07012KL_PCT_Sequence_lListing
SEQUENCE LISTING

<110> pimarchi, Richard
<120> Glucagon/GLP-1 Receptor Co-Agonists
<130> 31135/46342 pCT

<150> US-61/500,027
<151> 2011-06-22

<150> Us~-61/547,360
<151> 2011-10-14

<160> 22
<170> PatentIn version 3.5
<210> 1
<211> 29

<212> PRT
<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Native human glucagen
<400> 1

His ser GIn Gly ghr Phe Thr Ser Asp T%r ser Lys Tyr Leu Agp ser
1 1 1

Arg Arg Ala GIn Asp Phe val Gin Trp Leu Met Asnh Thr
20 25

<210> 2
<211> 37
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE
<223> GLP-1

<400> 2

His Asp Glu Phe Glu Arg His Ala Glu Gly Thr Phe Thr Ser Asp val
1 5 10 15

Ser Ser Tyr Leu Glu Gly GIn Ala Ala Lys Glu Phe Ile Ala Trp Leu
20 25 30

val Lys Gly Arg Gly
35

<210> 3
<211> 33
<212> PRT

<213> Homo sapiens
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<220>
<221>
<223>

<400>

07012KL_PCT_Sequence_Listing

MISC.FEATURE
GLP-2

3

His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
1 5 15

10

Leu Ala Ala grg Asp Phe Ile Asn ;rp Lteu Ite GlIn Thr Lés Ile Thr
0 5 3

ASD

<210>
<211>
<212>
<213>

<220>
«<221>
<223>

<400>

i

Arg Arg Ala GIn Asp Phe val ¢In T
20 25

4
37

PRT

Homo sapiens

MISC_FEATURE
Oxyntomodulin

4

5

Arg Asn Asn Ile Ala
35

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<400>

1

5

30

PRT

Homo sapiens

MISC _FEATURE
GLP1 (7-36 amide)

MOD_RES
(30>..030)
C-terminal amidation

5

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
10 15

rp Leu Met Asp Thr %%s Arg Asn

His Ala Glu Gly Ehr phe Thr Ser Asp val Ser Ser Tyr Leu Glu Gly
. 10 15

GIn Ala Ala Lys Glu phe Ile Ala Trp Leu val Lys Gly Arg
20 30

<210>

6

25
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<211>
<212>
<213>

<220>
<221>
<223>

<400>

07012KL_PCT_Seauence_Listing

31
PRT ,
Homo sapiens

MISC_FEATURE
GLP-1 (7-37 acid)

6

gis Ala Glu Gly ghr Phe Thr Ser Asp Vgl Ser ser Tyr Leu ggu Gly

GIn Ala Ala Lys Glu Phe Ile Ala Trp Leu val Lys Gly Arg Gly
20 25 30

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

1

7

39

PRT

Heloderma suspectum

MISC_FEATURE
Exendin-4

7

His Gly Glu Gly Ehr Phe Thr Ser Asp Lgu Ser Lys Gin Met Glu Glu
1

15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Sser
25 30

20

ser Gly Aga Pro Pro Pro ser
3

<210>
<211>
<212>
<213>

<22(>
<223>

<400>

8

8

PRT

Artificial Seguence

synthetic peptide
8

Lys Arg Ash Arg Asn Asn Ile Ala
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly Pro Ser Ser Gly Ala Pro Pro Pro Ser

9

10

PRT

Artificial Seguence

synthetic peptide
9



07012KL_PCT_Sequence_Listing

1 5 10
<210> 10

<211> 11

<212> PRT

<213> Artificial Seguence

<220>

<223> Synthetic peptide

<400> 10

Gly Gly pPro Ser Ser Gly Ala Pro Pro Pro Ser
1 5 10
<210> 11

<211l> 4

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic peptide

<400> 11

Lys Arg Asn Arg
1

<210> 12

<211> 31

<212> PRY

<213> Artificial sequence
<220>

<223> synthetic peptide

<220>

<221> MISC_FEATURE
<222> (2)..(2)
<223> Xaa is AIB

<220>

<221> MISC_FEATURE

<222> (10)..(10

<223> Acylated with a cl6 fatty acyl group via gamma-Glu-gamma-Glu
spacer

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> Xaa is AIB

<220>

<221> MOD_RES

<222> (31)..(3D

<223> Xaa is gamma-Glu

<220

<221> MISC_FEATURE

<222> (31)..(03D

<223> C-terminal amidation

<400> 12
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) 07012k PCT_Sequence_Listing
His Xaa G1n Gly Ehr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
1 10 15

Arg Ala Ala Gin Asp Phe val GIn Trp Leu Met Asp Thr Lys Xaa
20 25 30

<210> 13

<211> 31

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Xaa -is AIB

<220>

<221> MOD_RES
<222> (20)..020)
<223> Xaa is AIB

<220

<221> MISC_FEATURE

<222> (24)..024)

<223> <Covalently bound to PEG

<220>

<221> MISC_FEATURE
<222> (31)..(031)

<2723> Xaa is gamma-Glu

<220>

<221> MISC_FEATURE

<222> (31)..(31)

<223> C-terminal amidation

<400> 13

His Xaa Gln Gly Thr Phe Thr Ser Asp T%r Ser Lys Tyr Leu égp Glu
1 5 1

Arg Arg Ala Xaa Glu Phe val Cys Tgp Leu Leu Asp Thr Lys Xaa
20 2 30

<210> 14

<211> 31

<212> PRT

<213> Artificial Sequence

<220> .
<223> Synthetic peptide

<220>

<221> MOD_RES
«222> (2)..(2)
<223> D-Ser

<220>
<221> MISC_FEATURE
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<222> (10)..010)
<223> Acylated with a Cl6 fatty acyl group via gamma~-Glu spacer

