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GCCAACAGTGTCCTACCAGCRAGGOETCCTGTCTGCCACCATCCTCT

TCRBOZ | ATGAGATCCTGCTAGGGAAGGCCACCLCTGTATGCTETGCTGRTCAGT

"~

gene GCCCTTGTCTTGATGECCATCLTAAGCAGGAGGGCASGATGHGECCA

AL D2 e L o S W
region™ | GCAGGCTGOAGGTGACACACTEACACCARGCRCCCAGAAGTATAGAL
TCLCCTGCCAGGATTGRAGCTGEECAGTAGEER
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‘Target pame Nucteic acid Target Sequance

e SIN TN

AT TAGRTAY

ArFis EAEATTABADTRAR Y ITTATTATA
T eyt
INFRAT T

Ay ERACH T GRAGGTACCR A

Ay G FATAT AR T AT TGAABGTACO A AL

EXEER A AT A AT AN T T LEAAGUTACOTAL

Avsid AT OARGETALCTAG ARG

Awell Ea A AR A A RO AT EARGE TAR C T TAEA L

At a PATATRARY LN CATCARGGETREC T TAS SAPAUTTITRTRNR
AVRLG TR TR TR AR MU TAGCATGRAGGTACOAAMVETTA

EA ) R A A A T A Y G AT AN G T ACCT TGRS A R I AP TETATA

evdd ATR Y GOAYGAAGGTACCTIIGT Aid
IR T A AT ARACCTAN ST TAUCATGAA G TACCT NG RA AN
Avild A TR AR AR R AGCATGAA GG TACC T TR TC AN AL LYY Y

PR an LA TR AR A AR T AGCAT S MGG TACC TRGLC AT FAGIT TS ATATA

R PAGCATONAG G TACTIIGTUCALM

PO TAGTATGAAGGTACCTTGTCEIALHAL

;»
«1

Revn il A R AR T R AT O T O DA CA TS AR GO TAC CT TR T CG TAN RS IIAGH

24 A A ARACS T AR YN C T AGC AT G ARG TACCT TG TCO TEAGAGSU T TASST A TAT R

U [EATATAAAOORN TRCTAECATGAAGETACCTIGTCOTT ALY

ENFYAS FRACECE I ACTAGCATGAR GG TACCTTGTCETTOR R SUATHAGEI PIANATA
dndd I RO TAGCATG R ASGEACCT TG TOSITEAGACGH T IAMIT IR EAES
i PRTATHAR CACTAGCRTGRACSEACCELERCGE TR MRS MR ML A TATA

AvaRd A A AR A A A e ACTAGC AT S ANSG TACCT TG TCG TYBAN S AGHY

Auy il § A R AR A T AN T T CCAC T AGC AT GAASE TACCT T TCCT TG AT ASAGINL YA

PEANUL S I TA A

S TANARNGD

AR A AL T AGCA T EANGETACC T R LOTT GRT RER S TR

Avpdz R ACCACT AGCA T GA AGETACT I TG T COTIGATTAG AU T C STETOTATA
ey TGRCCACTAGCATIARGATACCT TG TCET TAAT TATAL: e

Ry 34 SR A A A TR AL I T O TG RCCAC Y AGCAT GARGE TACC TIG I CO T TEATTC A

Ayn i A AT AR A T AN KT O LS ACCAC T AC A TOAAG G TACCT TG TCOTRERTTCAGAL

R TTGACCRCYAGCATHAAGEIACCTT GTCGTTOATTOARC AN

R T

;v
vy
s>
%

',‘H

Y T EACCACTAGCATCRAGCG T ACCE TS TOCT TEATECAR

G GACCACTAGCATEARGGTACCT TETCAT TOAT TOAGAL
A F R AR AL O U O A A L A A A G TACC T T BTG T G AT T A A R S T AGC I T A AL A

LA AR

ey Al FRFRTRARCETHAL by LG CACTAGCATGRAGGTACC T TOTCE T TEAT ECAGTEM IR

Table 6
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Nueleic seid Target Sequance

- [
TATATARAUCTRACY
AADCER AT

CTAACCUTCTAMGGTAL:

CCYCTGARCGTACCAGASEETTAGE TATE

Koy
TATATARSCOYBACCCICTTGANGEIALCTAL
TATATARSCUTARCTINTOTATGARGETACCTAGAEGET
PATATRAAATCIRACCCY T ATGAAGE TACC T IRGAGR
TALRTARACCIAALUCTUTCATGAAGETACCTRACALGSTIAGETTISTATE
TATATARRCTPRACTO T T RACCATGARGETACC AT AGS
ERTATRRACTIAACCOTOTGCATESAAGE TACCT P GREAGSETTAGUTITATATA
TARTATARRCOTAALCCTOTCCATCARNGETACCE PG AGASGETTAGE T TATATS
PR IR ARACC PR U T AGCA TG ARG ETACO TR T AGAGESY P AT G T TTAER TA

3 e LA AN

A R AR T A RSO T C AC I AGCA L GARG GER COT TG IO I TAGANSEIFAREY

)
AT A TARRCC T ARCTCIC Y IGACCAC TAGCATCANCGTACCTIGTCOTTGAT LCARS

R T AT AR R A T T C T BACCACT A G CARGAAGETACC I TG TCOT TEATTCA N SASGE T TR GEY
A TR RARCCTAAC N PO Y CTGRCCACTAGCATCAAGE T ACC TS T CET I GAT T CAGASAGRETTAGE TITATAT

AT RTARACT A RCOCTO Y AGCATEARGCTACCTIGTCABACEE T TAGETT TATRTA
FATATAARCCERACIO IO T TAGCATGAACCTACCTTCRCAGAGGET PAGTTTRTATA
PATATARM CTANCCU T TAGCAP G AACCIACC T TG ECGAGRSGH TURGE T TATA TS
A AT ARG TRA ST TU T P ACCATGAAGETACC PG TCETASASGH I TAGE TTTATATA
TR TR AR AN CRAG CR T GANGE TACCT IGTCET AGRGEIT TRGET T ATAL A
AT AT AR O ARCC UL C P AGCAT G AACG T ACC TRBT CET TR CASGG T TAGGTTTATATS

et

TIER AT

AARLCTARCCCTOTCACTAGC AT CARGE TACC R CIUGRTCARGAGHNT TARGTT TATATA
A IR AARCC YA ATCUICTCCAC TAGCATGANGE PACCT PEUCOP IS AR CAGEGTTASG T TIATATS
R A AR S R A T O T LA T A C AT GRAGL A CC T LG T COR T AT AGAGEG T P AGE T T IR TA
A AT AR R AR O T R ACCAC T AGC A TG ARG G T ACC T TG TG T GA T A G AGGE T TRGETTTATATE
PATATARRCOTARCCCIUT ACCACTAGCATGAAGCLACC T IG T CEC T GAT TAGAGGE M AGHTT

AR TR U CTEACC A T ACCATGARGE T ACC I S T CGT TGAT T AESEEGTTAGGTTTATATA
AT AT AN R A AT O CACE AL AGCATC BB GG TACCTI T CTCG L PGATRCAG ARG T T AGS
AR TAAACC T ARG U T I GACCACTAGCAPGAAGEFACCT TEPCE PP CRTTCAGA FRC T TAGE T YT ATA

o] S
FAGEGTTESGTT

S A T AR O AR O I T IS G ACCAC TAGC A TG ANG G TACCT P ICG I TGAT P CAGA FAGSRTT
AT TRANC AU T T PG ACCACTAGC AT A RCETACC TG T CH T TG ATTCAG PAAGEG T TASG TITATATA

ATGETETRCAETRAGEE

ra et ~mp- iy L Y o)
[Ny i TALTTORGICRGS

Table 7
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Target name

C_N_RAGAwrDS
C N _RAGAwD6
C_N_RAGAvrG7
C_N_RAGAvr(8
C_N_RAGAvrOS
C_N_RAGAw 10
C_N_RAGAvwril
C_N_RAGAvri2
C_N_RAGAwr13
C_N_RAGAuwrid
C_N_RAGAwr1S
C_N_RAGAw1S
C_N_RAGAvri7
C_N_RAGAwr18
C_M_RAGAw19
C_N_RAGAWr20
C_N_RAGAw21
C_N_RAGAvr22
C_N_RAGAvr23
C_N_RAGAvr24
C_N_RAGAwr2S
C_N_RAGAwr2S
C_N_RAGAwr27
C_N _RAGAvrZ8
C_N_RAGAvr29
C_N_RAGAW3D
C_M RAGAvril
C_N_RAGAwr32
C.N_RAGAyr33
C N_RAGAvr34
C_N_RAGAvr3s
C_N_RAGAvras
C_N_RAGAvr37
C_N_RAGAvr38
C_N_RAGAwvr3S
C_N_RAGAwr40

