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Figure 1A, SEQ ID NO: 1. Consensus nucleic acid sequence of HIV ConS ACFI {Native signal peptide in
bold, native transmembrane and cytosolic domains are underlined)

ATGCGCGTGCGCGGCATCCAGCGCAACTGCCAGCACCTGTGGCGCTGGGGCACCCTGATCCTGGGCATGCTG
ATGATCTGCTCCGCCGCCGAGAACCTGTGGGTGACCGTGTACTACGGCGTGCCCGTGTGGAAGGAGGCCAAC
ACCACCCTGTTCTGCGCCTCCGACGCCAAGGCCTACGACACCGAGGTGCACAACGTGTGGGCCACCCACGCCT
GCGTGCCCACCGACCCCAACCCCCAGGAGATCGTGCTGGAGAACGTGACCGAGAACTTCAACATGTGGAAGA
ACAACATGGTGGAGCAGATGCACGAGGACATCATCTCCCTGTGGGACCAGTCCCTGAAGCCCTGCGTGAAGCT
GACCCCCCTGTGCGTGACCCTGAACTGCACCAACGTGAACGTGACCAACACCACCAACAACACCGAGGAGAAG
GGCGAGATCAAGAACTGCTCCTTCAACATCACCACCGAGATCCGCGACAAGAAGCAGAAGGTGTACGCCCTGT
TCTACCGCCTGGACGTGGTGCCCATCGACGACAACAACAACAACTCCTCCAACTACCGCCTGATCAACTGCAAC
ACCTCCGCCATCACCCAGGCCTGCCCCAAGGTGTCCTTCGAGCCCATCCCCATCCACTACTGCGCCCCCGCCGE
CTTCGCCATCCTGAAGTGCAACGACAAGAAGTTCAACGGCACCGGCCCCTGCAAGAACGTGTCCACCGTGCAG
TGCACCCACGGCATCAAGCCCGTGGTGTCCACCCAGCTGCTGCTGAACGGCTCCCTGGCCGAGGAGGAGATCA
TCATCCGCTCCGAGAACATCACCAACAACGCCAAGACCATCATCGTGCAGCTGAACGAGTCCGTGGAGATCAA
CTGCACCCGCCCCAACAACAACACCCGCAAGTCCATCCGCATCGGCCCCGGCCAGGCCTTCTACGCCACCGGE
GACATCATCGGCGACATCCGCCAGGCCCACTGCAACATCTCCGGCACCAAGTGGAACAAGACCCTGCAGCAGG
TGGCCAAGAAGCTGCGCGAGCACTTCAACAACAAGACCATCATCTTCAAGCCCTCCTCCGGCGGCGACCTGGA
GATCACCACCCACTCCTTCAACTGCCGCGGCGAGTTCTTCTACTGCAACACCTCCGGCCTGTTCAACTCCACCTG
GATCGGCAACGGCACCAAGAACAACAACAACACCAACGACACCATCACCCTGCCCTGCCGCATCAAGCAGATC
ATCAACATGTGGCAGGGCGTGGGCCAGGCCATGTACGCCCCCCCCATCGAGGGCAAGATCACCTGCAAGTCC
AACATCACCGGCCTGCTGCTGACCCGCGACGGCGGCAACAACAACACCAACGAGACCGAGATCTTCCGCCCCE
GCGGCGGCGACATGCGCGACAACTGGCGCTCCGAGCTGTACAAGTACAAGGTGGTGAAGATCGAGCCCCTGG
GCGTGGCCCCCACCAAGGCCAAGCTGACCGTGCAGGCCCGCCAGCTGCTGTCCGGCATCGTGCAGCAGCAGT
CCAACCTGCTGCGCGCCATCGAGGCCCAGCAGCACCTGCTGCAGCTGACCGTGTGGGGCATCAAGCAGETGE
AGGCCCGCGTGCTGGCCGTGGAGCGCTACCTGAAGGACCAGCAGCTGCTGGAGATCTGGGACAACATGACCT
GGATGGAGTGGGAGCGCGAGATCAACAACTACACCGACATCATCTACTCCCTGATCGAGGAGTCCCAGAACC
AGCAGGAGAAGAACGAGCAGGAGCTGCTGGCCCTGGACAAGTGGGCCTCCCTGTGGAACTGGTTCGACATCA
CCAACTGGCTGTGGTACATCAAGATCTTCATCATGATCGTGGGCGGCCTGATCGGCCTGCGCATCGTGTTCGCC
GTGCTGTCCATCGTGAACCGCGTGCGCCAGGGCTACTCCCCCCTGTCCTTCCAGACCCTGATCCCCAACCCCCG
CGGCCCCGACCGCCCCGAGGGCATCGAGGAGGAGGGCGGCGAGCAGGACCGCGACCGCTCCATCCGCCTGG
TGAACGGCI'I'CCTGGCCCTGGCCTGGGACGACCTGCGCTCCCTGTGCCTGTI'CTCCTACCACCGCCTGCGCGAC
TTCATCCTGATCGCCGCCCGCACCGTGGAGCTGCTGGGCCGCAAGGGCCTGCGCCGCGGCTGGGAGGCCCTG
AAGTACCTGTGGAACCTGCTGCAGTACTGGGGCCAGGAGCTGAAGAACTCCGCCATCTCCCTGCTGGACACCA
CLGCCATCGCCGTGGCCGAGGGCACCGACCGCGTGATCGAGGTGGTGCAGCGCGCCTGCCGCGCCATCCTGA
ACATCCCCCGCCGCATCCGCCAGGGCCTGGAGCGCGCCCTGCTGTAA

Figure 1B, SEQ ID NO: 2

IF-Apal-SpPDL.c
TGCCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATTTTCGGCTTA

Figure 1C, SEQ ID NO: 3

SPPDI-HIV gp145.r
CACAGGTTCTCGGCGGCGAAGATCTGAGAAGGAACCAACACAAGAAGAG

Figure 1D, SEQ ID NO: 4

IF-SpPDI-gp145.¢c
TCTCAGATCTTCGCCGCCGAGAACCTGTGGGTGACCGTGTACTAC
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Figure 1E, SEQ ID NO: 5

WtdTm-gp145.r
CCTTTACAGCAGGGCGCGCTCCAGGCCCTGGCGGATGC

Figure 1F, SEQ ID NO: 6: Expression cassette number 995, from Pacl (upstream of the promoter) to
Ascl {immediately downstream of the NOS terminator}. Eliminated Sbfi restriction site is bolded.
PDISP-HIV ConS ACFI is underlined.

TTAATTAAGTCGACAAGCTTGCATGCCGGTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCA
AAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGG
ATTCCATTGCCCAGCTATCTGTCACTTTATIGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATC
ATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCAC
GAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGT
GGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACT
TTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTITATTGTGAAGATA
GTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCT
GCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACG
TCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCA
AGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGC
GAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTC
TITCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTITCTTTCACTGAAGCG
AAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTG
TGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACT
TTCGGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTICTTCTTCTTIGCTGA
TTGGTTCTATAAGAAATCTAGTATTTITCTITGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGT
TAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATTTTCGGCTTATTGTITIC
TCTTCTTGTGTIGGTTCCTTCTCAGATCTTCGCCGCCGAGAACCTGTGGGTGACCGTGTACTACGGCGTGCCCG
TGTGGAAGGAGGCCAACACCACCCTGTTCTGCGCCTCCGACGCCAAGGCCTACGACACCGAGGTGCACAACGT
GTGGGCCACCCACGCCTGCGTGCCCACCGACCCCAACCCCCAGGAGATCGTGCTGGAGAACGTGACCGAGAA
CITCAACATGTGGAAGAACAACATGGTGGAGCAGATGCACGAGGACATCATCTCCCTGTGGGACCAGTCCCTG
AAGCCCTGCGTGAAGCTGACCCCCCTGTGCGTGACCCTGAACTGCACCAACGTGAACGTGACCAACACCALCA
ACAACACCGAGGAGAAGGGCGAGATCAAGAACTGCTCCTTCAACATCACCACCGAGATCCGCGACAAGAAGC
AGAAGGTGTACGCCCTGTTCTACCGCCTGGACGTGGTGCCCATCGACGACAACAACAACAACTCCTCCAACTAC
CGCCTGATCAACTGCAACACCTCCGCCATCACCCAGGCLTGCCCCAAGGTGTCCTTCGAGCCCATCCCCATCCA
CTACTGCGCCCCCGCCGGLTTCGCCATCCTGAAGTGCAACGACAAGAAGTTCAACGGCACCGGCLLCTGCAAG
AACGTGTCCACCGTGCAGTGCACCCACGGCATCAAGCCCGTGGTGTCCACCCAGCTGCTGCTGAACGGCTCCC
TGGCCGAGGAGGAGATCATCATCCGCTCCGAGAACATCACCAACAACGCCAAGACCATCATCGTGCAGCTGAA
CGAGTCCGTGGAGATCAACTGCACCCGCCCCAACAACAACACCCGCAAGTCCATCCGCATCGGCCCCGGCCAG
GCCTTCTACGCCACCGGCGACATCATCGGCGACATCCGCCAGGCCCACTGCAACATCTCCGGCACCAAGTGGA
ACAAGACCCTGCAGCAGGTGGCCAAGAAGCTGCGCGAGCACTTCAACAACAAGACCATCATCTTCAAGCCCTC
CTCCGGCGGLGACCTGGAGATCACCACCCACTCCTTCAACTGCCGCGGLGAGTICTTICTACTGCAACACCTCCG
GCCTGTTCAACTCCACCTGGATCGGCAACGGCACCAAGAACAACAACAACACCAACGACACCATCACCCTGCC
CTGCCGCATCAAGCAGATCATCAACATGTGGCAGGGCGTGGGCCAGGCCATGTACGCCCCCCLCCATCGAGGG
CAAGATCACCTGCAAGTCCAACATCACCGGCCTGCTGCTGACCCGCGACGGCGGCAACAACAACACCAACGAG
ACCGAGATCTTCCGCCCCGGCGGCGGCGACATGCGCGACAACTGGCGCTCCGAGCTGTACAAGTACAAGGTG
GTGAAGATCGAGCCCCTGGGCGTGGCCCCCACCAAGGCCAAGLTGACCGTGCAGGCCCGCCAGCTGCTGTCC
GGCATCGTGCAGCAGCAGTCCAACCTGCTGCGCGCCATCGAGGCCCAGCAGCACCTGCTGCAGCTGACCGTGT
GGGGCATCAAGCAGCTGCAGGCCCGCGTGCTGGCCGTGGAGCGCTACCTGAAGGACCAGCAGCTGLTGGAG
ATCTGGGACAACATGACCTGGATGGAGTGGGAGCGCGAGATCAACAACTACACCGACATCATCTACTCCCTGA
TCGAGGAGTCCCAGAACCAGCAGGAGAAGAACGAGCAGGAGCTGCTGGCCCTGGACAAGTGGGCCTCCCTGT
GGAACTGGTTCGACATCACCAACTGGCTGTGGTACATCAAGATCITCATCATGATCGTGGGCGGCCTGATCGG
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CCTGCGCATCGTGTTCGCCGTGCTGTCCATCGTGAACCGCGTGCGCCAGGGCTACTCCCCCCTGTCCTTCCAGA
CCCTGATCCCCAACCCCCGCGGCLCCGACCGLLCCGAGGEGCATCGAGGAGGAGGGCGGCEGAGCAGGALCGL
GACCGCTCCATCCGCCTGGTGAACGGCTTCCTGGCCCTGGCCTGGGACGACCTGCGCTCCCTGTGCCTGTTCTC
CTACCACCGCCTGCGCGACTTCATCCTGATCGCCGCCCGCACCGTGGAGCTGCTGGGCCGCAAGGGCLTGCGE
CGCGGCTGGGAGGCCCTGAAGTACCTGTGGAACCTGCTGCAGTACTGGGGCCAGGAGCTGAAGAACTCCGCC
ATCTCCCTGCTGGACACCACCGCCATCGCCGTGGCCGAGGGCACCGACCGCGTGATCGAGGTGGTGCAGCGC
GCCTGCCGCGCCATCCTGAACATCCCCCGCCGCATCCGCCAGGGCCTGGAGCGCGCCCTGCTGTAAAGGCCTA
TITTCTTTAGTTTGAATTTACTGTTATTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGT
GTTTATTTTATGTAATTTAATTTCTTTGTGAGCTCCTGTTITAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGA
TTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTC
AAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTT
GAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTITTTATGATTAGAG
TCCCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGC
GGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGCC

Figure 1G, SED ID NO: 7: Amino acid sequence of PDISP-HIV ConS ACFI

MAKNVAIFGLLFSLLVLVPSQIFAAENLWVTVYYGVPVWKEANTTLFCASDAKAYDTEVHNVWATHACVPTDPNP
QEIVLENVTENFNMWKNNMVEQMHEDHSLWDQSLKPCVKLTPLCVTLNCTNVNVTNTTNNTEEKGEIKNCSFNI
TTEIRDKKQKVYALFYRLDVVPIDDNNNNSSNYRLINCNTSAITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTG
PCKNVSTVQCTHGIKPVVSTQLLLNGSLAEEEINIRSENITNNAKTIIVOLNESVEINCTRPNNNTRKSIRIGPGQAFYAT
GDIIGDIRQAHCNISGTKWNKTLQQVAKKLREHFNNKTIIFKPSSGGDLEITTHSFNCRGEFFYCNTSGLFNSTWIGN
GTKNNNNTNDTITLPCRIKQIINMWQGVGOQAMYAPPIEGKITCKSNITGLLLTRDGGNNNTNETEIFRPGGGDMR
DNWRSELYKYKVVKIEPLGVAPTKAKLTVQARQLLSGIVQQQSNLLRAIEAQQHLLALTVWGIKQLQARVLAVERYL
KDQQLLEIWDNMTWMEWEREINNYTDIIYSLIEESQNOQEKNEQELLALDKWASLWNWFDITNWLWYIKIFIMIV
GGLIGLRIVFAVLSIVNRVRQGYSPLSFQTLIPNPRGPDRPEGIEEEGGEQDRDRSIRLVNGFLALAWDDLRSLCLFSY
HRLRDFILIAARTVELLGRKGLRRGWEALKYLWNLLQYWGQELKNSAISLLDTTAIAVAEGTDRVIEVVQRACRAILN
IPRRIRQGLERALL
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Figure 1H: Schematic representation of construct number 995
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Figure 2A, SEQ ID NO: 8:

IF-H3dTm+gp145.r
CCATAGTATCCAATCGATGTACCACAGCCAGTTGGTGATGTCGAAC
Figure 2B, SEQ ID NO: 9:

Gp145+H3dTm.c

TGGCTGTGGTACATCGATTGGATACTATGGATTTCCTTTGCCATATCAT

Figure 2C, SEQ ID NO: 10:

H3dTm.r

CCTTCAAATGCAAATGTTGCACCTAATGTTGCCTT
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Figure 2D, SEQ ID NO: 11: Expression cassette number 997, from Pac) (upstream of the promoter) to
Ascl (immediately downstream of the NOS terminator). Eliminated Sbfl restriction site is bolded.
PDISP-HIV Con S ACFI-A/Brisbane/10/2007 H3 TM+CT is underlined.

