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FIGURE 1

CAO019_969 Ab sequences
CDR-L1

LASEDIYDNLA SEQ
CDRL2

YASSLQD SEQ
CDR-L3

LODSEYPWT SEQ
CDR-H1
GFSLTTYGMGVG SEQ
CDR-H2
NIWWDDDKYYNPSLKN
CDR-H3
IGPIKYPTAPYRYFDF
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ID NO:1

ID NO:2

ID NO:3

ID NO:4

SEQ ID NO:5

SEQ ID NO:6
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FIGURE 1 continued

969 ¢l.7 V-region

DIQMTQSPSS
ASSLODGVPS
GTKVEIK

969 ¢l.7 V-region

gacatacaga
cagggtgaca
catggtatca
gcctcectete
cgggacggat
ctacttacta
ggcaccaaag

969 gH2 V-region

SEQ ID

LSASVGDRVT
RESGSGSGTD

SEQ ID

tgactcagtc
atcacctgtc
gcagaaacct
tccaagacgg
tacacactga
ctgcctgcaa
tggaaatcaa

SEQ ID

EVTILKESGPA LVKPTQTLTL
ANTIWWDDDKY YNPSLKNRLT
GPIKYPTAPY RYFDEFWGQGT
969 gH2 V-region SEQ 1ID

gaagtgacac tcaaggagtc

actcactttg
tgggcgtggg
gccaacatct
ccggctgacce
tgacaaatat
ggtcccataa
ccaagggaca

acatgtactt
atggatcaga
ggtgggatga
attagcaagg
ggatcccgtt
agtaccctac
atggttactg

2/9

NO:7

ITCLASEDIY
YTLTISSLOP

NO:8

accctcaagce
tggcctceccga
ggaaaggctc
cgttccatct
caattagctc
gactccgaat

g
NO:9

TCTESGFSLT
ISKDTSKNQV
MVTVS

NO:10

tggacccgcet
ttagtggctt
cagccacctg
cgacaagtac
atacttctaa
gacaccgcaa
ggcaccttac
tcteg

DNLAWYQQKP
EDFATYYCLQ

ctgagtgcca
ggatatctac
ccaagctcct
cggttcagcg
tctgcaaccg
acccatggac

TYGMGVGWIR
VLTMTNMDPV

ctggtgaaac
ctcattgact
gcaaggctct
tataacccgt
aaatcaagtg
cctactactg
cgatatttcg
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GKAPKLLIYY
DSEYPWTFEGG

gtgtgggaga
gataacctgg
gatttattat
gaagcggctce
gaggattttg
cttcggtggt

QPPGKALEWL
DTATYYCART

caacccaaac
acctatggaa
ggaatggctg
ccctgaaaaa
gtgctgacca
cgcccecgeatt
acttttgggg
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FIGURE 1 continued
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Amino acid sequence for CSF-1R SEQ ID NO: 11

MGPGVLLLLL
DGPPSPHWTL
VKDPARPWNV
HTNYSEFSPWH
GPPALTLVPA
DEFHNNRYQKV
LNLSSEQNLT
LANATTKDTY
PPEVSVIWTE
DDPYPEVLSQ
ISAGAHTHPP
KITIESYEGNS
AFGLGKEDAV
GACTHGGPVL
NIHLEKKYVR
ELRDLLHFSS
RDIMNDSNYI
LGLNPYPGIL
PTFQQICSFEFL
LTCCEQGDIA

VATAWHGQGTI
YSDGSSSILS
LAQEVVVFED
GFTIHRAKFI
ELVRIRGEAA
LTLNLDQVDF
QEVIVGEGLN
RHTFTLSLPR
INGSGTLLCA
EPFHKVTVQS
DEFLEFTPVVV
YTEIDPTQLP
LKVAVKMLKS
VITEYCCYGD
RDSGEFSSQGV
QVAQGMAFLA
VKGNARLPVK
VNSKFYKLVK
QEQAQEDRRE
QPLLOPNNYQ

PVIEPSVPEL
TNNATFQNTG
ODALLPCLLT
QSODYQCSAL
QIVCSASSVD
QHAGNYSCVA
LKVMVEAYPG
LKPSEAGRYS
ASGYPQPNVT
LLTVETLEHN
ACMSIMALLL
YNEKWEEFPRN
TAHADEKEAL
LLNFLRRKAE
DTYVEMRPVS
SKNCIHRDVA
WMAPESIFDC
DGYQMAQPAF
RDYTNLPSSS
FC

VVKPGATVTL
TYRCTEPGDP
DPVLEAGVSL
MGGRKVMSIS
VNEDVFEFLQHN
SNVQGKHSTS
LOGEFNWTYLG
FLARNPGGWR
WLQCSGHTDR
QTYECRAHNS
LLLLLLLYKY
NLQFGKTLGA
MSELKIMSHL
AMLGPSLSPG
TSSNDSFESEQ
ARNVLLTNGH
VYTVQSDVWS
APKNIYSTIMOQ
RS5GGSGSSSS

