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Amino Acid Sequences:

>CD47-1A1
VH

SEQ ID NO.: 1
QVQLOOSGGGLVQPGGSLRLSCTASGFTESSYAMSWVRQAPGKGLEWVSAISGSGGSTYYADSVKGRETISRDNS
KNTLYLOMNSLRVEDTAVYYCARYSIGRHTFDHWGQGTLVTVSA
VL

SEQ ID NO.: 2
NEFMLTQPHSVSESPGKTVTISCTRSSGGIASNEFVOWYQQRPGSVPTTVIYRDNQRPSGVPDREFSGSVDSSSNSAS
LTISGLKTDDEADYYCQSYDDHNHWVEFGGGTKLTVL

>CD47-1F8
VH

SEQ ID NO.: 3
KVOLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ ID NO.: 4
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLHAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-2A11
VH

SEQ ID NO.: 5
QVOLOOSGGGLVQPGGSLRLSCAASGFTEFSGYAMTWVROQAPGKGLEWVSAITSTGGRTYYADSVKGRETTSRDNS
RNTLYLOMNSLRAEDTAVYYCARESNFRAFDIWGQGTMVTVSA
VL

SEQ ID NO.: 6
EIVLTQSPLSLPVTPGEPASTISCRSSQSLLHSNGYNYLDWYLOKPGQSPOLLIYLNSNRASGVPDRESGSGSGTD
FTLOISRVEAEDVGVYYCMOALQIPPTFGGGTKVDIK

>CD47-2C2
VH

SEQ ID NO.: 7
EVOLVESGGGLVQPGGSLRLSCAASGFTEFIDAWMTWVROAPGKGLEWVSVIYSGGSTYYADSVKGRETISRDNSK
NTLYLOMNSLRAEDTAVYYCARGARGHPGODYWGQGTLVTVSA
VL

SEQ ID NO.: 8
NFMLTQPHSVSESPGKTVTISCTRSSGTIASNEFVOWYQQRPGSSPTPVIFENDRRPSGVPDRESGSIDSSSNSAS
LTISSILNTEDKADYYCQSYDSSTHGWVEFGGGTQLTVL
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>CD47-2D7
VH

SEQ ID NO.: 9
QVNLRESGGGLVQPGGSLRLSCAASGFTEFSDYYMSWIRQAPGGGLEWVSYTSREFGSDTNYADSVKGRFTISRDNV
ONSLYLOMNSLRAEDTAVYYCVRDVHNRDAYWGQGTLVTVSA
VL

SEQ ID NO.: 10
SYVLTQPPSASGTPGOQRVTISCSGSSSNIGGNSVSWYQQLPGTAPKLLIYRNHQRPSGVPDRESGSKSGTSASLA
ISGLRSDDEADYYCATWDFSLSGEFVEGTGTKVTVL

>CD47-2G4
VH

SEQ ID NO.: 11
QVOLVOSGGGLVQPGGSLRLSCAASGEFTESSYAMSWVROQAPGKGLEWVSAISGSGGSTYYADSVKGRETISRDNS
KNTYYCANTDYYDSSSHTPADYWGQGTLVTVSA
VL

SEQ ID NO.: 12
ETTLTQSPSSLSASVGDRVTITCRASQDIRNDLDWEQOKPGEAPKRLISAASNLOSGVPSRESGGGSGSEFTLTT
HSLESEDFATYYCQOSYITPPWTEFGQGTKLEIK

>CD47-2G11
VH

SEQ ID NO.: 13
QVOLOESGGGLVQPGGSLRLSCAASGEFTESSYGMSWVRQAPGKGLEWVSTISGSGSSTNYADSVKGRETISRDNS
KNTLFLOMNSLRAEDTAVYFCAKGRYYYDSLDAFDIWGOQGTMVTVSA

VL

SEQ ID NO.: 14
EIVLTQSPGTLSLSPGERATLSCRASQEIRTAYLAWYQOKPGOAPRLLIYYASSRATGIPDREFSGSRSGTDETLT
ISRLEPEDFAVYSCQQYDTSPPTFGQGTRLEIK