TTAATTAAGTCGACAAGCTTGCATGCCGGTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCA
AAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGG
ATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATC
ATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCAC
GAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGT
GGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACT
TTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTITATTGTGAAGATA
GTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCT
GCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACG
TCTTCAAAGCAAGTGGATTIGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCA
AGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGC
GAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTC
TITCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTTTCACTGAAGCG
AAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTG
TGGTCTTIGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACT
TTCGGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTCTTCTTCITGCTGA
TTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGT
TAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATITTCGGCTTATTGTTIIC
TCTTCTTGTGTTGGTTCCTTICTCAGATCTTCGCCGCCGAGAACCTGTGGGTGACCGTGTACTACGGCGTGCCCG
TGTGGAAGGAGGCCAACACCACCCTGTTCTGCGCCTCCGACGCCAAGGCCTACGACACCGAGGTGCACAACGT
GTGGGCCACCCACGCCTGCGTGCCCACCGACCCCAACCCCCAGGAGATCGTGCTGGAGAACGTGACCGAGAA
CTTCAACATGTGGAAGAACAACATGGTGGAGCAGATGCACGAGGACATCATCTCCCTGTGGGACCAGTCCCTG
AAGCCCTGCGTGAAGCTGACCCCCCTGTGCGTGACCCTGAACTGCACCAACGTGAACGTGACCAACACCACCA
ACAACACCGAGGAGAAGGGCGAGATCAAGAACTGCTCCITCAACATCACCACCGAGATCCGCGACAAGAAGC
AGAAGGTGTACGCCCTGTTCTACCGCCTGGACGTGGTGCCCATCGACGACAACAACAACAACTCCTCCAACTAC
CGCCTGATCAACTGCAACACCTCCGCCATCACCCAGGCCTGCCCCAAGGTGTCCTTCGAGCCCATCCCCATCCA
CTACTGCGCCCCCGCCGGCTTCGCCATCCTGAAGTGCAACGACAAGAAGTTCAACGGCACCGGCCCCTGCAAG
AACGTGTCCACCGTGCAGTGCACCCACGGCATCAAGCCCGTGGTGTCCACCCAGCTGCTGCTGAACGGCTCCC
TGGCCGAGGAGGAGATCATCATCCGCTCCGAGAACATCACCAACAACGCCAAGACCATCATCGTGCAGCTGAA
CGAGTCCGTGGAGATCAACTGCACCCGCCCCAACAACAACACCCGCAAGTCCATCCGCATCGGCLCCCGGCCAG
GCCTTCTACGCCACCGGCGACATCATCGGCGACATCCGCCAGGCCCACTGCAACATCTCCGGCACCAAGTGGA
ACAAGACCCTGCAGCAGGTGGCCAAGAAGCTGCGCGAGCACTTCAACAACAAGACCATCATCTTCAAGCCCTC
CTCCGGCGGCGACCTGGAGATCACCACCCACTCCTTCAACTGCCGCGGCGAGTTCTTCTACTGCAACACCTCCG
GCCTGTTCAACTCCACCTGGATCGGCAACGGCACCAAGAACAACAACAACACCAACGACACCATCACCCTGCC
CTGCCGCATCAAGCAGATCATCAACATGTGGCAGGGCGTGGGCCAGGCCATGTACGCCCCCCCCATCGAGGE
CAAGATCACCTGCAAGTCCAACATCACCGGCCTGCTGCTGACCCGCGACGGCGGCAACAACAACACCAACGAG
ACCGAGATCTTCCGCCCCGGCGGCGGCGACATGCGCGACAACTGGCGCTCCGAGCTGTACAAGTACAAGGTG
GTGAAGATCGAGCCCCTGGGLGTGGCLCCCACCAAGGCCAAGCTGACCGTGCAGGCCCGCCAGCTGCTGTCC
GGCATCGTGCAGCAGCAGTCCAACCTGCTGCGCGCCATCGAGGCCCAGCAGCACCTGCTGCAGCTGACCGTGT
GGGGCATCAAGCAGCTGCAGGCCCGLGTGCTGGCCGTGGAGCGCTACCTGAAGGACCAGCAGCTGCTGGAG
ATCTGGGACAACATGACCTGGATGGAGTGGGAGCGCGAGATCAACAACTACACCGACATCATCTACTCCCTGA
TCGAGGAGTCCCAGAACCAGCAGGAGAAGAACGAGCAGGAGCTGCTGGCCCTGGACAAGTGGGCCTCCCTGT
GGAACTGGTTCGACATCACCAACTGGCTGTGGTACATCGATTGGATACTATGGATTTCCTTTGCCATATCATGT
T TGCTTTGTGTTGCTTTGTTGGGGTTCATCATGTGGGCCTGCCAAAAAGGCAACATTAGGTGCAACATITG
CATTTGAAGGCCTATTTTCTTTAGTITGAATTTACTGTTATTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTC
TGTGCTCAGAGTGTGTITATTTTATGTAATTTAATTTCTTTGTGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAA
GGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGA
CCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATC
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ATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTT
TTITATGATTAGAGTCCCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAA

ATTATCGCGCGCGGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGCC

Figure 2E, SEQ ID NO: 12: Amino acid sequence of PDISP-HIV ConS ACFI-A/Brisbane/10/2007 H3
TM+CT

MAKNVAIFGLLFSLLVLVPSQIFAAENLWVTVYYGVPVWKEANTTLFCASDAKAYDTEVHNVWATHACVPTDPNP
QEIVLENVTENFNMWKNNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTNVNVTNTTNNTEEKGEIKNCSFNI
TTEIRDKKQKVYALFYRLDVVPIDDNNNNSSNYRLINCNTSAITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTG
PCKNVSTVQCTHGIKPVVSTQLLLNGSLAEEEIHRSENITNNAKTIVOLNESVEINCTRPNNNTRKSIRIGPGQAFYAT
GDIIGDIRQAHCNISGTKWNKTLQOVAKKLREHFNNKTIIFKPSSGGDLEITTHSFNCRGEFFYCNTSGLFNSTWIGN
GTKNNNNTNDTITLPCRIKQIINMWQGVGQAMYAPPIEGKITCKSNITGLLLTRDGGNNNTNETEIFRPGGGDMR
DNWRSELYKYKVVKIEPLGVAPTKAKLTVQARQLLSGIVQQQASNLLRAIEAQQHLLOQLTVWGIKQLOARVLAVERYL
KDQQLLEIWDNMTWMEWEREINNYTDIIYSLIEESONQQEKNEQELLALDKWASLWNWFDITNWLWYIDWILW

ISFAISCFLLCVALLGFIMWACQKGNIRCNICI

Figure 2F: Schematic representation of construct number 997
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Figure 3A, SEQID NO: 13:

IF-HSdTm+gp145.r
AATTGACAGTATTTGGATGTACCACAGCCAGTTGGTGATGTCGAAC

Figure 3B, SEQ ID NO: 14:

Gp145+H5dTm.c
CTGGCTGTGGTACATCCAAATACTGTCAATTTATTCAACAGTGGC

Figure 3C, SEQ ID NO: 15:

{F-H5dTm.r
CCTTTAAATGCAAATTCTGCATTGTAACGATCCAT

Figure 3D, SEQ ID NO: 16: Expression cassette number 999, from Pacl (upstream of the promoter) to
Ascl (immediately downstream of the NOS terminator). Eliminated Sbfl restriction site is bolded.
PDISP-HIV ConS ACFI-A/Indonesia/5/2005 H5 TM+CT is underlined.

TTAATTAAGTCGACAAGCTTGCATGCCGGTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCA
AAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGG
ATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATC
ATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCAL
GAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGT
GGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACT
TTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATA
GTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCT
GCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACG
TCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCA
AGACCCTTCCTCTATATAAGGAAGTTCATTTCATTITGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGC
GAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTC
TTTCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTTTCACTGAAGCG
AAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTG
TGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACT
TTCGGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTCTTCTTCTTGCTGA
TTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGT
TAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATITTCGGCTTATTGTITIC
TCTICTTGTGTTGGTTCCTTCTCAGATCITCGCCGCCGAGAACCTGTGGGTGACCGTGTACTACGGCGTGCCCG
TGTGGAAGGAGGCCAACACCACCCTGTTCTGCGCCTCCGACGCCAAGGCCTACGACACCGAGGTGCACAACGT
GTGGGCCACCCACGCCTGCGTGCCCACCGACCCCAACCCCCAGGAGATCGTGCTGGAGAACGTGACCGAGAA
CITCAACATGTGGAAGAACAACATGGTGGAGCAGATGCACGAGGACATCATCTCCCTGTGGGACCAGTCLCTG
AAGCCCTGCGTGAAGCTGACCCCCCTGTGCGTGACCCTGAACTGCACCAACGTGAACGTGACCAACACCACCA
ACAACACCGAGGAGAAGGGCGAGATCAAGAACTGCTCCTTCAACATCACCACCGAGATCCGCGACAAGAAGC
AGAAGGTGTACGCCCTGTTCTACCGCCTG GACGTGGTGCCCATCGACGACAACAACAACAACTCCTCCAACTAC
CGCCTGATCAACTGCAACACCTCCGCCATCACCCAGGCCTGCCCCAAGGTGTCCTTCGAGCCCATCCCCATCCA
CTACTGCGCCCCCGCCGGCITCGCCATCCTGAAGTGCAACGACAAGAAGTTCAACGGCACCGGCCCCTGCAAG
AACGTGTCCACCGTGCAGTGCACCCACGGCATCAAGCCCGTGGTGTCCACCCAGCTGCTGCTGAACGGCTCCC
TGGCCGAGGAGGAGATCATCATCCGCTCCGAGAACATCACCAACAACGCCAAGACCATCATCGTGCAGCTGAA
CGAGTCCGTGGAGATCAACTGCACCCGCCCCAACAACAACACCCGCAAGTCCATCCGCATCGGCCCCGGLCAG
GCCTTCTACGCCACCGGCGACATCATCGGCGACATCCGCCAGGCCCACTGCAACATCTCCGGCACCAAGTGGA
ACAAGACCCTGCAGCAGGTGGLCAAGAAGCTGCGCGAGCACTTCAACAACAAGACCATCATCTTCAAGCCCTC
CTCCGGCGGCGACCTGGAGATCACCACCCACTCCTTCAACTGCCGCGGCGAGTTCTTCTACTGCAACACCTCCG
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GCCTGTTCAACTCCACCTGGATCGGCAACGGCACCAAGAACAACAACAACACCAACGACACCATCACCCTGCC
CTGCCGCATCAAGCAGATCATCAACATGTGGCAGGGCGTGGGCCAGGCCATGTACGCCCCCCCCATCGAGGG
CAAGATCACCTGCAAGTCCAACATCACCGGCCTGCTGCTGACCCGCGACGGCGGCAACAACAACACCAACGAG
ACCGAGATCTTCCGCCCCGGCGGLGGCEACATGCGCGACAACTGGCGCTCCGAGCTGTACAAGTACAAGGTG
GTGAAGATCGAGCCCCTGGGCGTGGCCCCCACCAAGGCCAAGCTGACCGTGCAGGCCCGCCAGCTGCTGTCC
GGCATCGTGCAGCAGCAGTCCAACCTGCTGCGCGCCATCGAGGCCCAGCAGCACCTGCTGCAGCTGACCGTGT
GGGGCATCAAGCAGCTGCAGGCCCGCGTGCTGGCCGTGGAGCGCTACCTGAAGGACCAGCAGCTGCTGGAG
ATCTGGGACAACATGACCTGGATGGAGTGGGAGCGCGAGATCAACAACTACACCGACATCATCTACTCCCTGA
TCGAGGAGTCCCAGAACCAGCAGGAGAAGAACGAGCAGGAGCTGCTGGCCCTGGACAAGTGGGCCTCCCTGT
GGAACTGGTTCGACATCACCAACTGGCTGTGGTACATCCAAATACTGTCAATTTATTCAACAGTGGCGAGTTCC
CTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGATCGTTACAATGCAGAATTIG
CATTTAAAGGCCTATTTTCTTTAGTTTGAATITACTGTTATTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTC
TGTGCTCAGAGTGTGTTTATTTTATGTAATTTAATTTCTITGTGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAA
GGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGA
CCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATC
ATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTT
TTTATGATTAGAGTCCCGCAATTATACATITAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAA
ATTATCGCGCGCGGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGLC

Figure 3E, SEQ D NO: 17: Amino acid sequence of PDISP-HIV ConS ACFI-Afindonesia/5/2005 H5
TM+CT

MAKNVAIFGLLFSLLVLVPSQIFAAENLWVTVYYGVPVWKEANTTLFCASDAKAYDTEVHNVWATHACVPTDPNP
QEIVLENVTENFNMWKNNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTNVNVTNTTNNTEEKGEIKNCSFNI

TTEIRDKKQKVYALFYRLDVVPIDDNNNNSSNYRLINCNTSAITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTG

PCKNVSTVQCTHGIKPVVSTQLLENGSLAEEEIRSENITNNAKTIIVQLNESVEINCTRPNNNTRKSIRIGPGQAFYAT
GDIGDIRQAHCNISGTKWNKTLQQVAKKLREHFNNKTHFKPSSGGDLEITTHSFNCRGEFFYCNTSGLFNSTWIGN

GTKNNNNTNDTITLPCRIKQIINMWQGVGQAMYAPPIEGKITCKSNITGLLLTRDGGNNNTNETEIFRPGGGDMR

DNWRSELYKYKVVKIEPLGVAPTKAKLTVQARQLLSGIVQQQSNLLRAIEAQQHLLOLTVWGIKQLQARVLAVERYL
KDQQLLEIWDNMTWMEWEREINNYTDIIYSLIEESONQQEKNEQELLALDKWASL WNWFDITNWLWYIQILSIYS
TVASSLALAIMMAGLSLWMCSNGSLQCRICI
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Figure 3F: Schematic representation of construct number 999
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Figure 4A, SEQ ID NO: 18: Expression cassette number 172, from Xmal (upstream of the plastocyanin

promoter) to EcoRl (immediately downstream of the plastocyanin terminator). TBSV P19 nucleic acid
sequence is underlined.