<220>

<221> MISC_FEATURE
<222> (3D..(GDL

<223> Xaa s gamma-Glu

<220>

<221> MISC_FEATURE

<222> (31)..03L)

<223> C-terminal amidation

<400> 14

His Ser GIn Gly Thr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Ala Ala GIn Asp Phe val Gln Trp Leu Leu Asp Thr Lys Xaa
20 25 30

<210> 15
<211> 31
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic peptide

<220>

<221> MOD_RES
<222> (23..(2)
<223> Xaa js AIB

<220>

<221> MISC_FEATURE

<222>  (10)..(10)

<223> Acylated with a €16 fatty acyl group via gamma-Glu-gamma-Glu
spacer

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Xaa is AIB

<220>

<221> MOD_RES

222> (27)..027)

<223> Xaa 1s Methionine sulfoxide
<400> 15

His Xaa GIn Gly Thr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Ala Ala GIn Asp Phe val GIn Trp Leu Xaa Asp Thr Lys Gln
20 25 30

<210> 16
<211> 331
<212> PRT

<213> Artificial Sequence
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<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<400>

1

07012KL_PCT..Sequence_Listing

Synthetic peptide

MOD_RES
(2)..(2)
Xaa 15 AIB

MISC_FEATURE

(10)..(10)

Acylated with a C16 fatty acyl group via gamma-Glu-gamma-Glu
spacer

MOD_RES
(16)..016)
Xaa is AIB

16

His Xaa Gln Gly Thr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
5 10 i5

Arg ala Ala Sén Asp Phe val GIn Trp Leu Leu Asp Thr Lys Gln
30

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<Z222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400

25

17

31

PRT

Artificial Sequence

Synthetic peptide

MOD__RES
(27.(2)
Xaa 15 AIB

MISC_FEATURE

(10} ..(10) _

Acylated with a €16 fatty acyl group via gamma-Glu-gamma-Glu
spacer

MOD_RES
(16)..(16)
Xaa is AIB

MOD_RES
(31)..(031L)
Xaa 1s gamma-Glu

MISC_FEATURE

(31)..(31)
C-terminal amidation
17

His Xaa GIn Gly Thr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
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07012KL_PCT_Sequence_Listing
5 10 15

Arg Ala Ala Gln Asp Phe val Gin Trp Leu Met Asn Thr Lys Xaa
20 30

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

25

18

29

PRT

Artificial Sequence

Synthetic peptide

MISC_FEATURE

(2).(2)
Xaa 1s AIB
MISC_FEATURE

(10)..C10)
Acylated with a Cl6 fatty acyl group via gamma-Glu-gamma-Glu
spacer

MISC_FEATURE

(29)..029)
C-terminal amidation
18

His Xaa Gin Gly ghr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Glu
10 15

Arg Ala Ala GIn Asp pPhe val GIn Trp Leu Met Asp Thr
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

25

19

29

PRT

Artificial sequence

synthetic peptide

MOD_RES
(2)..(2)
D-Ser

MISC_FEATURE
(10)..(10)
Acylated with a C16 fatty acyl group via gamma-Glu spacer

MISC_FEATURE

(29)..(29) )
C-terminal amidation
19
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His Ser Gln Gly Thr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Glu
1 10 15

5

Arg Ala ala ng Asp Phe val GIn Trp Leu Leu Asp Thr
0

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

25

20

31

PRT

Artificial Sequence

synthetic peptide

MISC_FEATURE
(2). (2
Xaa 1s AIB

MISC_FEATURE

(10).. (10

Acylated with a C16 fatty acyl group via gamma-Glu-gamma-Glu
spacer

MISC_FEATURE
(16) . (16)
Xaa 15 AIB

MOD_RES
{(31)..03L
D-Glu

20

His Xaa GIn Gly Thr pPhe Thr Ser Asp L%S Ser iys Tyr Leu Agp Xaa
1 5 1 1

Arg Ala Ala g1n Asp phe val GIn ;gp Leu Met Lys Thr Lys Glu
0

<2310>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<400>

30

21

31

PRT

Artificial Seguence

Synthetic peptide

M¥SC_FEATURE
Liraglutide

MISC _FEATURE
(20)..020) .
Acylated with a C16 fatty acyl group via gamma-Giu spacer

21
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His Ala Glu Gly Thr Phe Thr Ser Asp V81 Ser Ser Tyr Leu Glu Gly
1 5 1 15

Gin Ala Ala Lys Glu Phe ITe Ala Trp Leu val Arg Gly Arg Gly
20 25 30

<210 22

<211> 32

<212> PRT

<213> Artificial Sequence

<220>
<223> 3synthetic peptide

<220>

<221> MOD_RES
<222> ()..(2)
<223> Xaa is AIB

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> Acylated with a C16 fatty acyl group via gamma-Glu-gamma-Glu
spacer

<220>

<221> MOD_RES
«222> (16)..(16)
<223> Xaa is AIB

<220>

<221> MOD_RES
<222> (28)..028)
<223> Xaa is Oorn
<400> 22

?15 Xaa Glin Gly Ehr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
10 15

Arg Ala A1a-(25'10n Asp phe val GlIn ;rp Leu Met Xaa Asp Thr Lys Gln
5 30
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