>CD47-6F4
VH

SEQ ID NO.: 15
QVOQLVESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVROQAPGKGLEWVSAISGTGGSTYYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAAYYCAKDKWS SWPTYYFDYWGOQGTLVTVSA
VL

SEQ ID NO.: 16
NFMLTQPHSVSESPGKTVTISCTRSSGSIASNYVOWYQQORPGSSPTTVIYEDNQRPSGVPDRESGSIDSSSNSAS
LTISGLKTEDEADYYCQSYDSSNVIFGGGTKVTVL



WO 2018/075857 PCT/US2017/057535
33/46

>CD47-5H1
VH

SEQ ID NO.: 17
QVOLOVSGGGLVQPGGSLRLSCAASGEFTESSYSMAWVROAPGKGLEWVAAVSNSGVETYYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCAKRTRQLLTPREFDYWGQGTLVTVLA
VL

SEQ ID NO.: 18
ETTLTQSPSSVSASVGDRVTLTCRASQDITRWLAWYQQOKPGKAPKLLIYDASSLOSGVPSRESGSGSGTDETLTIT
SSLOPEDFATYYCQOQGSSVPEFTEFGGGTKVEIK

>CD47-5F6
VH

SEQ ID NO.: 19
QVNLRESGGGLIQPGGSLRLSCAASGFTFTNYAMSWVRQAPGKGLEWVSSVSSAGGSTYYADSVKGRFTISRDNA
KNSLYLOMNSLRAEDTAVYYCARRVNRAFDLWGRGTLVTVSA
VL

SEQ ID NO.: 20
DVVMTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQOKPGOAPRLLIYGASSRATGIPDRESGSGSGTDETLT
ISRLEPEDFAVYYCQQYGSSPPMYTFGQGTKLEIK

>CD47-1F3
VH

SEQ ID NO.: 21
QVQLOESGGGLVQPGGSLRLSCAASGEFTEFSNAWMSWVROAPGKGLVWVGRIKSKTDGGTTDYAAPVKGRETISRD
DSKNTLYLOMNSLKTEDTAVYYCTTDKSYGYTEFDYWGQGTLVTVSA
VL

SEQ ID NO.: 22
SYVLTQPPSASGTPGOQRVTISCSGSGSNIGSNSVHWYQQLPGTAPKLLIYTNNQRPSGVPDRESGSKSGISASLA
ISGLOSEDEAVYYCATWDDRLSGPVFAAGTKLTVL

>CD47-2A4
VH

SEQ ID NO.: 23
QVNLRESGGGLVKPGGSLRLSCAASGEFTESSYWMHWVROQAPGKGLEWVSAISGSGAGTYYPDSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCARDRSLSFGEFDIWGQGTLVSVSG
VL

SEQ ID NO.: 24
NFMLTQPHSVSGSPGKTVTISCTRSSGSIGSTYVOWYQQORPGSPPTTVIYKDDQRPSGVPDRESGSIDGSSNSAS
LTISGLETEDEADYYCQSSDTSNLVEGGGTKVTVL

>CD47-2B12
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VH

SEQ ID NO.: 25
QVOLOOSGGGLVQPGGSLRLSCAAPGFTFSRYWMSWVRQAPGKGLEWVANIKGDGSQTYYADSVKGRFTISRDNA
MKTVYLOMNSLRAEDTATYYCAKGAAYHINSWLDPWGQGTLVTVSA
VL

SEQ ID NO.: 26
ETTLTQSPGTLSVSPGERVTLSCRASQSISGNYLAWYQORPGOQAPRLLIYGAFRRATGIPDREFSGSGSGTDETLT
ITRLEPEDFATYYCQHYNNEFPHTFGAGTKVDIK

>CD47-13A11
VH
SEQ ID NO.: 27

KVOLVESGGGLVKPGGSLRLSCAASGITFKHAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 28
DIVMTQSPDSLAVSLGERATINCKSSQSVLY X VNNRNYLAWYQQKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-15E1
VH
SEQ ID NO.: 29

KVOLVESGGGLVKPGGSLRLSCAASGEFTENNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 30
DIVMTQSPDSLAVSLGERATINCKSSQTVLYPLNNRNYLAWYQQKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-13H3
VH
SEQ ID NO.: 31