CCCGGGCTGGTATATTTATATGTTGTCAAATAACTCAAAAACCATAAAAGTTTAAGTTAGCAAGTGTGTACATT
TTTACTTGAACAAAAATATTCACCTACTACTGTTATAAATCATTATTAAACATTAGAGTAAAGAAATATGGATGA
TAAGAACAAGAGTAGTGATATTTTGACAACAATTTTGTTGCAACATTITGAGAAAATTTTGTTGTTCTCTCTTTTC
ATTGGTCAAAAACAATAGAGAGAGAAAAAGGAAGAGGGAGAATAAAAACATAATGTGAGTATGAGAGAGAA
AGTTGTACAAAAGTTGTACCAAAATAGTTGTACAAATATCATTGAGGAATTTGACAAAAGCTACACAAATAAG
GGTTAATTGCTGTAAATAAATAAGGATGACGCATTAGAGAGATGTACCATTAGAGAATTTITGGCAAGTCATT
AAAAAGAAAGAATAAATTATTTTITAAAATTAAAAGTTGAGTCATTTGATTAAACATGTGATTATTTAATGAATT
GATGAAAGAGTTGGATTAAAGTTGTATTAGTAATTAGAATTTGGTGTCAAATTTAATTTGACATITGATCTTTTC
CTATATATTGCCCCATAGAGTCAGTTAACTCATTTTITATATTTCATAGATCAAATAAGAGAAATAACGGTATATT
AATCCCTCCAAAAAAAAAAAACGGTATATTTACTAAAAAATCTAAGCCACGTAGGAGGATAACAGGATCCCCG
TAGGAGGATAACATCCAATCCAACCAATCACAACAATCCTGATGAGATAACCCACTTTAAGCCCACGCATCTGT
GGCACATCTACATTATCTAAATCACACATTCTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTITATC
ACCCATTCTATAAAAAATCACACTTTGTGAGTCTACACTTTGATTCCCTTCAAACACATACAAAGAGAAGAGACT
AATTAATTAATTAATCATCTTGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCTAGGGAACAAGCTAA
CAGTGAACGTTGGGATGGAGGATCAGGAGGTACCACTTCTCCCTTCAAACTTCCTGACGAAAGTCCGAGTTGG
ACTGAGTGGCGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGTTTCAAGGAAAGCTGGG
GTTTCGGGAAAGTTGTATITAAGAGATATCTCAGATACGACAGGACGGAAGCTTCACTGCACAGAGTCCTTGG
ATCTTGGACGGGAGATTCGGTTAACTATGCAGCATCTCGATTITTCGGTTTCGACCAGATCGGATGTACCTATA
GTATTCGGTTTCGAGGAGTTAGTATCACCGTTTCTGGAGGGTCGCGAACTCTTCAGCATCTCTGTGAGATGGCA
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ATTCGGTCTAAGCAAGAACTGCTACAGCTTGCCCCAATCGAAGTGGAAAGTAATGTATCAAGAGGATGCCCTG
AAGGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTCGAGGGCGAGCTCTAAGTTAAAATGCTTCTTCGTCT
CCTATTTATAATATGGTTTGTTATTGTTAATTTTGTTCTTGTAGAAGAGCTTAATTAATCGTTGTTGTTATGAAAT
ACTATTTGTATGAGATGAACTGGTGTAATGTAATTCATTTACATAAGTGGAGTCAGAATCAGAATGTTTCCTCC
ATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCTTATATTTGAACAACTAAAATTGAACATCTTTTGC
CACAACTTTATAAGTGGTTAATATAGCTCAAATATATGGTCAAGTTCAATAGATTAATAATGGAAATATCAGTT
ATCGAAATTCATTAACAATCAACTTAACGTTATTAACTACTAATTTTATATCATCCCCTTTGATAAATGATAGTAC
ACCAATTAGGAAGGAGCATGCTCGAGGCCTGGCTGGCCGAATTC

Figure 4B, SED ID NO: 19: Amino acid sequence of TBSV P19 suppressor of silencing
MERAIQGNDAREQANSERWDGGSGGTTSPFKLPDESPSWTEWRLHNDETNSNQDNPLGFKESWGFGKVVFKRY
LRYDRTEASLHRVLGSWTGDSVNYAASRFFGFDQIGCTYSIRFRGVSITVSGGSRTLQHLCEMAIRSKQELLQLAPIEV
ESNVSRGCPEGTQTFEKESE

Figure 4C: Representation of construct number 172
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Figure BA
Schematic representation of construct number 1074
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Figure 8B, SEQ ID NO:32

IF-RabG-S2+4.¢
TCTCAGATCTTCGCCAAATTCCCTATTTACACGATACCAGAC

Figure 8C, SEQ ID NO:33

RabG+H5dTm.r
CTGTTGAATAAATTGACAGTATTTGATACTTCCCCCAGTTCGGGAGAC
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Figure 8D, SEQ ID NO:34

Synthesized Rab G gene (corresponding to nt 3317-4891 from Genebank accession
number EF206707) (Native signal peptide in bold, native transmembrane and cytosolic
domains are underlined)

ATGGTTCCTCAGGCTCTCCTGTTTGTACCCCTTCTGGTTTTTCCATTGTGTTTTGGGAAATTC
CCTATTTACACGATACCAGACAAGCTTGGTCCCTGGAGCCCGATTGACATACATCACCTCAG
CTGCCCAAACAATTTGCTAGTGGAGGACGAAGGATGCACCAACCTGTCAGGGTTCTCCTAC
ATGGAACTTAAAGTTGGATACATCTTAGCCATAAAAATGAACGGGTTCACTTGCACAGGCGT
TGTGACGGAGGCTGAAACCTACACTAACTTCGTTGGTTATGTCACAACCACGTTCAAAAGAA
AGCATTTCCGCCCAACACCAGATGCATGTAGAGCCGCGTACAACTGGAAGATGGCCGGTGA
CCCCAGATATGAAGAGTCTCTACACAATCCGTACCCTGACTACCGCTGGCTTCGAACTGTAA
AAACCACCAAGGAGTCTCTCGTTATCATATCTCCAAGTGTGGCAGATTTGGACCCATATGAC
AGATCCCTTCACTCGAGGGTCTTCCCTAGCGGGAAGTGCTCAGGAGTAGCGGTGTCTTCTA
CCTACTGCTCCACTAACCACGATTACACCATTTIGGATGCCCGAGAATCCGAGACTAGGGATG
TCTTGTGACATTTTTACCAATAGTAGAGGGAAGAGAGCATCCAAAGGGAGTGAGACTTGCGG
CTTTGTAGATGAAAGAGGCCTATATAAGTCTTTAAAAGGAGCATGCAAACTCAAGTTATGTGG
AGTTCTAGGACTTAGACTTATGGATGGAACATGGGTCGCGATGCAAACATCAAATGAAACCA
AATGGTGCCCTCCCGATCAGTTGGTGAACCTGCACGACTTTCGCTCAGACGAAATTGAGCA
CCTTGTTGTAGAGGAGTTGGTCAGGAAGAGAGAGGAGTGTCTGGATGCACTAGAGTCCATC
ATGACAACCAAGTCAGTGAGTTTCAGACGTCTCAGTCATTTAAGAAAACTTGTCCCTGGGTTT
GGAAAAGCATATACCATATTCAACAAGACCTTGATGGAAGCCGATGCTCACTACAAGTCAGT
CAGAACTTGGAATGAGATCCTCCCTTCAAAAGGGTGTTTAAGAGTTGGGGGGAGGTGTCAT
CCTCATGTGAACGGGGTGTTTTTCAATGGTATAATATTAGGACCTGACGGCAATGTCTTAATC
CCAGAGATGCAATCATCCCTCCTCCAGCAACATATGGAGTTGTTGGAATCCTCGGTTATCCC
CCTTGTGCACCCCCTGGCAGACCCGTCTACCGTTTTCAAGGACGGTGACGAGGCTGAGGAT
TTTGTTGAAGTTCACCTTCCCGATGTGCACAATCAGGTCTCAGGAGTTGACTTGGGTCTCCC
GAACTGGGGGAAGTATGTATTACTGAGTGCAGGGGCCCTGACTGCCTTGATGTTGATAATTT
TCCTGATGACATGTTGTAGAAGAGTCAATCGATCAGAACCTACGCAACACAATCTCAGAGGG
ACAGGGAGGGAGGTGTCAGTCACTCCCCAAAGCGGGAAGATCATATCTTCATGGGAATCAC
ACAAGAGTGGGGGTGAGACCAGACTGTGA

Figure 8E, SEQ ID NO:35
IF-H5dTm.c

CAAATACTGTCAATTTATTCAACAGTGGC

Figure 8F, SEQ [D NO:36

Construct 141 from left to right t-DNA (underlined).2X35S-CPMV-HT-PDISP-NOS
expression system with Plastocyanine-P19-Plastocyanine silencing inhibitor expression
cassette
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TGGCAGGATATATTGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGGGCTGGTATATTTATATGTTGTCAAATAACTCAAAAACCATAAA
AGTTTAAGTTAGCAAGTGTGTACATTTTTACTTGAACAAAAATATTCACCTACTACTGTTATAAATCATTAT
TAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGTGATATTTTGACAACAATTTTGTTGC
AACATTTGAGAAAATTTTGTTGTTCTCTCTTTTCATTGGTCAAAAACAATAGAGAGAGAAAAAGGAAGAG
GGAGAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAGTTGTACCAAAATAGTTGTACAA
ATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGCTGTAAATAAATAAGGATGACGC
ATTAGAGAGATGTACCATTAGAGAATTTTTGGCAAGTCATTAAAAAGAAAGAATAAATTATTTTTAAAATT
AAAAGTTGAGTCATTTGATTAAACATGTGATTATTTAATGAATTGATGAAAGAGTTGGATTAAAGTTGTAT
TAGTAATTAGAATTTGGTGTCAAATTTAATTTGACATTTGATCTTTTCCTATATATTGCCCCATAGAGTCA
GTTAACTCATTTTTATATTTCATAGATCAAATAAGAGAAATAACGGTATATTAATCCCTCCAAAAAAAAAA
AACGGTATATTTACTAAAAAATCTAAGCCACGTAGGAGGATAACAGGATCCCCGTAGGAGGATAACATC
CAATCCAACCAATCACAACAATCCTGATGAGATAACCCACTTTAAGCCCACGCATCTGTGGCACATCTA
CATTATCTAAATCACACATTCTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCACCCAT
TCTATAAAAAATCACACTTTGTGAGTCTACACTTTGATTCCCTTCAAACACATACAAAGAGAAGAGACTA
ATTAATTAATTAATCATCTTGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCTAGGGAACAAGC
TAACAGTGAACGTTGGGATGGAGGATCAGGAGGTACCACTTCTCCCTTCAAACTTCCTGACGARAGTCC
GAGTTGGACTGAGTGGCGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGTTTCAA
GGAAAGCTGGGGTTTCGGGAAAGTTGTATT TAAGAGATATCTCAGATACGACAGGACGGAAGCTTCACT
GCACAGAGTCCTTGGATCTTGGACGGGAGATTCGGTTAACTATGCAGCATCTCGATTTTTCGGTTTCGA
CCAGATCGGATGTACCTATAGTATTCGGTTTCGAGGAGTTAGTATCACCGTTTCTGGAGGGTCGCGAAC
TCTTCAGCATCTCTGTGAGATGGCAATTCGGTCTAAGCAAGAACTGCTACAGCTTGCCCCAATCGAAGT
GGAAAGTAATGTATCAAGAGGATGCCCTGAAGGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAA
AATGCTTCTTCGTCTCCTATTTATAATATGGTTTGTTATTGTTAATTTITGTTCTTGTAGAAGAGCTTAATTA
ATCGTTGTTGTTATGAAATACTATTTGTATGAGATGAACTGGTGTAATGTAATTCATTTACATAAGTGGAG
TCAGAATCAGAATGTTTCCTCCATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCTTATATTT
GAACAACTAAAATTGAACATCTTTTGCCACAACTTTATAAGTGGTTAATATAGCTCAAATATATGGTCAAG
TTCAATAGATTAATAATGGAAATATCAGTTATCGAAATTCATTAACAATCAACTTAACGTTATTAACTACTA
ATTTTATATCATCCCCTTTGATAAATGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
TCGTTTCCCGCCTTCAGTTTGCAAGCTGCTCTAGCCGTGTAGCCAATACGCAAACCGCCTCTCCCCGE
GCGTTGGGAATTACTAGCGCGTGTCGACAAGCTTGCATGCCGGTCAACATGGTGGAGCACGACACACT
TGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGG
GTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAA
AGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCC
GACAGTGGTCCCAAAGATGGACCCCCACCCACCAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCA
CGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATA
TCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACC
TCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCT
ACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAA
GATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGT
GGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTC
CTCTATATAAGGAAGTTCATTTCATTTGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGCGAACGT
GGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTCT
TTCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTTTCACTGA
AGCGAAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTC
TTGTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTA
CGATTCTGCTGACTTTCGGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTT
CTTTCTTCTTCTTCTTGCTGATTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCCGTG
GTTTTCGAACTTGGAGAAAGATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGCGAA
AAACGTTGCGATTTTCGGCTTATTGTTITCTCTTCTIGTGTTGGTTCCTTCTCAGATCTTCGCCTGCAGS
CTCCTCAGCCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTC
CATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTG
GATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGC
TCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCA
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GCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGTC
CCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACTCCTA
AGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTGTAGAT
GATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGTTCAACAGCACTTTCCGCTCAG
TCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGCGATCGCTCACCATCACCATC
ACCATCACCATCACCATTAAAGGCCTATTITCTTTAGTTTGAATTTACTGTTATTCGGTGTGCATTTCTAT
GTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAATTTCTITGTGAGCTCCTGT
TTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGAC
CGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATT
GAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTA
ACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCCGCAATTATACATTTAATAC
GCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTTACTA
GATCTCTAGAGTCTCAAGCTTGGCGCGCCCACGTGACTAGTGGCACTGGCCGTCGTTTTACAACGTCG
TGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGL
GTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGCTA
GAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACTATCAGTGTTTGACAGGAT
ATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 8G
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Figure 8H, SEQ ID NO:37

Expression cassette number 1074 from 2X358 promoter to NOS terminator.PDISP-Rab
G -AlIndonesia/5/2005 H5 TM+CT is underiined.

GTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAA
AGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATC
TGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGA
AAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCA
TCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGC
ACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTT
TCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTITATTGTGAA
GATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAG
ATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGA
CGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACA
ATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGTATTAAAAT
CTTAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATC
TCTCTTAAAGCAAACTTCTCTCTTGTCTTTCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCG
GCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGC
CATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCT
GCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACTTTCGGCGGGTGCAATATCTCTACTTCTG
CTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTCTTCTTCTTGCTGATTGGTTCTATAAGAAATCTAGTA
TTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGTTAAGCTTCTGTATATTCTG
CCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATTTTCGGCTTATTGTTTTICTCTTICTTGTGTTIGS
TTCCTTCTCAGATCTTCGCCAAATTCCCTATTTACACGATACCAGACAAGCTTGGTCCCTGGAGCCCGA
TTGACATACATCACCTCAGCTGCCCAAACAATTTGGTAGTGGAGGACGAAGGATGCACCAACCTGTCA
GGGTTCTCCTACATGGAACTTAAAGTTGGATACATCTTAGCCATAAAAATCAACGGGTTCACTTGCACA
GGCGTTGTGACGGAGGCTGAAACCTACACTAACTTICGTTGGTTATGTCACAACCACGTTCAAAAGAAAG
CATTTCCGCCCAACACCAGATGCATGTAGAGCCGCGTACAACTGGAAGATGGCCGGTGACCCCAGATA
TGAAGAGTCTCTACACAATCCGTACCCTGACTACCGCTGGCTTCGAACTGTAAAAACCACCAAGGAGTC
TCTCGTTATCATATCTCCAAGTGTGGCAGATTTGGACCCATATGACAGATCCCTTCACTCGAGGGTCTT
CCCTAGCGGGAAGTGCTCAGGAGTAGCGGTGTCTTCTACCTACTGCTCCACTAACCACGATTACACCA
TTTGGATGCCCGAGAATCCGAGACTAGGGATGTCTTGTGACATTTTTACCAATAGTAGAGGGAAGAGAG
CATCCAAAGGGAGTGAGACTTGCGGCTTTGTAGATGAAAGAGGCCTATATAAGTCTTTAAAAGGAGCAT
GCAAACTCAAGTTATGTGCAGTTCTAGGACTTAGACTTATGGATGGAACATGGGTCGCGATGCAAACAT
CAAATGAAACCAAATGGTGCCCTCCCGATCAGTTGGTGAACCTGCACGACTTTCCCTCAGACGAAATTG
AGCACCTTGTTGTAGAGGAGTTGGTCAGGCAAGAGAGAGCGAGTGTCTGGATGCACTAGAGTCCATCATG
ACAACCAAGTCAGTGAGTTTCAGACGTCTCAGTCATTTAAGAAAACTTGTCCCTGGGTTTGGAAAAGCA
TATACCATATTCAACAAGACCTTGATGGAAGCCGATGCTCACTACAAGTCAGTCAGAACTTGGAATGAG
ATCCTCCCTTCAAAAGGGTGTTTAAGAGTTGGCGGCAGSTGTCATCCTCATGTGAACGGGGTGTTTTIC
AATGCGTATAATATTAGGACCTGACGGCAATGTCTTAATCCCAGAGAT GCAATCATCCCTCCTCCAGCAA
CATATGGAGTTGTITGGAATCCTCGGTTATCCCCCTTGTGCACCCCCTGGCAGACCCGTICTACCGTTTTC
AAGGACGGTGACGAGGCTCAGGATTTTGTTGAAGTTCACCTTCCCGATGTGCACAATCAGGTCTCAGG
AGTTGACTTGGGTCTCCCGAACTGGGGGAAGTATCAAATACTGTCAATTTATTCAACAGTGGCGAGTIC
CCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGATCGTTACAATGCAG
AATTTGCATTTAAAGGCCTATTTTCTTTAGTTTGAATTTACTGTTATTCGGTGTGCATTTCTATGTTTGGTG
AGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAATTTCTTTGTGAGCTCCTGTTTAGCAGG
TCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGGAATT
CCGATATCAAGCTTATCGACCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTG
TTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAA
TGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCCGCAATTATACATTTAATACGCGATAG
AAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTTACTAGAT
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Figure 81, SEQ ID NO:38
Amino acid sequence ofPDISP-Rab G- A/Indonesia/5/2005 H5 TM+CT

MAKNVAIFGLLFSLLVLVPSQIFAKFPIYTIPDKLGPWSPIDIHHLSCPNNLVVEDEGCTNL
SGFSYMELKVGYILAIKMNGFTCTGVVTEAETYTNFVGYVTTTFKRKHFRPTPDACRAA
YNWKMAGDPRYEESLHNPYPDYRWLRTVKTTKESLVIISPSVADLDPYDRSLHSRVFP
SGKCSGVAVSSTYCSTNHDYTIWMPENPRLGMSCDIFTNSRGKRASKGSETCGFVDE
RGLYKSLKGACKLKLCGVLGLRLMDGTWVAMQTSNETKWCPPDQLVNLHDFRSDEIE
HLVVEELVRKREECLDALESIMTTKSVSFRRLSHLRKLVPGFGKAYTIFNKTLMEADAHY
KSVRTWNEILPSKGCLRVGGRCHPHVNGVFFNGIILGPDGNVLIPEMQSSLLQQHMELL
ESSVIPLVHPLADPSTVFKDGDEAEDFVEVHLPDVHNQVSGVDLGLPNWGKYQILSIYS
TVASSLALAIMMAGLSLWMCSNGSLQCRICI*

Figure 8J, SEQ ID NO: 39

Construct 144 from left to right t-DNA (underlined).2X35S-CPMV-HT-PDISP-NOS into
BeYDV + replicaseexpression system with Plastocyanine-P19-Plastocyanine silencing
inhibitor expression cassette

TGGCAGGATATATTGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGGGCTGGTATATTTATATGTTGTCAAATAACTCAAAAACCATAAA
AGTTTAAGTTAGCAAGTGTGTACATTTTTACTTGAACAAAAATATTCACCTACTACTGTTATAAATCATTAT
TAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGTGATATTTTGACAACAATTTTGTTGC
AACATTTGAGAAAATTTTGTTGTTCTCTCTTTTCATTCGTCAAAAACAATAGAGAGAGAAAAAGGAAGAG
GGAGAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAGTTGTACCAAAATAGTTGTACAA
ATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGCTGTAAATAAATAAGGATGACGC
ATTAGAGAGATGTACCATTAGAGAATTTTTGGCAAGTCATTAAAAAGAAAGAATAAATTATTTTTAAAATT
AAAAGTTGAGTCATTTGATTAAACATGTGATTATTTAATGAATTGATGAAAGAGTTGGATTAAAGTTGTAT
TAGTAATTAGAATTTGGTGTCAAATTTAATTTGACATTTGATCTTTTCCTATATATTGCCCCATAGAGTCA
GTTAACTCATTTTTATATTTCATAGATCAAATAAGAGAAATAACGGTATATTAATCCCTCCAAAAAAAAAA
AACGGTATATTTACTAAAAAATCTAAGCCACGTAGGAGGATAACAGGATCCCCGTAGGAGGATAACATC
CAATCCAACCAATCACAACAATCCTGATGAGATAACCCACTTTAAGCCCACGCATCTGTGGCACATCTA
CATTATCTAAATCACACATTCTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCACCCAT
TCTATAAAAAATCACACTTTGTGAGTCTACACTTTGATTCCCTTCAAACACATACAAAGAGAAGAGACTA
ATTAATTAATTAATCATCTTGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCTAGGGAACAAGC
TAACAGTGAACGTTGGGATGGAGGATCAGGAGGTACCACTTCTCCCTTCAAACTTCCTGACGAAAGTCC
GAGTTGGACTGAGTGGCGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGTTTCAA
GGAAAGCTGGGGTTTCGGGAAAGTTGTATTTAAGAGATATCTCAGATACGACAGGACGGAAGCTTCACT
GCACAGAGTCCTTGGATCTTGGACGGGAGATTCGGTTAACTATGCAGCATCTCGATTTTTCGGTTTCGA
CCAGATCGGATGTACCTATAGTATTCGGTTTCGAGGAGTTAGTATCACCGTTTCTGGAGGGTCGCGAAC
TCTTCAGCATCTCTGTGAGATGGCAATTCGGTCTAAGCAAGAACTGCTACAGCTTGCCCCAATCGAAGT
GGAAAGTAATGTATCAAGAGGATGCCCTGAAGGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAA
AATGCTTCTTCGTCTCCTATTTATAATATGGTTTGTTATTGTTAATTTTGTTCTTGTAGAAGAGCTTAATTA
ATCGTTGTTGTTATGAAATACTATTTGTATGAGATGAACTGGTGTAATGTAATTCATTTACATAAGTGGAG
TCAGAATCAGAATGTTTCCTCCATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCTTATATTT
GAACAACTAAAATTGAACATCTTTTGCCACAACTTTATAAGTGGTTAATATAGCTCAAATATATGGTCAAG
TTCAATAGATTAATAATGGAAATATCAGTTATCGAAATTCATTAACAATCAACTTAACGTTATTAACTACTA
ATTTTATATCATCCCCTTTGATAAATGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
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TCGTTTCCCGCCTTCAGTTTGCAAGCTGCTCTAGCCGTGTAGCCAATACGCAAACCGCCTCTCCCCGC
GCGTTGGGAATTACTAGCGCGTGTCGACACGCGTGGCGCGCCCTAGCAGAAGGCATGTTGTTGTGACT
CCGAGGGGTTGCCTCAAACTCTATCTTATAACCGGCGTGGAGGCATGGAGGCAAGGGCATTTTGGTAA
TTTAAGTAGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAGTCTTGCGACAAGGGGGGCCCACGC
CGAATTTTAATATTACCGGCGTGGCCCCACCTTATCGCGAGTGCTTTAGCACGAGCGGTCCAGATTTAA
AGTAGAAAAGTTCCCGCCCACTAGGGTTAAAGGTGTTCACACTATAAAAGCATATACGATGTGATGGTA
TTTGATAAAGCGTATATTGTATCAGGTATTTCCGTCGGATACGAATTATTICGTACAAGCTTCTTAAGCCG
GTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAA
AGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATC
TGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGA
AAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCA
TCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGC
ACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTT
TCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAA
GATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAG
ATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGA
CGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACA
ATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGTATTAAAAT
CTTAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATC
TCTCTTAAAGCAAACTTCTCTCTTGTCTTTCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCG
GCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGC
CATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCT
GCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACTTTCGGCGGGTGCAATATCTCTACTTCTG
CTTGACGAGGTATTGTTGCCTGTACTTCTTICTTCTTCTTCTTGCTGATTGGTTCTATAAGAAATCTAGTA
TTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGTTAAGCTTCTGTATATTCTG
CCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATTTTCGGCTTATTGTTTITCTCTTCTIGTGTTGG
TTCCTTCTCAGATCTTCGCCTGCAGGCTCCTCAGCCAAAACGACACCCCCATCTGTCTATCCACTGGCC
CCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGA
GCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGC
AGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTEC
ACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTG
GTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGG
ATGTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCG
AGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGA
GCAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAA
GGAAGGCCTATTTTCTTTAGTTTGAATTTACTGTTATTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTT
CTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAATTTICTTTGTGAGCTCCTGTTTAGCAGGTCGTCCCTT
CAGCAAGGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAA
GCTTATCGACCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTC
TTGCGATGATTATCATATAATTTCTGTTGAATTACCTTAAGCATGTAATAATTAACATGTAATGCATGACG
TTATTTATGAGATGGGTTTTTATGATTAGAGTCCCGCAATTATACATTTAATACGCGATAGAAAACAAAAT
ATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAA
GCTTGGCGCGGGGTACCGAGCTCGAATTCCGAGTGTACTTCAAGTCAGTTGGAAATCAATAAAATGATT
ATTTTATGAATATATTTCATTGTGCAAGTAGATAGAAATTACATATGTTACATAACACACGAAATAAACAA
AAAAACACAATCCAAAACAAACACCCCAAACAAAATAACACTATATATATCCTCGTATGAGGAGAGGCAC
GTTCAGTGACTCGACGATTCCCGAGCAAAAAAAGTCTCCCCGTCACACATATAGTGGGTGACGCAATTA
TCTTCAAAGTAATCCTTCTGTTGACTTGTCATTGATAACATCCAGTCTTCGTCAGGATTGCAAAGAATTAT
AGAAGGGATCCCACCTTTTATTTTCTTCTTTTTTCCATATTTAGGGTTGACAGTGAAATCAGACTGGCAA
CCTATTAATTGCTTCCACAATGGGACGAACTTGAAGGGGATGTCGTCGATGATATTATAGGTGGCGTGT
TCATCGTAGTTGGTGAAGTCGATGGTCCCGTTCCAGTAGTTGTGTCGCCCGAGACTTCTAGCCCAGGT
GGTCTTTCCGGTACGAGTTGGTCCGCAGATGTAGAGGCTGGGGTGTCTGACCCCAGTCCTTCCCTCAT
CCTGGTTAGATCGGCCATCCACTCAAGGTCAGATTGTGCTTGATCGTAGGAGACAGGATGTATGAAAGT
GTAGGCATCGATGCTTACATGATATAGGTGCGTCTCTCTCCAGTTGTGCAGATCTTCGTGGCAGCGGA
GATCTGATTCTGTGAAGGGCGACACGTACTGCTCAGGTTGTGGAGGAAATAATTTGTTGGCTGAATATT
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CCAGCCATTGAAGCTTTGTTGCCCATTCATGAGGGAATTCTTCTTTGATCATGTCAAGATACTCCTCCTT
AGACGTTGCAGTCTGGATAATAGTTCGCCATCGTGCGTCAGATTTGCGAGGAGAGACCTTATGATCTCG
GAAATCTCCTCTGGTTTTAATATCTCCGTCCTTTGATATGTAATCAAGGACTTGTTTAGAGTTTCTAGCTG
GCTGGATATTAGGGTGATTTCCTTCAAAATCGAAAAAAGAAGGATCCCTAATACAAGGTTTTTTATCAAG
CTGGATAAGAGCATGATAGTGGGTAGTGCCATCTTGATGAAGCTCAGAAGCAACACCAAGGAAGAAAA
TAAGAAAAGGTGTGAGTTTCTCCCAGAGAAACTGGAATAAATCATCTCTTTGAGATGAGCACTTGGGGT
AGGTAAGGAAAACATATTTAGATTGGAGTCTGAAGTTCTTGCTAGCAGAAGGCATGTTGTTGTGACTCC
GAGGGGTTGCCTCAAACTCTATCTTATAACCGGCGTGGAGGCATGGAGGCAAGGGCATTTTGGTAATT
TAAGTAGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAGTCTTGCGACAAGGGGGGCCCACGCC
GAATTTTAATATTACCGGCGTGGCCCCACCTTATCGCGAGTGCTTTAGCACCAGCGGTCCAGATTTAAA
GTAGAAAAGTTCCCGCCCACTAGGGTTAAAGGTGTTCACACTATAAAAGCATATACGATGTGATGGTAT
TTGATGGAGCGTATATTGTATCAGGTATTTCCGTCGGATACGAATTATTCGTACGGCCGGCCACTAGTG
GCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCA
GCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTT
GCGCAGCCTGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGT
TTAAACTATCAGTGTTTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 8K
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Figure 8L, SEQ ID NO:40

Expression cassette number 1094 from right to left BeYDV LIR. PDISP-Rab G -
A/Indonesia/5/2005 H5 TM+CT is underlined.

