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Patient Characteristics N=56 (%)
Age (median, range) 64 (35-86)
Gender
Female 26 (46)
Male 30 (54)
LDH
>ULN 27 (48)
Normal 27 (48)
N/A 24
Performance Status
0 45 (80)
1 11 (20)
# prior lines therapy
0 16 (29)
1 17 (30)
2 12 (21)
=3 8 (14)
N/A 3(5
Prior tebentafusp 9(16)
FIG. 2B

3/48




WO 2024/250030 PCT/US2024/032311

\\\' o Rl [ e
3
N\

<8
o

SR8 OB o

\\\§ &

I
§

5 {24y
i

FIG. 2C

e -

3 \\~§§ @ R
1B

4/48



PCT/US2024/032311

2 mg SD-101 Plasma PK

WO 2024/250030

Mi K ......
¥ po
£ &=
=
8 o
S 1999099
3 .
£ “ .
T U o
th Fry ks ood
5 A
. g
W W :
E o)
oz - =
<
b4
2%
88
3
»° T T ,
i 1 [ ] % M m [}
b 3 3 & & -
3 (¥ L

JuyBu

Dose &

$

&
wf

Dose

finse 4

FIG. 4

5/48

Dose 3
Time Post-Infusion (n=13)

Bose 2

Dose 1



ng/ml.

WO 2024/250030

8 mg SD-101 Plasma PK

600

400~

200

Dosa 1 Doss 2 Daose 3 Dose 4 Dose 8 Dose 8
Time Postinfusion (nh=86)
FIG. 5

SD-101 Concentrations
Within Liver Tissue Post-Infusion

3,000+
&
2,500
@
2,000- ®
(=) X A
B 1,500 8%
g S D
N
1,000 N
’ &
500 J——Max plasma level for 8 mg
: ' 2% Plasma Isvel for 4 mg
0 T v T
2mg 4mg 8 mg
(n=9) (n=2) (n=4)
SD-101 Dose
FIG. 6

6/48

PCT/US2024/032311



PCT/US2024/032311

WO 2024/250030

%

Z A
Vs = i

9¢ Aeq

v ATy

o s
% BI

0 A, B o
X

g Aeg
i Aeq

rapprsessrsd

CXCL10 (iP-10)

9¢ AeQ
5t Aeqy
g Aeq
1 Aeg

Cohort A | Cohort B

ot deg
A=GL AeQ
=8 Aeqy

Cohort A

9¢ Aeq
-5 AeQ
-3 ABQ
-1 Aeq

Cohort A

\\\\ﬁ g1 AeQ jounueg

73~ & Aeq jounuss
g | Aeg euguss
%= Buiuasing

50 -

40~

i 1
Lt ™

ud

10

<

Cohort A
0.5 mg

=1) 2mg(n=

8 mg(n

4 mg
(n

2mg
(n

4mg 8mg
(n

(n

2mg
(n

:5)

=5)

4)

5)

:4)

(n=4)

FIG. 7TA

HL-18

Cohort C

Cohort B

%

st Aeg

VT

“HY

5 hp
P keg

Cohort B

3

R

v

Y o1}
\%v Aeg

g1 Aegy

Cohort B

Cohort A

Cohort A

4
\\\.\\

%

g Avf) joupIag
i Avg] jsunueg
fanusosng

58 -

¥
foon

T BL ARLE 1AMpEIAg
4

Cohort A { Cohort A
0.5 mg

2mg
(n

8 mg
(n

4 mg
(n

2mg
(n=5)

8mg
(n

4mg

(n

2mg
(n

1)

:1)

:5)

:4)

5)

4)

(n=4)

FIG. 7B

7/48



=1)

Cohort C 2
mg (n

2mg
_1)

(n

Cohort C

PCT/US2024/032311

=1)

CohortB 8
mg (n

Cohort B
8 mg
(n=1)

=5)

mg (n

4mg
(n=5)

Cohort B

e ABg

Y- L ARQ

5)

w0t AR
e =G |, RBQ

®

e 4 G i/
o v Aeq PRORGS »mo
% “§ - w\ hwo 74 oo F Q

2mg
_5)

(n

Cohort B

IL-2R

IFNy

~9¢ Aeq
=G| AeQ
“i=g Aeg
i Aeq

4)

FIG. 8A

Cohort A8 * CohortB 2" CohortB 4
mg (n mg (n

FIG. 8B

Cohort A
8 mg
(n=4)

8/48

4mg
(n=5)

_4)

2mg

(n

WO 2024/250030

% s geag AR < 9¢ Aeq
G \... I@ﬂh 4] 17 31 Aeq M
1 Aeq e g £
=g AR(] S g Aeq £
b o M 8 E # | Aeg c
g¢ AeQg ~ -g¢ AeQ
1 Aeg 1 -6 1 AeQ 2
= C o]
=g Ae(y 2% g ArQl 2
 §, AR(] S E - | A} ©
\\\w gi AeQ jsugueg « app Sb Aeq 12unuas <
\M. g Aegiounusg £ £ +7k 8 Reg pupusg 5
4 | Aegl jounuses s ne »w g L Aeg jaunuag 3
. e Bijusaiog i Huiueslog
g8 & 8 8§ e
P T I T S TwiBd

_4)

0.5 mg

(n



WO 2024/250030

MDSC related genes

Change in gene expression lavels
within tumors {Basoline-Day 57}
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T cell related genes

Change in gene expression lavels
within tumars {Baseline-Day 57}
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Change in Circulating NK Cell Protein
Expression Patterns {Day 1 - Day 36)
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Change in Circulating CD8 T Cell Protein
Expression Patterns {Day 1 - Day 36)
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Log? Fold Change
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Change in Protein Expression on Circudating
CD8Y T cslis {Day 1 - Day 38)
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Change in Protein Expression on Circulating
NK Cells (Day 1 - Day 36}
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Change in ctDNA Levels
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Best Reduction in ctDNA MAF from Baseline
to any Post-Baseline Time Point
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Change in Tumer Pathway Scorss
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Change in Tumor Pathway Scores from Baseline to Day 57
Split by cohort
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Change in PBMC Pathway Scores from Baseline to Day 36

Split by cohort
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Change in Tumor Gene Expression Levels from Baseline to Day 57

Split by cohort
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Change in Tumor Gene Expression Levels from Baseline to Day 57

Split by cohort
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Change in PBMC Gene Expression Levels from Baseline to Day 36
Split by cohort
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Change in PBMC Gene Expression Levels from Baseline to Day 36

Split by cohort
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