KVOLVESGGGLVKPGGSLRLSCAASGLTFERAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 32
DIVMTQSPDSLAVSLGERATINCKSSQSVLYAGNNRNYLAWYQQKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-14A8
VH
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SEQ ID NO.: 33
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFPNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 34
DIVMTQSPDSLAVSLGERATINCKSSQSVLYPGNNRNYLAWYQQKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-16H3
VH

SEQ ID NO.: 35
KVOLVESGGGLVKPGGSLRLSCAASGLT FGNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 36
DIVMTQSPDSLAVSLGERATINCKSSQSVLYPGNNRNYLAWYQQKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A1
VH
SEQ ID NO.: 37

KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGNHSSDIWGQGTMVTVSA
VL

SEQ. ID NO.: 38
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A1-A
VH

SEQ ID NO.: 39
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGAHSSDIWGQGTMVTVSA
VL

SEQ. ID NO.: 40
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLITISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A1-Q
VH
SEQ ID NO.: 41
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KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGQHSSDIWGQGTMVTVSA
VL

SEQ. ID NO.: 42
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A2
VH

SEQ ID NO.: 43
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSAYAFDAWGQGTMVTVSA
VL

SEQ. ID NO.: 44
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A8
VH

SEQ ID NO.: 45
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSAYAFDSWGQGTMVTVSA
VL

SEQ. ID NO.: 46
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1B1
VH

SEQ ID NO.: 47
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSDRASDKWGQGTMVTVSA

SEQ. ID NO.: 48
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1B2
VH

SEQ ID NO.: 49
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSAYAFDTWGQGTMVTVSA
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VL

SEQ. ID NO.: 50
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1H3
VH
SEQ ID NO.: 51

KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGNHSQDIWGQGTMVTVSA
VL

SEQ. ID NO.: 52
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1H3-Q
VH
SEQ ID NO.: 53

KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGQHSQDIWGQGTMVTVSA
VL

SEQ. ID NO.: 54
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLITISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1H3-A
VH

SEQ ID NO.: 55
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGAHSQDIWGQGTMVTVSA
VL

SEQ. ID NO.: 56
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-2A2
VH

SEQ ID NO.: 57
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL
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SEQ. ID NO.: 58
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLTPPLAFGGGTKLEIK

>CD47-2A3
VH

SEQ ID NO.: 59
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 60
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLITISSLOAEDVAIYYCQQYLRPPLNEFGGGTKLEIK

>CD47-2A6
VH

SEQ ID NO.: ¢l
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 62
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLTPPLNEFGGGTKLEIK

>CD47-2A10
VH

SEQ ID NO.: 63
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 64
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCONYLTPPLSEFGGGTKLEIK

>CD47-2B1
VH

SEQ ID NO.: 65
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 66
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DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLKAPLAFGGGTKLEIK

>CD47-2C6
VH

SEQ ID NO.: 67
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 68
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLNAPLHEFGGGTKLEIK

>CD47-2E7
VH

SEQ ID NO.: €9
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 70
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLITISSLOAEDVAIYYCQQOYLEAPLVEGGGTKLEIK

>CD47-2E9
VH

SEQ ID NO.: 71
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 72
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLITISSLOAEDVAIYYCQQYLKAPLHEFGGGTKLEIK

>CD47-2F1
VH

SEQ ID NO.: 73
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 74



WO 2018/075857 PCT/US2017/057535
40/46

DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQRLIAPPFTEFGGGTKLEIK

>CD47-2F3
VH

SEQ ID NO.: 75
KVOLVESGGGLVKPGGSLRLSCAASGEFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESTISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 76
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGOQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCONYLTPPLAFGGGTKLEIK

>CD47-34C5
VH

SEQ. ID NO.: 77
CAGGTCCAACTGGTGCAGTCTGGGGCTGAAGTGAAGAAGCCTGGGTCTTCAGTGAAGGTGTCCTGCAAGGCTTCT
GGCTACACCTTCAGCAGCTACTATATGCACTGGGTGAGGCAGGCTCCTGGACAAGGCCTTGAGTGGATGGGAGAG
ATTAATCCCAACAATGCCCGTATTAACTTCAATGAAAAGTTCAAGACCAGGGTCACACTCACTGTGGACAAATCC
ACCAGCACAGCATACATGGAGCTCAGCAGCCTGAGATCTGAGGACACCGCGGTCTATTACTGTACCAGAGGATAC
TATAGGTACGGGGCCTGGTTTGGTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTTCA

>CD47-34C5
VL

SEQ. ID NO.: 78
GATATCCAGATGACACAGTCTCCATCCTCCCTGTCTGCCTCTGTGGGAGACAGAGTCACCATCACTTGCAGGGCA
AGTCAGGACATTAGCGATTATTTGAACTGGTATCAACAGAAACCAGGCAAGGCTCCTAAACTCCTGATCTACTAC
ATATCAAGATTACACTCAGGAGTCCCATCACGCTTCAGTGGCAGTGGGTCTGGAACAGATTATACTCTCACCATT
AGCTCCCTGCAGCCAGAAGATTTTGCCACTTACTATTGCCAACAGGGTCATACACTTCCGTGGACCTTCGGTGGA
GGCACCAAGGTGGAAATCAAA

NUCLEOTIDE SEQUENCES OF VH:

>CD47-1A1 VH

SEQ ID NO.: 79
CAGGTACAGCTGCAGCAGTCAGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTAAGACTCTCCTGTACAGCCTCT
GGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGT GGGTCTCAGCA
ATTAGTGGTAGTGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGT CGAGGACACGGCCGTATATTACTGTGCGAGATATAGT
ATTGGTAGACACACCTTTGACCACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC
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>CD47-1F8_ VH

SEQ ID NO.: 80
AAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTAAAGCCTGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGTTTCACTTTCAGTAACGCCTGGATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCGGCCGT
ATTAAAAGGAAAACTGATGGTGAGACAACAGACTACGCTGCACCCGTGAAAGGCAGATTCAGCATCTCAAGAGAT
GATTCAAAAAACACCCTGTATCTGCAAATGAACAGCTTGAAAACCGAGGACACAGCCGTGTATTACTGCGCTGGC
AGTAACCGAGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCTGCC

>CD47-2A11 VH
SEQ ID NO.: 81
CAGGTACAGCTGCAGCAGT CAGGGGCAGGCTTGETACAGCCTGEEEEETCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGCGGCTATGCCATGACTTGEETCCGCCAGGCTCCAGGGAAGGEECTGCAGTGEGTCTCAGCT
ATTACTTCTACTGGTGGTCGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCACCTCCAGAGACAATTCC
AGGAACACGTTGTATCTGCAAATGAACAGCCTGAGAGCCGAAGACACGGCCGTATATTACTGTGCGAGAGAGTCA
AACTTCAGGGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCTGCC

>CD47-2C2_VH

SEQ ID NO.: 82
GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGATTCACTTTCATTGACGCCTGGATGACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGTT
ATTTATAGCGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCAGATTCACCATCTCCAGAGACAATTCCAAG
AACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGAGGGGCTAGG
GGCCATCCCGGGCAGGACTACTGGGGGCAGGGCACCCTGGTCACCGTCTCGGCC

>CD47-2D7_VH

SEQ ID NO.: 83
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGGTACAGCCTGGCGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGGGGGGGCTGGAGT GGGTTTCATAC
ACTAGTCGTTTTGGTAGTGACACAAACTACGCAGACT CTGTGAAGGGCCGATTCACCATCTCCAGAGACAACGTC
CAGAACTCACTATATCTGCAAATGAACAGCCTGAGGGCCGAGGACACGGCTGTTTATTACTGTGTGAGAGATGTA
CATAACAGGGATGCCTACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC

>CD47-2G4_VH

SEQ ID NO.: 84
CAGGTGCAGCTGGTGCAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATTAGTGGTAGTGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAACACAGAT
TACTATGATAGTAGTAGCCATACCCCCGCTGACTACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC
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>CD47-2G11_VH
SEQ ID NO.: 85
CAGGTGCAGCTGCAGGAGT CGGGEECAGECTTGETACAGCCTGEEEEETCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGTAGCTAT GGCATGAGCTGEETCCECCAGGCTCCAGGCARAGGECTGCAGTGEGTCTCAACT
ATCAGTGGCAGTGGTAGTAGCACAAACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTATTTCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTTCTGTGCGARAGGCCGA
TATTACTATGATAGTCTTGATGCTTTTGATAT CTGGGGCCAAGGGACAAT GGTCACCGTCTCTGCC

>CD47-6F4_VH

SEQ ID NO.: 86
CAGGTACAGCTGGTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATTAGTGGTACTGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGCATATTACTGTGCGARAGATAAA
TGGAGCAGCTGGCCCACTTACTACTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCGGCC

>CD47-5H1 VH

SEQ ID NO.: 87
CAGGTGCAGCTGCAGGTGTCGGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTCAGTAGCTATAGCATGGCCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCGCGGCT
GTTAGTAATAGTGGTGTTGAGACATACTACGCAGACT CCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATTTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAAACGAACT
AGACAACTGCTAACTCCGCGGGAGTTTGACTACTGGGGCCAGGGCACCCTGGTCACCGTCTTGGCC

>CD47-5F6_VH

SEQ ID NO.: 88
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGATACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTACCAATTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAAGT
GTTAGTAGTGCTGGTGGTAGTACATACTACGCAGACT CCGTGAAGGGCCGGTTCACCATCTCCAGAGACAACGCC
AAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTTTATTACTGTGCGAGACGAGTC
AATCGGGCCTTCGATCTCTGGGGCCGTGGAACCCTGGTCACCGTCTCGGCC

>CD47-1F3_VH

SEQ ID NO.: 89
CAGGTGCAGCTGCAGGAGTCGGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGATTCACTTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGTGTGGGTTGGCCGT
ATTAAAAGCAAAACTGATGGTGGGACAACAGACTACGCTGCACCCGTGARAGGCAGATTCACCATCTCAAGAGAT
GATTCAAAAAACACGCTGTATCTGCAAATGAACAGCCTGAARACCGAGGACACAGCCGTGTATTACTGTACCACA
GATAAGAGCTATGGTTACACATTTGACTACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC

>CD47-2A4 VH
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SEQ ID NO.: 90
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGGTAAAGCCGGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTCAGTAGCTACTGGATGCACTGGGTCCGCCAAGCCCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATCAGTGGTAGTGGTGCCGGCACATACTACCCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGAGATCGG
TCCTTATCTTTTGGTTTTGATATTTGGGGCCAAGGCACCCTGGTCTCCGTCTCTGGC

>CD47-2B12_VH
SEQ ID NO.: 91
CAGGTACAGCTGCAGCAGT CAGGGEEAGGCTTGETCCAGCCEEEEEEETCACTGAGACTCTCCTGTGCAGCCCCT
GGATTCACCTTTAGTAGATATTGGATGAGTTGGGTCCGCCAGGCTCCAGGGAAGGGACTGGAGTGGGTGGCCAAC
ATAAAGGGAGATGGAAGTCAGACATACTATGCGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCC
ATGAAAACAGTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCATATATTACTGTGCGARAGGGGCT
GCTTATCACATTAACAGCTGGCTCGACCCCTGEEECCAGGGCACCCTGGTCACCGTCTCGGCC

NUCLEOTIDE SEQUENCES OF VL:
>CD47-1A1 VL
SEQ ID NO.: 92
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGAGTCTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGE
AGTGGCGGCATTGCCAGTAACTTTGTGCAGTGGTACCAGCAGCGCCCGGGCAGTGTCCCCACCACTGTGATCTAT
AGGGATAACCAAAGACCCTCTGGAGT CCCTGATCGGTTCTCTGGCTCCGTCGACAGCTCCTCCAATTCTGCCTCC
CTCACCATCTCTGGGCTGAAGACTGACGATGAGGCTGACTATTATTGTCAGT CCTATGAT GACCACAATCATTGG
GTGTTCGGCGGCGGGACCAAGCTGACCGTCCTA