CTAGCAGAAGGCATGTTGTTGTGACTCCGAGGGGTTGCCTCAAACTCTATCTTATAACCGGCGTGGAG
GCATGGAGGCAAGGGCATTTTGGTAATTTAAGTAGTTAGTGGAAAATGACGTCATTTACTTAAAGACGA
AGTCTTGCGACAAGGGGGGCCCACGCCGAATTTTAATATTACCGGCGTGGCCCCACCTTATCGCGAGT
GCTTTAGCACGAGCGGTCCAGATTTAAAGTAGAAAAGTTCCCGCCCACTAGGGTTAAAGGTGTTCACAC
TATAAAAGCATATACGATGTGATGGTATTTGATAAAGCGTATATTGTATCAGGTATTTCCGTCGGATACG
AATTATTCGTACAAGCTTCTTAAGCCGGTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATA
TCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACC
TCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCT
ACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAA
GATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGT
GGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTC
AGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTG
CCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGCAAAAGGAAGGTGGCTCCTACAAATGCCATCATTG
CGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCA
CGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCT
CCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTT
CATTTCATTTGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCGAACCA
AACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTCTTTCTTGCGTGAGCGATC
TTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAGATCT
CTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTGTGGTCTTG
GGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACTTTC
GGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTCTTCTTCTTGC
TGATTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAA
AGATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATTTICG
GCTTATTGTTITCTCTTCTTGTGTTGGTTCCTTCTCAGATCTTCGCCAAATTCCCTATTTACACGATACCA
GACAAGCTTGGTCCCTGGAGCCCGATTGACATACATCACCTCAGCTGCCCAAACAATTTGGTAGTGGA
GGACGAAGGATGCACCAACCTCTCAGGCTTCTCCTACATGGAACTTAAAGTTGGATACATCTTAGCCAT
AAAAATGAACGGGTTCACTTGCACAGGCGTTGTGACGGAGGCTGAAACCTACACTAACTTICGTTIGGTTA
TGTCACAACCACGTTCAAAAGAAAGCATTTCCGCCCAACACCAGATGCATGTAGAGCCGCGTACAACTG
GAAGATGGCCGGTGACCCCAGATATGAAGAGTCTCTACACAATCCGTACCCTGACTACCGCTGGCTTC
GAACTGTAAAAACCACCAAGGAGTCTCTCGTTATCATATCTCCAAGTGTGGCAGATTTGGACCCATATG
ACAGATCCCTTCACTCGAGGGTCTTCCCTAGCGGCAAGTGCTCAGGAGTAGCGGTGTCTTCTACCTAC
TGCTCCACTAACCACGATTACACCATTTGGATGCCCGAGAATCCGAGACTAGGGATGTCTTGTGACATT
TTTACCAATAGTAGAGGGAAGAGAGCATCCAAAGGGAGTGAGACTTGCGGCTTTGTAGATGAAAGAGG
CCTATATAAGTCTTTAAAAGGAGCATGCAAACTCAAGTTATCTGGAGTTCTAGGACTTAGACTTATGGAT
GGAACATGGGTCGCGATGCAAACATCAAATGAAACCAAATGGTGCCCTCCCGATCAGTTGGTGAACCT
GCACGACTTTCGCTCAGACGAAATTGAGCACCTTIGTTGTAGAGGAGTTGGTCAGGAAGAGAGAGGAGT
GTCTGGATGCACTAGAGTCCATCATGACAACCAAGTCAGTGAGTTTCAGACGTCTCAGTCATTTAAGAA
AACTTGTCCCTGGGTTTGGAAAAGCATATACCATATTCAACAAGACCTTGATGGAAGCCGATGCTCACT
ACAAGTCAGTCAGAACTTGGAATGAGATCCTCCCTTCAAAAGGGTGTTTAAGAGTTGGGGGGAGGTGT
CATCCTCATGTGAACGGGGTGTTTTTCAATGGTATAATATTAGGACCTGACGGCAATGTCTTAATCCCAG
AGATGCAATCATCCCTCCTCCAGCAACATATGGAGTTGTTGGAATCCTCGGTTATCCCCCTTGTGCACC
CCCTGGCAGACCCGTCTACCGTTTTCAAGGACGGTGACGAGGCTGAGGATTTTGTTGAAGTTCACCTT
CCCCATGTGCACAATCAGGTCTCAGGAGTTGACTTGGGTCTCCCGAACTGGGGGAAGTATCAAATACT
GICAATTTATTCAACAGTGGCGAGTTCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGAT
GTGCTCCAATGGATCGTTACAATGCAGAATTTGCATTTAAAGGCCTATTTTCTTTAGTTTGAATTTACTGT
TATTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTA
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ATTTCTTTGTGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATTAA
AAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTCAAACATTTGGC
AATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTAC
GTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCC
GCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGC
GGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGGGGTACCGAGCTCGAATTCCGA
GTGTACTTCAAGTCAGTTGGAAATCAATAAAATGATTATTTTATGAATATATTTCATTGTGCAAGTAGATA
GAAATTACATATGTTACATAACACACGAAATAAACAAAAAAACACAATCCAAAACAAACACCCCAAACAA
AATAACACTATATATATCCTCGTATGAGGAGAGGCACGTTCAGTGACTCGACGATTCCCGAGCAAAAAA
AGTCTCCCCGTCACACATATAGTGGGTGACGCAATTATCTTCAAAGTAATCCTTCTGTTGACTTGTCATT
GATAACATCCAGTCTTCGTCAGGATTGCAAAGAATTATAGAAGGGATCCCACCTTTTATTTTCTITCTTTIT
TCCATATTTAGGGTTGACAGTGAAATCAGACTGGCAACCTATTAATTGCTTCCACAATGGGACGAACTT
GAAGGGGATGTCGTCGATGATATTATAGGTGGCGTGTTCATCGTAGTTGGTGAAGTCGATGGTCCCGT
TCCAGTAGTTGTGTCGCCCGAGACTTCTAGCCCAGGTGGTCTTTCCGGTACGAGTTGGTCCGCAGATG
TAGAGGCTGGGGTGTCTGACCCCAGTCCTTCCCTCATCCTGGTTAGATCGGCCATCCACTCAAGGTCA
GATTGTGCTTGATCGTAGGAGACAGGATGTATGAAAGTGTAGGCATCGATGCTTACATGATATAGGTGC
GTCTCTCTCCAGTTGTGCAGATCTTCGTGGCAGCGGAGATCTGATTCTGTGAAGGGCGACACGTACTG
CTCAGGTTGTGGAGGAAATAATTTGTTGGCTGAATATTCCAGCCATTGAAGCTTTGTTGCCCATTCATGA
GGGAATTCTTCTTTGATCATGTCAAGATACTCCTCCTTAGACGTTGCAGTCTGGATAATAGTTCGCCATC
GTGCGTCAGATTTGCGAGGAGAGACCTTATGATCTCGGAAATCTCCTCTGGTTTTAATATCTCCGTCCTT
TGATATGTAATCAAGGACTTGTTTAGAGTTTCTAGCTGGCTGGATATTAGGGTGATTTCCTTCAAAATCG
AAAAAAGAAGGATCCCTAATACAAGGTTTTTTATCAAGCTGGATAAGAGCATGATAGTGGGTAGTGCCA
TCTTGATGAAGCTCAGAAGCAACACCAAGGAAGAAAATAAGAAAAGGTGTGAGTTTCTCCCAGAGAAAC
TGGAATAAATCATCTCTTTGAGATGAGCACTTGGGGTAGGTAAGGAAAACATATTTAGATTGGAGTCTG
AAGTTCTTGCTAGCAGAAGGCATGTTGTTGTGACTCCGAGGGGTTGCCTCAAACTCTATCTTATAACCG
GCCTGGAGGCCATGGAGGCAAGGGCATTTTGGTAATTTAAGTAGTTAGTGGAAAATGACGTCATTTACTT
AAAGACGAAGTCTTGCGACAAGGGGGGCCCACGCCGAATTTTAATATTACCGGCGTGGCCCCACCTTA
TCGCGAGTGCTTTAGCACGAGCGGTCCAGATTTAAAGTAGAAAAGTTCCCGCCCACTAGGGTTAAAGG
TGTTCACACTATAAAAGCATATACGATGTGATGGTATTTGATGGAGCGTATATTGTATCAGGTATTTCCG
TCGGATACGAATTATTCGTAC
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Figure 8M

Schematic representation of construct number 1094
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Rahies G

Western blot on biomasses
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Figure 8N

Size exclusion chromatography on concentrated and clarified extracts
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Construct no. 1094

. Primary antibody: Santa Cruz SE-57995 0.25pg/pL
Flg ure 80 Secondary antibody: Goat anti Mouse, JIR, 115-035-146 (1/10000)
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Figure 9A

Transmission electron microscopy on purified VLP (1074) (the bar is 100 nm)

Figure 9B
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Figure 10A, SEQ ID NO: 20
IF-wtSp-VZVgE.c

TGCCCAAATTTGTCGGGCCCATGGGGACAGTTAATAAACCTGTGGTG

Figure 10B, SEQ ID NO: 21
IF-H5dTm+VZVgE.r

AATTGACAGTATTTGTCGTAGAAGTGGTGACGTTCCGGGGTTTACG

Figure 10C, SEQ ID NO: 22

synthesized VZV gE gene (corresponding to nt 3477-5348 from Genebank accession
number AY013752.1) (Native signal peptide in bold, native transmembrane and cytosolic
domains are underlined)

ATGGGGACAGTTAATAAACCTGTGGTGGGGGTATTGATGGGGTTCGGAATTATCACGGGAACGTTGC
GTATAACGAATCCGGTCAGAGCATCCGTCTTGCGATACGATGATTTTCACACCGATGAAGACAAACTG
GATACAAACTCCGTATATGAGCCTTACTACCATTCAGATCATGCGGAGTCTTCATGGGTAAATCGGGGA
GAGTCTTCGCGAAAAGCGTACGATCATAACTCACCTTATATATGGCCACGTAATGATTATGATGGATTTT
TAGAGAACGCACACGAACACCATGGGGTGTATAATCAGGGCCGTGGTATCGATAGCGGGGAACGGTTA
ATGCAACCCACACAAATGTCTGCACAGGAGGATCTTGGGGACGATACGGGCATCCACGTTATCCCTAC
GTTAAACGGCGATGACAGACATAAAATTGTAAATGTGGACCAACGTCAATACGGTGACGTGTTTAAAGG
AGATCTTAATCCAAAACCCCAAGGCCAAAGACTCATTGAGGTGTCAGTGGAAGAAAATCACCCGTTTAC
TTTACGCGCACCGATTCAGCGGATTTATGGAGTCCGGTACACCGAGACTTGGAGCTTTTTGCCGTCATT
AACCTGTACGGGAGACGCAGCGCCCGCCATCCAGCATATATGTTTAAAACATACAACATGCTTTCAAGA
CGTGGTGGTGGATGTGGATTGCGCGGAAAATACTAAAGAGGATCAGTTGGCCGAAATCAGTTACCGTT
TTCAAGGTAAGAAGGAAGCGGACCAACCGTGGATTGTTGTAAAGACGAGCACACTGTTTGATGAACTC
GAATTAGACCCCCCCGAGATTGAACCGGGTGTCTTGAAAGTACTTCGGACAGAAAAACAATACTTGGGET
GTGTACATITGGAACATGCGCGGCTCCGATGGTACGTCTACCTACGCCACGTTTTTGGTCACCTGGAAA
GGGGATGAAAAAACAAGAAACCCTACGCCCGCAGTAACTCCTCAACCAAGAGGGGCTGAGTTTCATAT
GTGGAATTACCACTCGCATGTATTTTCAGTTGGTGATACGTTTAGCTTGGCAATGCATCTTCAGTATAAG
ATACATGAAGCGCCATTTGATTTGCTGTTAGAGTGGTTGTATGTCCCCATCGATCCTACATGTCAACCAA
TGCGGTTATATTCTACGTGTTTGTATCATCCCAACGCACCCCAATGCCTCTCTCATATGAATTCCGGTTG
TACATTTACCTCGCCACATTTAGCCCAGCGTGTTGCAAGCACAGTGTATCAAAATTGTGAACATGCAGA
TAACTACACCGCATATTGTCTGGGAATATCTCATATGGAGCCTAGCTTTGGTCTAATCTTACACGACGG
GGGCACCACGTTAAAGTTTGTAGATACACCCGAGAGTTTGTCGGGATTATACGTTTTTGTGGTGTATITT
AACGGGCATGTTGAAGCCGTAGCATACACTGTTGTATCCACAGTAGATCATTTTGTAAACGCAATTGAA
GAGCGTGGATTTCCGCCAACGGCCGGTCAGCCACCGGCGACTACTAAACCCAAGGAAATTACCCCCG
TAAACCCCGGAACGTCACCACTTCTACGATATGCCGCATGGACCGGAGGGCTIGCAGCAGTAGTACTT
TTATGTCTCGTAATATTTITAATCTGTACGGCTAAACGAATGAGGGTTAAAGCCTATAGGGTAGACAAGT
CCCCGTATAACCAAAGCATGTATTACGCTGGCCTTCCAGTGGACGATTTCGAGGACTCGGAATCTACG
GATACGGAAGAAGAGTTTGATAACGCGATTGGAGGCAGTCACGGGGGTTCGAGTTACACGGTGTATAT
AGATAAGACCCGGTGA
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Figure 10D, SEQ ID NO: 23
VZVgE+H5dTm.c
GCCACTGTTGAATAAATTGACAGTATTTGTCGTAGAAGTGGTGACG

Figure 10E, SEQ ID NO: 24

Expression cassette number 946, from Pacl (upstream of the promoter) to Ascl
(immediately downstream of the NOS terminator).VZV gE-A/Indonesia/5/2005 H5
TM+CT is underlined.

