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Fig. 2

chractrivis | "Praas | Stckdoln [ Belgm | Sigapre
Age (years)

Median 64 56 61 51
Range 28-93 31-87 24-86 29-86
Tumor Size

<2 cm 112 (45%) 64 (40%) 86 (38%) 16 (16%}
2-3em 101 (40%) 71 (45%) 93 (41%) 47 (47%)
>3 cm 38 (15%) 22 (14%) 48 (21%) 35 (35%)
Unknown 0 (0%) 2 (1%} 0 (0%) 2 (2%)
Histologic Grade .
Grade 1 67 (27%) 28 (18%) 34 (15%) 11 (11%)
Grade 2 127 (51%) 58 (36%) 91 (40%) 40 (40%)
Grade 3 55 (22%) 61 (38%) 60 (26%) 47 (47%)
Unknown 2(0.8%) 12 {(8%) 42 (19%) 2 (2%)
Lymph Nede Status
Positive 82 (33%) 60 (38%) 38 (17%) 45 (45%)
Negative 160 (64%) 94 (59%) 183 (81%) 53 (53%)
Unknown 9 (4%) 5(3%) 6 (3%) 2 (2%)
ER Status .
Positive 213 (85%) | 130(82%) | 171(75%) | 61 (61%)
Negative 34 (14%) 29 (18%) 48 (21%) 36 (36%)
Unknown 4 (2%) 0 {0%) 8 (4%) 3 (3%)
Metastasis within 5 years
Yes 42 (17%) 26 {(16%) 43 (19%) 15 (15%)
No 183 (73%) 121 (76%) 135 (59%) 35 (35%)
Censored 26 (10%) 12 (8%) 49 (22%) 50 (50%)
Treatment
No Systemic Therapy| 143 (57%) 33 (21%}) 77 (34%) | 10 (10%)
Endocrine 80 (32%) 96 (60%) 109 (48%) 23 (23%)
Chemo 24 (10%) 12 (8%) 41 (18%) 30 (30%)
Endocrine & Chemo 4 (2%) 18 (11%) 0 (0%) 15 (15%)
Unknown 0 (0%) 0 (0%) 0 (0%) 22 (22%)
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Fig. 5

A Chromosome 17q12 PEA
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Fig. 5E TRIAGE output:
A
'z I
TRIAGE steps: 2,3 4 5 8
unselected selected exp. profif.
survival survival rank COTT.
CRKRS 0.006 NS 29 0.45*
TCAP 0.004 0.038 19 0.20
PERLD1 0.039 NS 12 0.17
ERBRB2 0.010 0.037 3 0.13
C17orf37 0.006 NS 2 0.42*
ORNDL3 0.0%1 NS 14 0.18
unselected| | selected exp. prolif.
survival survival rank corr.
RAB1{FIP1 | 0.0002 0.004 4 .16
EIFAEBP1 0.006 NS 13. 0.58*
WHSG1L1 | 0.035 0.049 45 0.05

Fig. 8A Endogenous Expression of RAB11-FIP1 (RCP)

RAB11-FiP1

B-actin
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Fig. 6C
Immunostaining
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Fig. 6D
Growth Factor Independent Cell Growth
0.7
—o— Ctrl T
081 —=—RrecpP
0.5
- 1
) 0.4+ -
<t
o]
(f) O 0.3
0.2+
0.1
O [ ! 1 ] i 1
0 2 4 6 10 14 18 22
Days
Fig. 6E Anchorage-independent Growth
™ ctrl RAB11FIP1 (RCP)
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Fig. 7A
Cell Cycle Analysis
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Fig. 7C
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Fig. 8C
MCF7 cells
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Fig. 9A
g MCF7 tumor growth
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Fig. 9E
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Fig. 9G RCP expression in tumors
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Fig. 10A
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SEQUENCE LISTING

<110> Agency for Science, Technology and Research (ASTAR)
<120> Methods Of Controlling Tumorigenesis And Diagnosing The

Risk Thereof
<160> 4
<170> MS Word for Windows

<210> 1

<211i> 24

<212> DNA

<213> artificial seguence

<220>
<221> misc binding
<223> primer

<400> 1
accatgtccc taatggtctc gget

<210> 2

<21i> 22

<212> DNA

<213> artificizl sequence

<220>
<221> misc binding
<223> primer

<400> 2

tgoctgattita catctticect ¢t
<210> 3

<211> 55

<212> DNA
<213> artificial sedquence

<220>
<221> misc binding

24

22

<223> oligonucleotide forward, encoding shRNA

<400> 3

tcgataagca agaaggagtt titcaagagaa actccttett gecttategtt 50

ttttc. 55

<210> 4

<211> 58

<212> DNA

<213> artificial sequence

<220>
<221> misc_binding

<223> oligonucleotide reverse, encoding shRNA

1




PCTEG 9

<400> 4
tcgagaaaaa acgataagca agaaggagtt tctecttgaaa actcottett

gcttatcecga 59

<210> 5

<211> 55

<212> DNA

<213> artificial sequence

<220>

<221> misc_binding

<223> control oligonucleotide forward

<400> 5

tgaacggcat caaggtgaac ttcaagagag ttcaccttga tgccgttett
tttte 35

<210> 6

<211> 58

<212> DNA

<213> artificial sequence

<220>

<221> misc_binding

<223> control oligonucleotide reverse

<400> &

tcgagazaaa agaacggcat caaggtgaac tctcttgaag ttcaccttga

tgeecgttea 29

hﬂﬁglﬁﬁﬁil@

50

50

50