>CD47-1F8 VL

SEQ ID NO.: 93
GACATCGTGATGACCCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGCGAGAGGGCCACCATCAACT GCAAGTCC
AGCCAGAGTGTTTTATACAGCTCCAACAATAGGAACTACCTAGCTTGGTACCAGCAGAAACCAGGACAGCCTCCT
AAGCTGCTCATTAACCAGGCATCTACCCGGGCATCCGGCGTCCCTGACCGATTCAGT GGCAGCGGGTCTGGGACA
GAGTTCACTCTCATCATCAGCAGCCTGCAGGCTGAAGATGTGGCGATTTATTACTGTCAGCAATATTATACTCCT
CCCCTCGCTTTCGGCGGAGGGACCAAGCT GGAGATCARA

>CD47-2A11 VL

SEQ ID NO.: 94
GAAATTGTGTTGACGCAGTCTCCACTCTCCCTGCCCGTCACCCCTGGAGAGCCGECCTCCATCTCCTGCAGGTCT
AGTCAGAGCCTCCTGCACAGTAATGGATACAACTATTTGGATTGGTACCTGCAGAAACCAGGGCAGTCTCCACAG
CTCCTGATCTATTTGAATTCTAATCGGGCCTCCGEEETCCCTGACAGGTTCAGTGGCAGTGGATCAGGTACAGAT
TTTACACTGCAAATCAGCAGAGTGGAGGCTGAGGAT GTTGGGCTTTACTACT GTAT GCAAGCTCTACAAATTCCT
CCCACTTTCGGCGGAGGGACCARAGTGGATATCAAA

>CD47-2C2_VL
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SEQ ID NO.: 95
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGAGTCTCCGGGAAAGACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCACCATTGCCAGCAACTTTGTGCAGTGGTATCAACAGCGCCCGGGCAGTTCGCCCACCCCAGTGATCTTT
GAGAATGACCGAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCATCGACAGCTCCTCCAATTCTGCCTCC
CTCACCATTTCGTCACTGAACACTGAGGACAAGGCTGACTACTACTGTCAGTCCTATGATAGCAGCACTCATGGG
TGGGTGTTTGGCGGAGGGACCCAGCTCACCGTTTTA

>CD47-2D7_VL

SEQ ID NO.: 96
TCCTATGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAAGC
AGCTCCAACATCGGCGGTAATTCTGTATCCTGGTACCAGCAACT CCCAGGAACGGCCCCCAAGCTCCTCATCTAT
AGGAATCATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCC
ATCAGTGGGCTCCGGTCCGACGACGAGGCTGATTATTATTGTGCAACATGGGATTTCAGCCTGAGTGGTTTTGTC
TTCGGAACTGGGACCAAGGTCACCGTCCTA

>CD47-2G4_VL

SEQ ID NO.: 97
GAAACTACACTCACGCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCGGGCC
AGTCAGGACATCAGAAATGATTTAGACTGGTTTCAACAAAAACCAGGCGAAGCCCCTAAACGCCTGATCTCTGCT
GCATCTAATTTGCAGAGTGGGGTCCCCTCACGATTCAGCGGCGGTGGCTCTGGCTCCGAATTCACTCTCACAATC
CACAGCCTGGAGTCTGAAGATTTTGCAACTTACTACT GTCAACAGAGT TACATTACCCCTCCTTGGACGTTCGGC
CAAGGGACCAAGCTGGAGATCAAA

>CD47-2G11 VL

SEQ ID NO.: 98
GAAATTGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCAGGGCC
AGTCAGGAAATTAGGACCGCCTACTTAGCCTGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTAT
TATGCATCCAGCAGGGCCACTGGCATCCCAGACAGGTTCAGCGGCAGTAGGTCTGGGACAGACTTCACTCTCACC
ATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTCCTGTCAGCAGTATGATACCTCACCTCCCACCTTCGGC
CAAGGGACACGACTGGAGATTAAA

>CD47-6F4_VL

SEQ ID NO.: 99
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGAGT CTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCAGCATTGCCAGCAACTATGTGCAGTGGTACCAACAGCGCCCGGGCAGTTCCCCCACCACTGTGATCTAT
GAGGATAACCAAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCATCGACAGCTCCTCCAACTCTGCCTCC
CTCACCATCTCTGGACT GAAGACTGAGGACGAGGCTGACTACTACTGTCAGT CTTATGATAGCAGCAATGTGATA
TTCGGCGGAGGGACCAAGGTCACCGTCCTA