TTAATTAAGTCGACAAGCTTGCATGCCGGTCAACATCOTGGAGCACGACACACTTGTCTACTCCAARAATA
TCAAAGATACAGTCTCAGAAGACCARAGGGCAATTGAGACT TTTCAACAAAGGGTAATATCCGGAAACCTC
CICGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGCCTCCTACAA
ATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGARGATGCCTCTGCCGACAGTGGTCCCARAGATGGAC
CCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGT
GATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCARAG
GGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTC
ACTTTATTGTGCAAGATAGTGGAAAAGGAAGGTGGCTCCTACARATGCCATCATTGCGATAAAGGAAAGGCC
ATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAA
AGAAGACGITCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAT CTCCACTGACGTAAGGGATSACG
CACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCAT TTCATTTGGAGAGGTATTAA
AATCTTAATAGGTTTTGATAARAGCGAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCA
TCTCTCTTAAAGCARACTTCTCTCTTGTCTTTCTTGCCTGAGCGATCT TCAACGTTGTCAGATCGTGCTTC
GGCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGCC
ATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTGTGGTCT TGGGAAAAGRAAAGCTTGCTGGAGGCTCCT
GTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACTTTCGGCGGGTGCAATATCTCTACTTCTGCTTG
ACGAGGTATITGTTGCCTGTACTTCTTICTTCTTCT TCTTGCTGATTGGTTCTATARGARATCTAGTATTTT
CTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGTTAAGCTTCTGTATATTCTGCCCA
AATTTGTCGGGCCCATGGGGACAGTTAATAAACCTGTGGTGGGGGTATTGATGGGGTTCGGAATTATCACG
GGAACGTTGCGTATAACGAATCCGGTCAGAGCATCCGTCTTGCGATACGATGATTTTCACACCGATGAAGA
CAAACTGGATACAAACTCCGTATATGAGCCTTACTACCATTCAGATCATGCGGAGTCTTCATGGGTAAATC
GGGGAGAGTCTTCGCGAAAAGCGTACGATCATAACTCACCTTATATATGGCCACGTAATGATTATGATGGA
TTTTTAGAGAACGCACACGAACACCATGGGGTGTATAATCAGGGCCGTGGTATCGATAGCGGGGAACGGTT
AATGCAACCCACACAAATGTCTGCACAGGAGGATCTTGGGGACGATACGGGCATCCACGTTATCCCTACGT
TAAACGGCGATGACAGACATAAAATTGTAAATGTGGACCAACGTCAATACGGTGACGTGTTTAAAGGAGAT
CTTAATCCAAAACCCCAAGGCCAAAGACTCATTGAGGTGTCAGTGGAAGAAAATCACCCGTTTACTTTACG
CGCACCGATTCAGCGGATTTATGGAGTCCGGTACACCGAGACTTGGAGCTTTTTGCCGTCATTAACCTGTA
CGGGAGACGCAGCGCCCGCCATCCAGCATATATGTTTAAAACATACAACATGCTTTCAAGACGTGGTGGTG
GATGTGGATTGCGCGGAAAATACTAAAGAGGATCAGTTGGCCGAAATCAGTTACCGTTTTCAAGGTAAGAA
GGAAGCGGACCAACCGTGGATTGTTGTAAACACGAGCACACTGTTTGATGAACTCGAATTAGACCCCCCCG
AGATTGAACCGGGTGTCTTGAAAGTACTTCGGACAGAAAAACAATACTTGGGTGTGTACATTTGGAACATG
CGCGGCTCCGATGGTACGTCTACCTACGCCACGTTTTTGGTCACCTGGAAAGGGGATGAAAAAACAAGAAA
CCCTACGCCCGCAGTAACTCCTCAACCAAGAGGGGCTGAGTTTCATATGTGGAATTACCACTCGCATGTAT
TTTCAGTTGGTGATACGTTTAGCTTGGCAATGCATCTTCAGTATAAGATACATGAAGCGCCATTTGATTTG
CTGTTAGAGTGGTTGTATGTCCCCATCGATCCTACATGTCAACCAATGCGGTTATATTCTACGTGTTTGTA
TCATCCCAACGCACCCCAATGCCTCTCTCATATGAATTCCGGTTGTACATTTACCTCGCCACATTTAGCCC
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AGCGTGTTGCAAGCACAGTGTATCAAAATTGT GAACATGCAGATAACTACACCGCATATTGTCTGCGAATA
TCTCATATGGAGCCTAGCTTTGGTCTAATCTTACACGACGGGGGCACCACGTTAAAGTTTGTAGATACACC
CGAGAGTTTGTCGGGATTATACGTTTTTGTGGTGTATTTTAACGGGCATGTTGAAGCCGTAGCATACACTG
TTGTATCCACAGTAGATCATTTTGTAAACGCAATTGAAGAGCGTGGATTTCCGCCAACGGCCGETCAGCCA
CCGGCEACTACTAAACCCAAGGAAATTACCCCCGTARACCCCGGAACGTCACCACTTCTACGACARATACT
GTCAATTTATTCAACAGTGGCGAGTTCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGT
GCTCCAATGGATCGTTACAATGCAGAATTTGCATTTARAGGCCTATTT IC TTTAGT TTGAATTTACTGTTA
TTCGETGTGCATTTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAAT
TTCTTTGTGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATTAAAA
AARAAARAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTCAAACAT TTGGCAAT
AAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTT
ARGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTT TTTATGAT TAGAGTCCCGCA
ATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGT
CATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGCE

Figure 10F, SEQ ID NO:25
Amino acid sequence of VZV gE- A/Indonesia/5/2005 H5 TM+CT

MGTVNKPVVGVLMGFGIITGTLRITNPVRASVLRYDDFHTDEDKLDTNSVYEPYYHSDHAESSWVNRGESS
RKAYDHNSPYIWPRNDYDGFLENAHEHHGVYNQGRGIDSGERLMQPTQMSAQEDLGDDTGIHVIPTLNGDD
RHKIVNVDQRQYGDVFKGDLNPKPQGQRLIEVSVEENHPFTLRAPIQRIYGVRYTETWSFLPSLTCTGDAA
PAIQHICLKHTTCFQDVVVDVDCAENTKEDQLAEISYRFQGKKEADQPWIVVNTSTLFDELELDPPEIEPG
VLKVLRTEKQYLGVYIWNMRGSDGTSTYATFLVTWKGDEKTRNPTPAVTPQPRGAEFHMWNYHSHVFSVGD
TFSLAMHLQYKIHEAPFDLLLEWLYVPIDPTCQPMRLYSTCLYHPNAPQCLSHMNSGCTFTSPHLAQRVAS
TVYQNCEHADNYTAYCLGISHMEPSFGLILHDGGTTLKFVDTPESLSGLYVFVVYFNGHVEAVAYTVVSTV
DHFVNAIEERGFPPTAGQPPATTKPKBITPVNPGTSPLLRQILSIYSTVASSLALAIMMAGLSLWMCSNGS
LOCRICI*
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Schematic representation of construct number 946
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Varicella Zoster virus (VZV)

Figure 11A

e < Non-specific signal

<VZVE

Positive control (C+): VZV gE, Abcam, ab43050

Negative control (C-): Extract from mock-infiltrated leaves

Primary antibody: Mouse mAb anti-VZVgE protein, abcam, ab52549 (1 ug/mil)
Secondary antibody: Goat anti-mouse, JIR, 115-035-146 (1/10000)

Figure 11B

Size exclusion chromatography on crude extracts (946)

i € Non-specific signal

- <vave
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Figure 12A
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Figure 12B, SEQ ID NO:26

IF-wtSp-SARSgS.c

TGCCCAAATTTGTCGGGCCCATGTTTATTTTCTTATTATTTCTTACTCTC
Figure 12C, SEQ ID NO:27

IF-H5dTm+SARSgS r

AATTGACAGTATTTGAGGCCATTTAATATATTGCTCATATTTTCC
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Figure 12D, SEQ ID NO:28

synthesized SARS gS gene (corresponding to nt 21492-25259 from Genebank
accession number AY278741.1) (Native signal peptide in bold, native transmembrane
and cytosolic domains are underlined)

ATGTTTATTTTCTTATTATITCTTACTCTCACTAGTGGTAGTGACCTTGACCGGTGCACCACTTTTGATG
ATGTTCAAGCTCCTAATTACACTCAACATACTTCATCTATGAGGGGGGTTTACTATCCTGATGAAATTTTT
AGATCAGACACTCTTTATTTAACTCAGGATTTATTTCTTCCATTTTATTCTAATGTTACAGGGTTTCATACT
ATTAATCATACGTTTGGCAACCCTGTCATACCTTTTAAGGATGGTATTTATTTTGCTGCCACAGAGAAAT
CAAATGTTGTCCGTGGTTGGGTTITTTGGTTCTACCATGAACAACAAGTCACAGTCGGTGATTATTATTAA
CAATTCTACTAATGTTGTTATACGAGCATGTAACTTTGAATTGTGTGACAACCCTTTCTTTGCTGTTTCTA
AACCCATGGGTACACAGACACATACTATGATATTCGATAATGCATTTAATTGCACTTTCGAGTACATATC
TGATGCCTTTTCGCTTGATGTTTCAGAAAAGTCAGGTAATTTTAAACACTTACGAGAGTTTGTGTTTAAAA
ATAAAGATGGGTTTCTCTATGTTTATAAGGGCTATCAACCTATAGATGTAGTTCGTGATCTACCTTCTGG
TTTTAACACTTTGAAACCTATTTTTAAGTTGCCTCTTGGTATTAACATTACAAATTTTAGAGCCATTCTTAC
AGCCTTTTCACCTGCTCAAGACATTTGGGGCACGTCAGCTGCAGCCTATTTTIGTTGGCTATTTAAAGCC
AACTACATTTATGCTCAAGTATGATGAAAATGGTACAATCACAGATGCTGTTCGATTGTTCTCAAAATCCA
CTTGCTGAACTCAAATGCTCTGTTAAGAGCTTTGAGATTGACAAAGGAATTTACCAGACCTCTAATTTCA
GGGTTGTTCCCTCAGGAGATGTTGTGAGATTCCCTAATATTACAAACTTGTGTCCTTTTGGAGAGGTTTT
TAATGCTACTAAATTCCCTTCTGTCTATGCATGGGAGAGAAAAAAAATTTCTAATTGTGTTGCTGATTACT
CTGTGCTCTACAACTCAACATTTTTTTCAACCTTTAAGTGCTATGGCGTTTCTGCCACTAAGTTGAATGAT
CTTTGCTTCTCCAATGTCTATGCAGATTCTTTTGTAGTCAAGGGAGATGATGTAAGACAAATAGCGCCAG
GACAAACTGGTGTTATTGCTGATTATAATTATAAATTGCCAGATGATTTCATGGGTTGTGTCCTTGCTTG
GAATACTAGGAACATTGATGCTACTTCAACTGGTAATTATAATTATAAATATAGGTATCTTAGACATGGCA
AGCTTAGGCCCTTTGAGAGAGACATATCTAATGTGCCTTTCTCCCCTGATGGCAAACCTTGCACCCCAC
CTGCTCTTAATTGTTATTGGCCATTAAATGATTATGGTTTTTACACCACTACTGGCATTGGCTACCAACCT
TACAGAGTTGTAGTACTTTCTTTTGAACTTTTAAATGCACCGGCCACGGTTTGTGGACCAAAATTATCCA
CTGACCTTATTAAGAACCAGTGTGTCAATTTTAATTTTAATGGACTCACTGGTACTGGTGTGTTAACTCCT
TCTTCAAAGAGATTTCAACCATTTCAACAATTTGGCCGTGATGTTTCTGATTTCACTGATTCCGTTCGAG
ATCCTAAAACATCTGAAATATTAGACATTTCACCTTGCTCTTTTGGGGGTGTAAGTGTAATTACACCTGG
AACAAATGCTTCATCTGAAGTTGCTGTTCTATATCAAGATGTTAACTGCACTGATGTTTCTACAGCAATTC
ATGCAGATCAACTCACACCAGCTTGGCGCATATATTCTACTGGAAACAATGTATTCCAGACTCAAGCAG
GCTGTCTTATAGGAGCTGAGCATGTCGACACTTCTTATGAGTGCGACATTCCTATTGGAGCTGGCATTT
GTGCTAGTTACCATACAGTTTCTTTATTACGTAGTACTAGCCAAAAATCTATTGTGGCTTATACTATGTCT
TTAGGTGCTGATAGTTCAATTGCTTACTCTAATAACACCATTGCTATACCTACTAACTTTTCAATTAGCAT
TACTACAGAAGTAATGCCTGTTTCTATGGCTAAAACCTCCGTAGATTGTAATATGTACATCTGCGGAGAT
TCTACTGAATGTGCTAATTTGCTTCTCCAATATGGTAGCTTTTGCACACAACTAAATCGTGCACTCTCAG
GTATTGCTGCTGAACAGGATCGCAACACACGTGAAGTGTTCGCTCAAGTCAAACAAATGTACAAAACCC
CAACTTTGAAATATTTTGGTGGTTTTAATTTTTCACAAATATTACCTGACCCTCTAAAGCCAACTAAGAGG
TCTTTTATTGAGGACTTGCTCTTTAATAAGGTGACACTCGCTGATGCTGGCTTCATGAAGCAATATGGCG
AATGCCTAGGTGATATTAATGCTAGAGATCTCATTTGTGCGCAGAAGTTCAATGGACTTACAGTGTTGC
CACCTCTGCTCACTGATGATATGATTGCTGCCTACACTGCTGCTCTAGTTAGTGGTACTGCCACTGCTG
GATGGACATTTGGTGCTGGCGCTGCTCTTCAAATACCTTTTGCTATGCAAATGGCATATAGGTTCAATG
GCATTGGAGTTACCCAAAATGTTCTCTATGAGAACCAAAAACAAATCGCCAACCAATTTAACAAGGCGAT
TAGTCAAATTCAAGAATCACTTACAACAACATCAACTGCATTGGGCAAGCTGCAAGACGTTGTTAACCA
GAATGCTCAAGCATTAAACACACTTGTTAAACAACTTAGCTCTAATTTTGGTGCAATTTCAAGTGTGCTA
AATGATATCCTTTCGCGACTTGATAAAGTCGAGGCGGAGGTACAAATTGACAGGTTAATTACAGGCAGA
CTTCAAAGCCTTCAAACCTATGTAACACAACAACTAATCAGGGCTGCTGAAATCAGGGCTTCTGCTAAT
CTTGCTGCTACTAAAATGTCTGAGTGTGTTCTTGGACAATCAAAAAGAGTTGACTTTTGTGGAAAGGGCT
ACCACCTTATGTCCTTCCCACAAGCAGCCCCGCATGGTGTTGTCTTCCTACATGTCACGTATGTGCCAT
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CCCAGGAGAGGAACTTCACCACAGCGCCAGCAATTTGTCATGAAGGCAAAGCATACTTCCCTCGTGAA
GGTGTTTITGTGTTTAATGGCACTTCTTGGTTTATTACACAGAGGAACTTCTTTTCTCCACAAATAATTAC
TACAGACAATACATTTGTCTCAGGAAATTGTGATGTCGTTATTGGCATCATTAACAACACAGTTTATGAT

CCTCTGCAACCTGAGCTCGACTCATTCAAAGAAGAGCTGGACAAGTACTTCAAAAATCATACATCACCA
GATGTTGATCTTGGCGACATTTCAGGCATTAACGCTTCTGTCGTCAACATTCAAAAAGAAATTGACCGC

CTCAATGAGGTCGCTAAAAATTTAAATGAATCACTCATTGACCTTCAAGAATTGGGAAAATATGAGCAAT
ATATTAAATGGCCTTGGTATGTTTGGCTCGGCTTCATTGCTGGACTAATTGCCATCGTCATGGTTACAAT
CTTGCTTTGTTGCATGACTAGTTGTTGCAGTTGCCTCAAGGGTGCATGCTCTTGTGGTTCTTIGCTGCAA

GTTTGATGAGGATGACTCTGAGCCAGTTCTCAAGGGTGTCAAATTACATTACACATAA

Figure 12E, SEQ ID NO:29
SARSgS+H5dTm.c

ATATATTAAATGGCCTCAAATACTGTCAATTTATTCAACAGTG

Figure 12F, SEQ ID NQO:30

Expression cassette number 916, from Pacl (upstream of the promoter) to Ascl
(immediately downstream of the NOS terminator).SARS gS-A/Indonesia/5/2005 H5
TM+CT underlined.