Amino acid sequence for CSF-1R SEQ ID NO: 12

PCT/EP2016/061824

RCVGNGSVEW
LGGSAATHLY
VRVRGRPLMR
IRLKVQKVIP
NTKLAIPQQS
MEFRVVESAY
PFSDHQPEPK
ALTFELTLRY
CDEAQVLQVW
VGSGSWAF IP
KOKPKYQVRW
GAFGKVVEAT
GOHENIVNLL
QDPEGGVDYK
DLDKEDGRPL
VAKIGDFGLA
YGILLWEIFS
ACWALEPTHR
ELEEESSSEH

IPVIEPSVPELVVKPGATVTLRCVGNGSVEWDGPPSPHWTLYSDGSSSILSTNNATFONTG
TYRCTEPGDPLGGSAATHLYVKDPARPWNVLAQEVVVFEDQDALLPCLLTDPVLEAGVSLV
RVRGRPLMRHTNYSFE SPWHGFTIHRAKF IQSQDYQCSALMGGRKVMSISIRLKVQKVIPGP
PALTLVPAELVRIRGEAAQIVCSASSVDVNEDVEFLOHNNTKLATPQOSDEFHNNRYQKVLTL
NLDQVDFQHAGNYSCVASNVOGKHSTSMEFRVV

Amino acid sequence for CSF-1R SEQ ID NO: 13

MRHTNYSFSPWHGFTIHRAKF IQSQDYQCSATLMGGRKVMSISIRLKVQK

Amino acid sequence for CSF-1R SEQ ID NO:14 (SNP V32G, A245S, H247P, V279M,
position underlined)
IPVIEPSVPELVVKPGATVTLRCVGNGSVEWDGPPSPHWTLYSDGSSSILSTNNATFQONTG
TYRCTEPGDPLGGSAATHLYVKDPARPWNVLAQEVVVFEDQDALLPCLLTDPVLEAGVSLV
RVRGRPLMRHTNYSF SPWHGFTIHRAKF IQSQDYQCSALMGGRKVMSISIRLKVQKVIPGP
PALTLVPAELVRIRGEAAQIVCSASSVDVNFDVFLOHNNTKLATIHQQSDFHNNRYQKVLTL
NLDQVDFQHAGNYSCVASNVQGKHSTSMFFRVVESAYLNLSSEQNLIQEVTVGEGLNLKVM
VEAYPGLQGFNWIYLGPFSDHQPEPKLANATTKDTYRHTFTLSLPRLKPSEAGRYSFLARN
PGGWRALTFELTLRYPPEVSVIWTFINGSGTLLCAASGYPQPNVTWLQCSGHTDRCDEAQV
LQVWDDPYPEVLSQEPFHKVTVQSLLTVETLEHNQTYECRAHNSVGSGSWAF IPTISAGAHT
HPPDE
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FIGURE 2

SEQ ID NO:

MGPGVLLLLL
YSDGSSSILS
QDALLPCLLT
MGGRKVMSIS
NTKLAIPQQS
LNLSSEQNLT
RHTFTLSLPR
ASGYPQPNVT
QTYECRAHNS
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15

VATAWHGQGI
TNNATFQONTG
DPVLEAGVSL
IRLKVQKVIP
DFHNNRYQKV
QEVTVGEGLN
LKPSEAGRYS
WLQCSGHTDR
VGSGSWAFIP

PVIEPSVPEL
TYRCTEPGDP
VRVRGRPLMR
GPPALTLVPA
LTLNLDQVDF
LKVMVEAYPG
FLARNPGGWR
CDEAQVLQVW
ISAGAHTHPP

4/9

VVKPGATVTL
LGGSAATHLY
HTNYSEFSPWH
ELVRIRGEAA
QHAGNYSCVA
LOGEFNWTYLG
ALTFELTLRY
DDPYPEVLSQ
DE

RCVGNGSVEW
VKDPARPWNV
GFTIHRAKE I
QIVCSASSVD
SNVQGKHSTS
PFSDHQPEPK
PPEVSVIWTF
EPFHKVTIVQS
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DGPPSPHWTL
LAQEVVVFED
QSQDYQCSAL
VNEFDVFLQHN
MFFRVVESAY
LANATTKDTY
INGSGTLLCA
LLTVETLEHN
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Figure 4
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CSF-1 activation assay
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Figure 5

A Epileptic mice {pilocarpine) B Naive mice
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Figure 6

A

Naive mice + Cirl Ab
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Epileptic mice + Cirl Ab

C

PCT/EP2016/061824

Epileptic mice + anti-Csf1R Ab
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Figure 7
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