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Phage peptides binding to MDM2

2-125

BDTT
BNO DTT
B DTT+CHYMOTRYPSIN

?‘%ufe— 1




Anisotropy

0.2

LA

008

008

0.04

002

L i @ 261
I S i =
as™ 3 5 actem, - = pep10

2/2

Poptide 10 and 48 binding to MDM2 (res 2-125)
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