TTAATTAAGTCGACAAGCTTGCATGCCGGTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAA
TATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAA
CCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTC
CTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCA
AAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAA
GTGGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTC
TCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCAT
TGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCAT
TGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACC
CACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAT
CTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAG
TTCATTTCATTTGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCGAAC
CAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTCTTTCTTGCGTGAGCGA
TCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAGAT
CTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTCTTGTCGGTGTGGTCT
TGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACTT
TCGGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTCTTCTTCTT
GCTGATTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGA
GAAAGATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGTTTATTTTCTTATTATTICTT
ACTCTCACTAGTGGTAGTCACCTTGACCGGTGCACCACTTTTGATGATGTTCAAGCTCCTAATTACACTC
AACATACTTCATCTATGAGGGGGGTTTACTATCCTGATGAAATTTTTAGATCAGACACTCTTTATTTAACT
CAGGATTTATTTCTTCCATTTTATTCTAATGTTACAGGGTTTCATACTATTAATCATACGTTTGGCAACCC
JGTCATACCTTTTAAGGATGGTATTTATTTTGCTGCCACAGAGAAATCAAATGTTGTCCGTGGTTGGCTT
JTTGGTTCTACCATGAACAACAAGTCACAGTCGGTGATTATTATTAACAATTCTACTAATGTTGTTATACG
AGCATGTAACTTTGAATTGTGTGACAACCCTTTCTTTIGCTGTTTCTAAACCCATGGGTACACAGACACAT
ACTATGATATTCGATAATGCATTTAATTGCACTTTCGAGTACATATCTGATGCCTTTTCGCTTGATGTTTC
AGAAAAGTCAGGTAATTTTAAACACTTACGAGAGTTTGTGTTTAAAAATAAAGATGGGTTTCTCTATGTTT
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ATAAGGGCTATCAACCTATAGATGTAGTTCGTGATCTACCTTCTGGTTTTAACACTTTCGAAACCTATTTIT
AAGTTGCCTCTTGGTATTAACATTACAAATTTTAGAGCCATTCTTACAGCCTTTTCACCTGCTCAAGACAT
TTGGGGCACGTCAGCTGCAGCCTATTTTIGTTGGCTATTTAAAGCCAACTACATTTATGCTCAAGTATGAT
GAAAATGGTACAATCACAGATGCTGTTGATTGTTCTCAAAATCCACTTGCTGAACTCAAATGCTCTGTTA
AGAGCTTTGAGATTGACAAAGGAATTTACCAGACCTCTAATTTCAGGGTTGTTICCCTCAGGAGATGTTG
TGAGATTCCCTAATATTACAAACTTGTGTCCTTTTCGAGAGGTTTTTAATGCTACTAAATTCCCTTCTGTC
TATGCATGGGAGAGAAAAAAAATTTCTAATTGTGTTGCTGATTACTCTGTGCTCTACAACTCAACATTTTT
TTCAACCTTTAAGTGCTATGGCGTTTCTIGCCACTAAGTTGAATGATCTTTGCTTCTCCAATGTCTATGCA
GATTCTTTTGTAGTCAAGGGAGATGATGTAAGACAAATAGCGCCAGGACAAACTGGTGTTATTGCTGAT
TATAATTATAAATTGCCAGATGATTTCATGGGTTIGTGTCCTTGCTTGGAATACTAGGAACATTGATGCTA
CTTCAACTGGTAATTATAATTATAAATATAGGTATCTTAGACATGGCAAGCTTAGGCCCTTTGAGAGAGA
CATATCTAATGTGCCTTTCTCCCCTGATCGGCAAACCTTGCACCCCACCTGCTCTTAATTGTTATTGGCCA
TTAAATGATTATGGTTTTTACACCACTACTGGCATTGGCTACCAACCTTACAGAGTTGTAGTACTITCTTT
TGAACTITTAAATGCACCGGCCACGGTTTGTGGACCAAAATTATCCACTGACCTTATTAAGAACCAGTGT
GICAATTTTAATTTTAATGCACTCACTGGTACTGGTGTGTTAACTCCTTCTTCAAAGAGATTTCAACCATT
TCAACAATTTGGCCGTGATGTTTCTGATTTCACTGATTICCGTTCCAGATCCTAAAACATCTGAAATATTA
GACATTTCACCTTGCTCTTTTGGGCGTGTAAGTGTAATTACACCTGGAACAAATGCTTCATCTGAAGTTG
CTGTTCTATATCAAGATGTTAACTGCACTGATGTTTCTACAGCAATTCATGCAGATCAACTCACACCAGC
TTGGCGCATATATTCTACTGGAAACAATGTATTCCAGACTCAAGCAGGCTGTCTTATAGGAGCTGAGCA
TGTCGACACTTCTTATGAGTGCGACATTCCTATTGGAGCTGGCATTTGTGCTAGTTACCATACAGTTTCT
TTATTACGTAGTACTAGCCAAAAATCTATTGTGGCTTATACTATGTCTTTAGGTGCTGATAGTTCAATTGC
TTACTCTAATAACACCATTGCTATACCTACTAACTTTTCAATTAGCATTACTACAGAAGTAATGCCTGTTT
CTATGGCTAAAACCTCCGTAGATTGTAATATGTACATCTGCGGAGATTCTACTGAATGTGCTAATTTGCT
TCTCCAATATGGTAGCTTTTGCACACAACTAAATCGTGCACTCTCAGGTATTGCTGCTGAACAGGATCG
CAACACACGTGAAGTGTTCGCTCAAGTCAAACAAATGTACAAAACCCCAACTTTGAAATATTTTGGTGGT
TTTAATTTITTCACAAATATTACCTGACCCTCTAAAGCCAACTAAGAGGTCTTTTATTGAGGACTTGCTCTT
TAATAAGGTGACACTCGCTCATGCTGGCTTCATCGAAGCAATATGGCGAATGCCTAGGTGATATTAATGC
TAGAGATCTCATTTGTGCGCAGAAGTTCAATGGACTTACAGTGTTGCCACCTCTGCTCACTGATGATAT
GATTGCTGCCTACACTGCTGCTCTAGTTAGTGGTACTGCCACTGCTGGATGGACATTTGGTGCTGGCG
CTGCTCTTCAAATACCTTTTGCTATGCAAATGGCATATAGGTTCAATGGCATTGGAGTTACCCAAAATGT
TCTCTATGAGAACCAAAAACAAATCGCCAACCAATTTAACAAGGCGATTAGTCAAATTCAAGAATCACTT
ACAACAACATCAACTGCATTGGGCAAGCTGCAAGACGTTGTTAACCAGAATGCTCAAGCATTAAACACA
CTTGTTAAACAACTTAGCTCTAATTTTGGTGCAATTTCAAGTGTGCTAAATGATATCCTTTCGCGACTTGA
TAAAGTCGAGGCGGAGGTACAAATTGACAGGTTAATTACAGGCAGACTTCAAAGCCTTCAAACCTATGT
AACACAACAACTAATCAGGGCTGCTGAAATCAGGGCTTCTGCTAATCTTGCTGCTACTAAAATGTCTGA
GTGTGTTCTTGGACAATCAAAAAGAGTTGACTTTTGTGGAAAGGGCTACCACCTTATGTCCTTCCCACA
AGCAGCCCCGCATGGTGTTGTCTTCCTACATGTCACGTATGTGCCATCCCAGGAGAGGAACTTCACCA
CAGCGCCAGCAATTTGTCATGAAGGCAAAGCATACTTCCCTCGTGAAGGTGTTTTTGTGTTTAATGGCA
CITCTTGGTTTATTACACAGAGGAACTTCTTTTCTCCACAAATAATTACTACAGACAATACATTTGTCTCA
GGAAATTGTGATGTCGTTATTGGCATCATTAACAACACAGTTTATGATCCTCTGCAACCTGAGCTCGACT
CATTCAAAGAAGAGCTGGACAAGTACTTCAAAAATCATACATCACCAGATGTTGATCTTGGCGACATTTC
AGGCATTAACGCTTCTGTCGTCAACATTCAAAAAGAAATTGACCGCCTCAATGAGGTCGCTAAAAATTTA
AATGAATCACTCATTGACCTTCAAGAATTGGGAAAATATGAGCAATATATTAAATGGCCTCAAATACTCT
CAATTTATTCAACAGTCGGCGAGTTCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGT
GCTCCAATGGATCGTTACAATGCAGAATTTGCATTTAAAGGCCTATTTTCTTTAGTTTGAATTTACTGTTA
TTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAAT
TTCTTTGTGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATTAAAA
AAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTCAAACATTTGGCAA
TAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGT
TAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCCG
CAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCG
GTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGCC
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Figure 12G, SEQ ID NO:31
Amino acid sequence of SARS gS- A/lndonesia/5/2005 H5 TM+CT

MFIFLLFLTLTSGSDLDRCTTFDDVQAPNYTQHTSSMRGVYYPDEIFRSDTLYLTQDLFL
PFYSNVTGFHTINHTFGNPVIPFKDGIYFAATEKSNVVRGWVFGSTMNNKSQSVIIINNS
TNVVIRACNFELCDNPFFAVSKPMGTQTHTMIFDNAFNCTFEYISDAFSLDVSEKSGNF
KHLREFVFKNKDGFLYVYKGYQPIDVVRDLPSGFNTLKPIFKLPLGINITNFRAILTAFSPA
QDIWGTSAAAYFVGYLKPTTFMLKYDENGTITDAVDCSQNPLAELKCSVKSFEIDKGIY
QTSNFRVVPSGDVVRFPNITNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNST
FFSTFKCYGVSATKLNDLCFSNVYADSFVVKGDDVRQIAPGQTGVIADYNYKLPDDFM
GCVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPDGKPCTPPALNCY
WPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLSTDLIKNQCVNFNFNGLTG
TGVLTPSSKRFQPFQQFGRDVSDFTDSVRDPKTSEILDISPCSFGGVSVITPGTNASSE
VAVLYQDVNCTDVSTAIHADQLTPAWRIYSTGNNVFQTQAGCLIGAEHVDTSYECDIPI
GAGICASYHTVSLLRSTSQKSIVAYTMSLGADSSIAYSNNTIAIPTNFSISITTEVMPVSMA
KTSVDCNMYICGDSTECANLLLQYGSFCTQLNRALSGIAAEQDRNTREVFAQVKQMYK
TPTLKYFGGFNFSQILPDPLKPTKRSFIEDLLFNKVTLADAGFMKQYGECLGDINARDLI
CAQKFNGLTVLPPLLTDDMIAAYTAALVSGTATAGWTFGAGAALQIPFAMQMAYRFNGI
GVTQNVLYENQKQIANQFNKAISQIQESLTTTSTALGKLQDVVNQNAQALNTLVKQLSS
NFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRASANLAATKM
SECVLGQSKRVDFCGKGYHLMSFPQAAPHGVVFLHVTYVPSQERNFTTAPAICHEGKA
YFPREGVFVFNGTSWFITQRNFFSPQITTDNTFVSGNCDVVIGINNTVYDPLQPELDSF
KEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDLQELGKYEQ
YIKWPQILSIYSTVASSLALAIMMAGLSLWMCSNGSLQCRICI*
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<SARS S

< Non-specific signal

Negative control (C-): Extract from mock-infiltrated leaves
Primary antibody: Rabbit 1gG1 polyclonal, Imgenex, IMG-690 (2 ug/mi)
Secondary antibody: Mouse Anti-Rabbit 1gG, JIR, 111-035-144 (1/10000)

Figure 12H
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Figure 13A (SEQ ID NO: 43)
[F-Opt_EboGP.s2+4c¢

TCTCAGATCTTCGCCATCCCTCTGGGAGTGATCCACAATTCGACT

Figure 13B (SEQ ID NO: 44)
H51TMCT+0pt_EboGP.r

TTGAATAAATTGACAGTATCTGGCGCCATCCGGTCCACCAGTTATCGT

Figure 13C (SEQ ID NO: 45)

Optimized synthesized GPgene (corresponding to nt 6039-8069 from Genbank accession number
AY354458 for wild-type gene sequence.Gene was optimized for codon usage and GC content,
deletion of cryptic splice sites, Shine-Delgarno sequences, RNA destabilizing sequence and
prokaryotic ribosome entry sites)(Native signal peptide in bold, native transmembrane and
cytosolic domains are underlined)

ATGGGGGTGACCGGAATCCTTCAGCTCCCTCGCGATAGGTTCAAACGGACGTCCTTCTTTCTCTGG
GTGATCATCCTGTTICAGCGCACCTTCTCAATCCCTCTGGGAGTGATCCACAATTCGACTCTCCAGGTG
AGCGAGGTCGACAAACTCGTGTGCCGCGATAAGTTGTCCAGCACCAATCAGCTCAGAAGTGTTGGCCTCA
ACCTGGAGGGGAATGGGGTCGCCACAGACGTGCCATCCGCGACCAAGCGCTGGGGCTTTCGGTCGGGTG
TTCCCCCTAAAGTCGTGAATTACGAGGCCGGGGAGTGGGCTGAAAACTGCTACAACCTGGAAATCAAGA
AACCCGACGGCAGCGAGTGTCTGCCCGCGGCCCCAGACGGGATCAGGGGTTTCCCGAGGTGCCGGTACG
TGCACAAGGTCTCGGGAACCGGCCCGTGCGCCGGCGATTTTGCCTTCCATAAGGAGGGCGCATTCTTTCT
CTACGATAGACTGGCCTCCACGGTCATCTATCGCGGCACCACCTTCGCGGAGGGGGTGGTGGCATTCCTC
ATCCTGCCGCAGGCTAAGAAAGATTTCTTCAGCTCCCACCCTCTCAGGGAACCAGTCAACGCCACAGAGG
ATCCCTCCTCGGGATATTACAGCACCACAATTCGGTACCAGGCCACAGGCTTCGGGACCAATGAGACTGA
GTACCTGTTCGAGGTGGACAACCTAACATACGTGCAGCTCGAATCGCGGTTTACCCCGCAGTTCCTTTITGC
AACTTAACGAGACGATCTATACCAGTGGTAAACGGAGCAACACGACCGGGAAGCTCATCTGGAAAGTAA
ACCCGGAGATCGACACCACGATTGGAGAGTGGGCTTTCTGGGAAACCAAGAAAAACCTGACCCGGAAGA
TCAGGTCGGAGGAGTTGAGCTTCACTGCCGTCTCCAATAGAGCAAAAAACATCAGCGGCCAGAGCCCTG
CCCGGACTTCCAGCGACCCAGGTACCAACACCACGACAGAGGACCACAAGATTATGGCCTCGGAGAATT
CCTCTGCAATGGTCCAGGTGCATAGCCAGGGGCGCGAAGCTGCCGTCTCGCACCTGACAACCTTGGCAAC
GATTTCCACCAGCCCACAACCACCCACGACAAAGCCCGGGCCCGACAACTCCACCCATAATACCCCGGTC
TATAAGCTGGACATTTCCGAAGCTACGCAGGTGGAGCAGCACCACCGGAGGACCGACAACGACTCAACA
GCTAGCGATACCCCTCCCGCCACCACGGCAGCGGGCCCACCCAAGGCTGAGAACACCAATACGAGCAAG
GGCACCGACCTCCTGGACCCCGCGACTACCACGAGCCCCCAGAATCACAGCGAAACGGCGGGCAACAAC
AACACACACCATCAGGATACTGGGGAGGAGTCGGCCTCCAGCGGAAAACTGGGCCTGATCACAAACACC
ATAGCCGGGGTCGCCGGGCTGATCACTGGAGGCCGGAGGGCACGCAGAGAGGCCATTGTGAACGCCCAG
CCCAAATGCAACCCAAACCTCCACTACTGGACCACGCAGGACGAGGGGGCCGCTATCGGCCTGGCCTGG
ATCCCATACTTTGGGCCCGCCGCTGAGGGCATATACACGGAGGGCCTCATGCACAATCAGGACGGACTG
ATCTGCGGACTCCGCCAGCTTGCCAACGAGACCACTCAGGCGTTGCAGCTGTTTCTGCGGGCCACTACCG
AGCTCAGGACGTTCAGCATTCTGAATCGGAAGGCAATCGATTTCCTACTCCAGCGGTGGGGCGGGACATG
CCACATCCTGGGACCCGATTGTTGCATCGAGCCCCACGACTGGACCAAGAACATTACAGATAAAATCGA
CCAGATCATTCATGATTTCGTGGACAAGACACTGCCGGACCAGGGGGACAACGATAACTGGTGGACCGG
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ATGGCGCCAGTGGATCCCAGCCGGGATTGGCCTGACAGGTGTCATTATCGCCGTGATCGCCCTIGTTTTGC
ATTTGCAAATTCGTTTITCTAG

