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPVEPRDSAVYFCASQRGANEQYFGPGTRLTVT
(SEQ ID NO:46)

Fig. 6 (9)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPVEPRDSAVYFCASQMGSNEQYFGPGTRLTVT
(SEQ ID NO:47)

Fig. 6 (10) :
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK I
QPVEPRDSAVYFCASQLGSNEQYFGPGTRLTVT
(SEQ ID NO:48) ,

Fig. 6 (11)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPVEPRDSAVYFCASQLGANEQYFGPGTRLTVT
(SEQ ID NO:49)

Fig. 6 (12)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK I
QPVEPRDSAVYFCASQMGSNEQYFGPGTRLTVT
(SEQ ID NO:50)

Fig. 6 (13)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK I
QPVEPRDSAVYFCASQRGSNEQYFGPGTRLTVT
(SEQ ID NO:51)

Fig. 6 (14)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPVEPRDSAVYFCASQMGANEQYFGPGTRLTVT
(SEQ ID NO:52)

Fig. 6 (15)
DAGVTQSPRHESVEMGQEVTLRCKPISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPVEPRDSAVYFCASMLGSNEQYFGPGTRLTVT
(SEQ ID NO:53)

Fig. 6 (16)
SQQGEEDPQALSIQEGENVTINCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLEITAV
RPADTASYFCATDANGKI IFGKGTRLHILPGGGSEGGGSEGGGSEGGGSEGGTGDAGVTQSPRHESVEMGQEVTLRCKP
ISGHDYLFWYRQTPKRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK IQPVEPRDSAVYFCASSLGSNEQYFG
PGTRLTVT (SEQ ID NO:54)

Fig. Ta
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TCTCAACAAGGtGAAGAAGATCCGCAGGCCCTGAGTATTCAAGAAGGTGAAAATGTGACCATCAACTGCTCTTACAAAA
CGAGTATCAACAATCTGCAGTGGTACCGTCAAAATTCTGGCCGCGGTCTGGTTCATCTGATTCTGATCCGTTCCAACGA
ACGCGAAAAACACTCAGGCCGTCTGCGCGTTACCCTGGATACCAGCAAAAAATCTTCTAGTCTGGAAATCACCGCAGTC
CGTCCGGCAGATACGGCAAGCTATTTTTGTGCAACCGACGCTAATGGTAAAATTATCTTCGGCAAAGGTACCCGCCTGC
ATATTCTGCCGGGCGGTGGCTCCGAAGGTGGCGGTTCAGAAGGCGGTGGCTCGGAAGGTGGCGGTAGCGAAGGCGGTAC
CGGTGATGCGGGTGTCACGCAGTCTCCGCGTCATGAAAGTGTGGAAATGGGCCAAGAAGTTACGCTGCGCTGCAAACCG
ATCAGCGGTCACGACTACCTGTTTTGGTACCGTCAGACCCCGAAACGCGGCCTGGAACTGCTGATCTACTTCAACAATA
ACGTTCCGATTGATGACTCGGGTATGCCGGAAGATCGTTTTAGCGCGAAAATGCCGAATGCCTCGTTCAGCACGCTGAA
AATTCAGCCGGTCGAACCGCGTGACTCCGCAGTGTATTTTTGTGCTTCCTCACTGGGCAGTAACGAACAGTACTTCGGC
CCGGGTACCCGTCTGACCGTGACG (SEQ ID NO:55)
Fig. 7b
SQQGEEDPQALSTQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGKI IFGKGTRLHILPNIQNPDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKCV
LDMRSMDFKSNSAVAWSNKSDFACANAFNNSI IPEDTFFPSPESS (SEQ ID NO:56)
Fig. 8a
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK I
QPSEPRDSAVYFCASSLGSNEQYFGPGTRLTVTEDLKNVFPPEVAVFEPSEAETSHTQKATLVCLATGFYPDHVELSWW
VNGKEVHSGVCTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEA
WGRAD (SEQ ID NO:57)
Fig. 8b
SQQGEEDPQALSTQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDAFAWWIFGKGTRLHILP
(SEQ ID NO:58)
Fig. 9 (D
SQQGEEDPQALSIQEGENATMNCSYKGWAQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:59)
Fig. 9 (2)
SQQGEEDPQALSTQEGENATMNCSYKGS IQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:60)

Fig. 9 (3)