23123

Nucleic acid Target Sequence
TGTTYATGGTIACTTATagetaTATATAAACTTAACCCTCT
TGTTTATGGTTACTTATaaggta TATATAAACCTAACCCTCT
TGTTTATGGTTACTT ATaaggtac TATATAAACCTAACCCTCY
TGTTTATGGTTACTTATgaapgtac TATATAAACCTAACCCTCY
N GTTTATGGTTACTTATRaagetaccTATATAAACCTAACCCTCT
TGTTTATGGTTACTTAT z2eestace TATATAAACCTAACCCTCY
TG TTTATGGTTIACTTATIZaaggtacct TATATAAACCTAACCCTCT
TGTTTATGGTYACTT AT ataagetacct TATATAAACCTAACCCTICT
T GTTTATGGTTACTTAT atraaestacclt TATATAAACCTAACCCICT
TGTTIATGGTTACTY ATcatpaaggtaccliTATATARACCTAACCCTCT
TGTTTATGGTTACTTAT Iagcatpaanslacc TATATAAACCTAALCCTCT
T GTTTATGGTTACTTATRCatpaagetacctta TATATAAACCTAACCCTCY
TGTITATGGTTACTTATgcatsaaggtacetigt TATATAAACCTAACCCTCT
HGTTTATGGTTACTT ATagcatgaagetacclist TATATAAACCTAACCCTCT
TGTTTATGGTTACTTAT ageatpaagetacetigtc TATATAAACCTAACCCTCT
TGTTTATGGTTACTTAT agcatgasegtacctletcTATATAAACCTAACCCTCT
TQTTTATGGTTACTTATtagcatgasgetaccttptce TATATAAACCTAACCCTCT
TGTTTATGGTTACTTAT agcatgasgstaccttgtcs tTATATAAACCTAACCCTCY
[TETTTATGGTTACTT AT ctagcatgaapptaccttetegt TATATASACCTAACCCTCT
TGTTTATGGTTACTTAT ctagralgaapptacetiglegtt TATATAAACCTAACCCTCT
TGTTTATGGTTACTTATactapcatgaaggtacctistcei TATATAAACCTAACCCTCY
TGTTTATGGTTACTTA T actageatpaaggtacctigtcpig TATATAAACCTAACCCTCT
FGTTTATGGTTACTTATcactagcatgaagatacctisteettg TATATAAACCTAACCCTCT
TGTTTATGGTTACTTATcactagcatpaapatacciiptepitpa TATATAAACCTAACCCTCT
TGTTTATGGTTACT TATecactageatgaagetacctiotoptlipa TATATARACCTAALCCTCT
TETTTATGOTTACTTATecactapeatgaagptacctizteptipat TATATAAACCTAACCCTCT
TEITTATGGTTACTTATaccactageatgasgpiacctipteptteat TATATAAACCTAACCCTCT
TGTTTATGGTTACTTATaccactageatpaagptacetigtepttgatt TATATAAACCTAACCCTCT
TGTTTATGGTTACTTATgaccactagcatgaagetacctigtcatigati TATATAAACCTAACCCTCT
HGTTTATGGTTACTTATgaccactageatgaapptacctiglepttgaticTATATAAACCTAACCCTCT
TGTTTATGGTTACTTATigaccactageatgaaggtacctipteattgattc TATATAAACCTAACCCTCT
TGTTTATGGTTACTTATigaccact sgcatgaarstacchigteetizatica TATATAAACCTAACCCTCT
TGTTTATGGTTACTT ATetpaccactapcatpaagstacettatertizattcaTATATAAACCTAACCCICT
TGTTTATGGOTTACTTATetgaccactageatgaagatacctistestipaticapTATATAAACCTAACLCTCT
TG TTTATGGTIACTTATictgaccactapeatpaagptacetipteottpattcag TATATAAACCTAACCCTCTY
TGTTTATGGTTACTT AT ctpaccactapcatgaasatacctiptcattmatcapt TATATARACCTAACCCTCT

Table 13
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