Figure 13D (SEQ ID NO: 46)

Opt EboGP+H5ITMCT.c

GGATGGCGCCAGATACTGTCAATTTATTCAACAGTGGCGAGTTCC

Figure 13E

Schematic representation of construct 1192.Sacll and Stul restriction enzyme sites used for
plasmid linearization are annotated on the representation.
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Figure 13F, SEQ ID NO: 47

Construct 1192 from left to right t-DNA borders (underlined).2X35S/CPMV-HT/PDISP/NOS
with Plastocyanine-P19-Plastocyanine silencing inhibitor expression cassette

TGGCAGGATATATTGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGGGCTGGTATATTTATATGTTGTCAAATAACTCAAAAACCATAAA
AGTTTAAGTTAGCAAGTGTGTACATTTTTACTTGAACAAAAATATTCACCTACTACTGTTATAAATCATTA
TTAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGTGATATTTTGACAACAATTTTGTTG
CAACATTTGAGAAAATTTITGTTIGTTCTCTCTTTTCATTGGTCAAAAACAATAGAGAGAGAAAAAGGAAGA
GGGAGAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAGTTGTACCAAAATAGTTGTAC
AAATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGCTGTAAATAAATAAGGATGA
CGCATTAGAGAGATGTACCATTAGAGAATTTITTGGCAAGTCATTAAAAAGAAAGAATAAATTATTTTTAA
AATTAAAAGTTGAGTCATTITGATTAAACATGTGATTATTTAATGAATTGATGAAAGAGTTGGATTAAAGT
TGTATTAGTAATTAGAATTTGGTGTCAAATTTAATTTGACATTTGATCTTTTCCTATATATTGCCCCATAGA
GTCAGTTAACTCATTTTTATATTTCATAGATCAAATAAGAGAAATAACGGTATATTAATCCCTCCAAAAA
AAAAAAACGGTATATTTACTAAAAAATCTAAGCCACGTAGGAGGATAACAGGATCCCCGTAGGAGGATA
ACATCCAATCCAACCAATCACAACAATCCTGATGAGATAACCCACTTTAAGCCCACGCATCTGTGGCACA
TCTACATTATCTAAATCACACATTCTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCAC
CCATTCTATAAAAAATCACACTTTGTGAGTCTACACTITGATTCCCTTCAAACACATACAAAGAGAAGAG
ACTAATTAATTAATTAATCATCTTGAGAGAAAATGCAACGAGCTATACAAGGAAACGACGCTAGGGAAC
AAGCTAACAGTGAACGTTGGGATGGAGGATCAGGAGGTACCACTTICTCCCTTCAAACTTCCTGACGAAAG
TCCGAGTTGGACTGAGTGGCGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGTTTC
AAGGAAAGCTGGGGTTTCGGGAAAGTTGTATTTAAGAGATATCTCAGATACGACAGGACGGAAGCTTCA
CTGCACAGAGTCCTTGGATCTTGGACGGGAGATTCGGTTAACTATGCAGCATCTCGATTTTITCGGTTTCGA
CCAGATCGGATGTACCTATAGTATTCGGTITCGAGGAGTTAGTATCACCGTTTCTGGAGGGTCGCGAACT
CTTCAGCATCTCTGTGAGATGGCAATTCGGTCTAAGCAAGAACTGCTACAGCTTGCCCCAATCGAAGTGG
AAAGTAATGTATCAAGAGGATGCCCTGAAGGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAAAA
TGCTTCTTCGTCTCCTATTITATAATATGGTTTIGTTATTGTTAATTTTGTTCTTGTAGAAGAGCTTAATTAAT
CGTTGTTIGTTATGAAATACTATTTGTATGAGATGAACTGGTGTAATGTAATTCATTTACATAAGTGGAGTC
AGAATCAGAATGTTTCCTCCATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCTTATATTTGA
ACAACTAAAATTGAACATCTTTTGCCACAACTTTATAAGTGGTTAATATAGCTCAAATATATGGTCAAGTT
CAATAGATTAATAATGGAAATATCAGTTATCGAAATTCATTAACAATCAACTTAACGTTATTAACTACTA
ATTTTATATCATCCCCTTITCGATAAATGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
TCGTTTCCCGCCTTCAGTTTGCAAGCTGCTCTAGCCGTGTAGCCAATACGCAAACCGCCTCTCCCCGCGCG
TTGGGAATTACTAGCGCGTGTCGACAAGCTTGCATGCCGGTCAACATGGTGGAGCACGACACACTTGTCT
ACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAA
TATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGA
AGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGT
GGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCA
AAGCAAGTGGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGAT
ACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGA
TTCCATTGCCCAGCTATCTGTCACTTITATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCC
ATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCC
CACCCACGAGGAGCATCCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTG
ATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTITCCTCTATATAAGG
AAGTTCATTTCATTTGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCG
AACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTTGTCTTTCTTGCGTGAGC
GATCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAG
ATCTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATICTTGTCGGTGTGGTCT
TGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTCTGCTGACTTTC
GGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTTCTTTCTTCTTCTTCTTGCTG
ATTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCCGTGGTTTTCGAACTTGGAGAAAG
ATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGCGAAAAACGTTGCGATTTTCGGCTT
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ATTGTTTTCTCTTCTTGTGTTGGTTCCTTCTCAGATCTTCGCCGCGGCTCCTCAGCCAAAACGACACCCCCA
TCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAA
GGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTC
CCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCA
GCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCA
GGGATTGTGGTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAG
CCCAAGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATG
ATCCCGAGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGA
GGAGCAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGC
AAGGAGCGATCGCTCACCATCACCATCACCATCACCATCACCATTAAAGGCCTATTTTCTITAGTTTGAAT
TTACTGTTATTCGGTGTGCATTTCTATGTTIGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTITATGT
AATTTAATTTCTTTGTGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTT
TATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTCAAAC
ATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTT
GAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTA
GAGTCCCGCAATTATACATTITAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTAT
CGCGCGCGGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGCTTGGCGCGCCCACGTGACTAGTGGC
ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCA
CATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCA
GCCTGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACT
ATCAGTGTTTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 13G, SEQ ID NO: 48

Expression cassette number 1366 from 2X35S promoter to NOS terminator. PDISP-GP from
Zaire 95 Ebolavirus-H5 TM+CT from A/Indonesia/5/2005sequence is underlined.

GTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAA
AGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCT
GTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAA
AGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCG
TGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGCACG
ACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCA
ACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATA
GTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCC
TCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCA
ACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACT
ATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATITGGAGAGGTATTAAAATCTTAATAGG
TTTTGATAAAAGCGAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAG
CAAACTTCTCTCTTGTCTTTCTTGCGTGAGCGATCTTCAACGTTGTCAGATCGTGCTTCGGCACCAGTACA
ACGTTTTCTTTCACTGAAGCGAAATCAAAGATCTCTTIGTGGACACGTAGTGCGGCGCCATTAAATAACG
TGTACTTGTCCTATTCTTGTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCA
TACATTACTTGTTACGATTCTGCTGACTTTCGGCGGGTGCAATATCTCTACTTICTGCTTGACGAGGTATTG
TTGCCTGTACTTCTITCTTCTTCTTCTTGCTGATTGGTTCTATAAGAAATCTAGTATTTTCTTTGAAACAGA
GTTTTCCCGTGGTTTTCGAACTTGGAGAAAGATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGC
CCATGGCOGAAAAACGTTGCGATTTITCGGCTTATTGTTTTCTCTTCTTGTGTTGGTTCCTTCTCAGATCTTCG
CCATCCCTCTGGGAGTGATCCACAATTCGACTCTCCAGGTGAGCGAGGTCGACAAACTCGTGTGCCGCGA
TAAGTTGTCCAGCACCAATCAGCTCAGAAGTGTTGGCCTCAACCTGGAGGGGAATGGGGTCGCCACAGA
CGTGCCATCCGCGACCAAGCGCTGGGGCTTTCGGTCGGGTGTTCCCCCTAAAGTCGTGAATTACGAGGCC
GGGGAGTGGGCTGAAAACTGCTACAACCTGGAAATCAAGAAACCCGACGGCAGCGAGTGTCTGCCCGCG
GCCCCAGACGGGATCAGGGGTTTCCCGAGGTGCCGGTACGTGCACAAGGTCTCGGGAACCGGCCCGTGC
GCCGGCGATTTTGCCTTCCATAAGGAGGGCGCATTCTTTCTCTACGATAGACTGGCCTCCACGGTCATCTA
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TCGCGGCACCACCTTCGCGCAGGCGGTGGTGGCATTCCTCATCCTGCCGCAGGCTAAGAAAGATTTCTTC
AGCTCCCACCCTCTCAGGGAACCAGTCAACGCCACAGAGGATCCCTCCTCGGGATATTACAGCACCACAA
TTCGCTACCAGGCCACAGGCTTCGGGACCAATGAGACTGAGTACCTGTTCGAGGTGGACAACCTAACATA
CGTGCAGCTCGAATCGCGGTTTACCCCGCAGTTCCTTTTGCAACTTAACGAGACGATCTATACCAGTGGT
AAACGGAGCAACACGACCGGCGAAGCTCATCTGGAAAGTAAACCCGGAGATCGACACCACGATTGGAGA
GTGGGCTTTCTGGGAAACCAAGAAAAACCTGACCCGGAAGATCAGGTCGGAGGAGTTGAGCTTCACTGC
CGTCTCCAATAGAGCAAAAAACATCAGCGGCCAGAGCCCTGCCCGGACTTCCAGCGACCCAGGTACCAA
CACCACGACAGAGGACCACAAGATTATGGCCTCGGAGAATTCCTCTGCAATGGTCCAGGTGCATAGCCA
GGGGCGCGAAGCTGCCGTCTCGCACCTGACAACCTTGGCAACGATTTCCACCAGCCCACAACCACCCACG
ACAAAGCCCGGGCCCGACAACTCCACCCATAATACCCCGGTCTATAAGCTGGACATTITCCGAAGCTACGC
AGGTGGAGCAGCACCACCGGAGGACCGACAACGACTCAACAGCTAGCGATACCCCTCCCGCCACCACGG
CAGCGGGCCCACCCAAGGCTGAGAACACCAATACGAGCAAGGGCACCGACCTCCTGGACCCCGCGACTA
CCACGAGCCCCCAGAATCACAGCGAAACGGCGGGCAACAACAACACACACCATCAGGATACTGGGGAG
GAGTCGGCCTCCAGCGGAAAACTGGGCCTGATCACAAACACCATAGCCGGGGTCGCCGGGCTGATCACT
GGAGGCCGGAGGGCACGCAGAGAGGCCATTGTGAACGCCCAGCCCAAATGCAACCCAAACCTCCACTAC
TGGACCACGCAGGACGAGGGGGCCGCTATCGGCCTGGCCTGGATCCCATACTTTGGGCCCGCCGCTGAG
GGCATATACACGGAGGGCCTCATGCACAATCAGGACGGACTGATCTGCGGACTCCGCCAGCTTGCCAAC
GAGACCACTCAGGCGTTGCAGCTGTTITCTGCGGGCCACTACCGAGCTCAGGACGTTCAGCATTCTGAATC
GGAAGGCAATCGATTTCCTACTCCAGCGGTGGGGCGGGACATGCCACATCCTGGGACCCGATTGTTGCAT
CGAGCCCCACGACTGGACCAAGAACATTACAGATAAAATCGACCAGATCATTCATGATTTCGTGGACAA
GACACTGCCGGACCAGGGGGACAACGATAACTGGTGGACCGGATGGCGCCAGATACTGTCAATTTATIC
AACAGTGGCGAGTTCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGA
TCGTTACAATGCAGAATTTGCATTTAAAGGCCTATTTTCTTTAGTTTGAATTTACTGTTATTCGGTGTGCAT
TTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAATTTCTTTGTGAGCT
CCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTITATTAAAAAAAAAAAAAAAA
AAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTA
AGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTTAAGCATGTAAT
AATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCCGCAATTATACATTT
AATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGT
TACTAGAT

Figure 13 H, SEQ ID NO: 49

Amino acid sequence of PDISP-GP from Zaire 95 Ebolavirus-HS TM+CT from
A/Indonesia/5/2005

MAKNVAIFGLLFSLLVLVPSQIFATPLGVIHNSTLQVSEVDKLVCRDKLSSTNQLRSVGLN
LEGNGVATDVPSATKRWGFRSGVPPKVVNYEAGEWAENCYNLEIKKPDGSECLPAAPD
GIRGFPRCRYVHKVSGTGPCAGDFAFHKEGAFFLYDRLASTVIYRGTTFAEGVVAFLILP
QAKKDFFSSHPLREPVNATEDPSSGYYSTTIRYQATGFGTNETEYLFEVDNLTY VQLESR
FTPQFLLQLNETIYTSGKRSNTTGKLIWKVNPEIDTTIGEWAFWETKKNLTRKIRSEELSFT
AVSNRAKNISGQSPARTSSDPGTNTTTEDHKIMASENSSAMVQVHSQGREAAVSHLTTL
ATISTSPQPPTTKPGPDNSTHNTPVYKLDISEATQVEQHHRRTDNDSTASDTPPATTAAGP
PKAENTNTSKGTDLLDPATTTSPQNHSETAGNNNTHHQDTGEESASSGKLGLITNTIAGY
AGLITGGRRARREAIVNAQPKCNPNLHYWTTQDEGAAIGLAWIPYFGPAAEGIYTEGLM
HNQDGLICGLRQLANETTQALQLFLRATTELRTFSILNRK AIDFLLQRWGGTCHILGPDC
CIEPHDWTKNITDKIDQIIHDF VDK TLPDQGDNDNWWTGWRQILSIYSTVASSLALAIMM
AGLSLWMCSNGSLQCRICI*
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Figure 131

Schematic representation of construct number 1366
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