SQQGEEDPQALSTQEGENATMNCSYKGSIQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:61)

Fig. 9 (4
SQQGEEDPQALSIQEGENATMNCSYKGWAQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:62)

Fig. 9 (5)
SQQGEEDPQALSTQEGENATMNCSYKGWVQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:63)

Fig. 9 (6)
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SQQGEEDPQALSTQEGENATMNCSYKGSIQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:64)

Fig. 9 (7
SQQGEEDPQALSIQEGENATMNCSYKGWAQNRQNSGRGLVHL ILIRSNEREKHSGRLRVTLDTSKKSSSLLITASRAAD
TASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:65)

Fig. 9 (8)
SQQGEEDPQALSTQEGENATMNCSYKGSTQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:66)

Fig. 9 (9
SQRGEEDPQALSIQEGENATMNCSYKTSINNLQWYRQNSGRGLVHL ILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCMYDENGKIIFGKGTRLHILP
(SEQ ID NO:67)

Fig. 9 (10
SQQGEEDPQALSTQEGENATMNCSYKTS INNLQWYRQNSGRGLVHL ILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCMYDQNGKI IFGKGTRLHILP
(SEQ ID NO:68)

Fig. 9 (1D
SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHL ILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDAYGTVQFGKGTRLHILP
(SEQ ID NO:69)

Fig. 9 (12)

SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGTVQFGKGTRLHILP
(SEQ ID NO:70)

Fig. 9 (13)
SQQGEEDPQALSTQEGENATMNCSYKTS INNLQWYRQNSGRGLVHL ILTRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGSVQFGKGTRLHILP
(SEQ ID NO:71)

Fig. 9 (14)

SQQGEEDPQALSIQEGENATMNCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDAYGRYIFGKGTRLHILP
(SEQ ID NO:72)

Fig. 9 (15)
SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHL ILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANQMWKFGKGTRLHILP
(SEQ ID NO:73)

Fig. 9 (16)
SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDAYGLPIFGKGTRLHILP
(SEQ ID NO:74)

Fig. 9 (17T
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SQQGEEDPQALSIQEGENATMNCSYKTSINNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGLPVFGKGTRLHILP
(SEQ ID NO:75)

Fig. 9 (18)

SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGRWEFGKGTRLHILP
(SEQ ID NO:76)

Fig. 9 (19)

SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGTVGFGKGTRLHILP
(SEQ ID NO:77)

Fig. 9 (20)

SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGRWMFGKGTRLHILP
(SEQ ID NO:78)

Fig. 9 (21)

SQQGEEDPQALSIQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGLWSFGKGTRLHILP
(SEQ ID NO:79)

Fig. 9 (22)
SQQGEEDPQALSIQEGENATMNCSYKGWAQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWDFGKGTRLHILP
(SEQ ID NO:80)

Fig. 9 (23)
SQQGEEDPQALSIQEGENATMNCSYKGWAQNLQWYRQNSGRGLVHLILIRTGQAEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:81)

Fig. 9 (24)
SQQGEEDPQALSIQEGENATMNCSYKGS IQNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDAFAWWIFGKGTRLHILP
(SEQ ID NO:82)

Fig. 9 (25)

SQQGEEDPQALSIQEGENATMNCSYKGWVQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:83)

Fig. 9 (26)

SQQGEEDPQALSIQEGENATMNCSYKGS IQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDAWARWIFGKGTRLHILP
(SEQ ID NO:84)

Fig. 9 (27)
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SQQGEEDPQALSIQEGENATMNCSYKGWVQNLQWYRQNSGRGLVHLILIRTGQAEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWEFGKGTRLHILP
(SEQ ID NO:85)

Fig. 9 (28)

SQQGEEDPQALSIQEGENATMNCSYKGS IQNLQWYRQNSGRGLVHLILIRTGEQEKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANARWNFGKGTRLHILP
(SEQ ID NO:86)

Fig. 9 (29)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELL IYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASSLGSNEQYFGPGTRLTVT
(SEQ ID NO:87)

Fig. 10 (1)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELL IYFNHGAVIDDSGMPEDRFSAKMPNASFSTLK I
QPSEPRDSAVYFCASQRGSNEQYFGPGTRLTVT
(SEQ ID NO:88)

Fig. 10 (2)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQKGANEQYFGPGTRLTVT
(SEQ ID NO:89)