>CD47-5H1 VL
SEQ ID NO.: 100
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GAAACTACACTCACGCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACCCTCACTTGTCGGGCG
AGTCAGGATATCACAAGGTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAT
GCATCCAGTTTGCAAAGTGGGGTCCCATCAAGATTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATC
AGCAGTCTGCAACCTGAAGATTTTGCAACTTACTACTGTCAACAGGGTTCCAGTGTTCCTTTCACTTTCGGCGGA
GGGACCAAGGTGGAGATCAAA

>CD47-5F6 VL

SEQ ID NO.: 101
GATGTTGTGATGACTCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCAGGGCC
AGTCAGAGTGTTAGCAGCAGCTACTTAGCCTGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTAT
GGTGCATCCAGCAGGGCCACTGGCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTCACTCTCACC
ATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCAGCAGTATGGTAGCTCACCTCCTATGTACACT
TTTGGCCAGGGGACCAAGCTGGAGATCAAR

>CD47-1F3 VL

SEQ ID NO.: 102
TCCTATGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAAGT
GGCTCCAACATCGGAAGTAATTCTGTTCACTGGTACCAGCAACT CCCAGGAACGGCCCCCAAACTCCTCATCTAT
ACTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCATTTCAGCCTCCCTGGCT
ATCAGTGGGCTCCAGTCTGAGGATGAGGCTGTTTATTACTGTGCAACGTGGGATGACAGACTGAGTGGTCCGGTG
TTCGCCGCAGGGACCAAGCTGACCGTCCTA

>CD47-2A4 VL

SEQ ID NO.: 103
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGGGTCTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCAGCATTGGCAGCACCTATGTGCAGTGGTACCAACAGCGCCCGGGCAGTCCCCCCACCACTGTGATCTAT
AAGGATGACCAAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCATCGACGGCTCCTCCAACTCTGCCTCC
CTCACCATCTCTGGACT GGAGACTGAGGACGAGGCTGACTACTACTGTCAGTCTTCTGATACCAGCAATCTGGTC
TTCGGCGGAGGGACCAAGGTCACCGTCCTA

>CD47-2B12_VL

SEQ ID NO.: 104
GAAACTACACTCACGCAGTCTCCAGGCACCCTGTCTGTTTCTCCGGGGGAAAGAGTTACCCTCTCCTGCAGGGCC
AGTCAGAGTATTAGCGGTAATTACTTAGCCTGGTACCAGCAGAGACCTGGCCAGGCTCCCAGGCTCCTCATCTAT
GGGGCATTCAGGAGGGCCACT GGCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTCACTCTCACC
ATCACCAGACTGGAGCCTGAAGATTTTGCAACTTATTACTGCCAACACTATAATAATTTCCCCCACACTTTCGGC
GCAGGGACCAAAGTGGATATCAAA

>CD47-34C5_VH
SEQ ID NO.: 105
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QVOLVOSGAEVKKPGSSVKVSCKASGYTESSYYMHWVROQAPGOGLEWMGEINPNNARINENEKFKTRVTLTVDKS
TSTAYMELSSLRSEDTAVYYCTRGYYRYGAWFGYWGQGTLVIVSS

>CD47-34C5 VL

SEQ ID NO.: 106
DIQMTQSPSSLSASVGDRVT ITCRASQDI SDYLNWYQQKPGKAPKLLIYYISRLHSGVPSRESGSGSGTDYTLTT
SSLOPEDFATYYCQQGHTLPWTFGGGTKVEIK

Fig. 26

>CD477
SEQ ID NO.: 107
QLLENKTKSVEF TFCNDTVVIP CEVTNMEAQON TTEVYVKWKE KGRDIYTEDG

ALNKSTVPTD FSSAKIEVSQ LLKGDASLKM DKSDAVSHTG NYTCEVTELT
REGETITIELK YRVVSWESPNE

Fig. 27