Fig. 10 (3)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELL IYFNHGAVIDDSGMPEDRFSAKMPNASFSTLK I
QPSEPRDSAVYFCASQLGSNEQYFGPGTRLTVT
(SEQ ID N0:90)

Fig. 10 (4)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNHGAVIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQLGANEQYFGPGTRLTVT
(SEQ ID NO:91)

Fig. 10 (5)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELL IYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK T
QPSEPRDSAVYFCASQLGGNEQYFGPGTRLTVT
(SEQ ID N0:92)

Fig. 10 (6)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQKGANEQYFGPGTRLTVT
(SEQ ID N0:93)

Fig. 10 (7
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPSEPRDSAVYFCASQLGPNEQYFGPGTRLTVT
(SEQ ID NO:94)

Fig. 10 (8)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK I
QPSEPRDSAVYFCASQRGANEQYFGPGTRLTVT
(SEQ ID NO:95)

Fig. 10 (9)
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DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQMGSNEQYFGPGTRLTVT
(SEQ ID NO:96)

Fig. 10 (10)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQLGSNEQYFGPGTRLTVT
(SEQ ID N0:97)

Fig. 10 (11)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQLGANEQYFGPGTRLTVT
(SEQ ID NO:98)

Fig. 10 (12)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQMGSNEQYFGPGTRLTVT
(SEQ ID N0:99)

Fig. 10 (13)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQRGSNEQYFGPGTRLTVT
(SEQ ID NO:100)

Fig. 10 (14
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKI
QPSEPRDSAVYFCASQUGANEQYFGPGTRLTVT
(SEQ ID NO:101)

Fig. 10 (15)
DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLK I
QPSEPRDSAVYFCASMLGSNEQYFGPGTRLTVT
(SEQ ID NO:102)

Fig. 10 (16)

SQQGEEDPQALSTQEGENATMNCSYKTS INNLQWYRQNSGRGLVHLILIRSNEREKHSGRLRVTLDTSKKSSSLLITAS
RAADTASYFCATDANGKIIFGKGTRLHILPNIQNPDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTV
LDMRSMDFKSNSAVAWSNKSDFACANAFNNS I IPEDTFFPSPESS
(SEQ ID NO:103)

Fig. 11a

DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDRFSAKMPNASFSTLKT
QPSEPRDSAVYFCASSLGSNEQYFGPGTRLTVTEDLKNVFPPEVAVFEPSEAETSHTQKATLVCLATGFYPDHVELSWW
VNGKEVHSGVSTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEA
WGRAD
(SEQ ID NO:104)

Fig. 11b

10/13



Response(RU)

IFN-y Spot number

Cell killing rate(%)

300-

200+
100+
B i 1 1 1 i
0 50 100 150 200 250
Concentration[uM)
Fig. 12
400+
s A375
300 < Mel624
1 Il Mel526
— NCI-H1650
200-
100+
0 = s
R
oS «;\0
Q
Fig. 13
1:1
40
2 A3
30 @ MELG24
2z NCI-H1B50
204 Wy MELS2B
10 -
04—
2 SN
& ;@Q. & &
@

11/13



Spot number/4000 cells

Fig. 14

IM9

Fusion protein 1

500+ : .
=g~ Fusion protein 2

400 -%- Fusion protein 3
- Fusion protein 4
3004 . .

=#= Fusion protein 5
~4~ Fusion protein 6
-~ Fusion protein 7

=@« Fusion protein 8

200

100+
—&~ Fusion protein 9

~&- Fusion protein 10

13 -12 11 -10 9 8
Log[protein Concentration](M)

Fig. 15a

293T
500- ~#- Fusion protein 1
~d Fusion protein 2

400+ ~%~ Fusion protein 3
~%- Fusion protein 4
3004 . .
_ == Fusion protein 5

200+ =4~ Fusion protein 6
~#- Fusion protein 7
1004

«@~ Fusion protein 8

Spot number/4000 cells

=&~ Fusion protein 9

[ ]
L

=&~ Fusion protein 10

-13 -12 -1I1 10 8 ]

Log[protein Concentration](M)

Fig. 15b

12/13



Tomor volume(mm3)

2000+

1500+

1000+

5004

10

Days

Fig.

13/13

20

16

30

& PBS (N=5)
-& Control TCR (N=7)
- TCRl (N=10)
-k« TCRZ2 (N=10)



