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i21

PRT_ .
Artificial Sequence

Description of Artificial Sequence: Synthetic

polypeptide
1

G1n val G1In Leu Gln GIn Pro Gly Ala Glu Leu val

1

5 10

Ser val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr

20 25

Asn Met His Trp val Lys GIn Thr Pro Gly Arg Gly

35 40

Gly Ala Tle Tyr Pro Gly Asn Gly Asp Thr Ser Tyr

50

55 60

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser

70 75

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala

85 90

Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe

100 105

Ala Gly Thr Thr val Thr val Ser Ala

<210>
<211>
<212>
<Z213>

<220>
<223>

115 120

2

5.

PRT

Artificial Sequence

Lys

Phe

Leu

45

Asn

ser

val

Asn

Description of Artificial Sequence: Synthetic

peptide
Page 1

Pro

Thr
30

Glu

Gin

Thr

Tyr

val
110

Gly

15

Ser

Trp

Lys

Ala

TYr

95

Trp

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gly



<400> 2

Ser Tyr Asn Met His

1

<210> 3
<211> 17
<212> PRT

<213> Artificial Sequence

<220>

3475806_1.txt

<223> Description of Artificial Sequence: Synthetic

peptide

<400> 3

Ala Ile Tyr Pro Gly Ash Gly Asp Thr Ser Tyr Asn Gln Lys Phe Lys
1 5 10 15

Gly

<210> 4
<211> 12
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial
peptide

<400=> 4
i
<210> 5

<211> 107
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 5

Gln ITe val Leu Ser Gln Ser Pro

1

Glu Lys val ;Br Met. Thr Cys Arg

His Trp Phe Gln Gln Lys Pro Gly
35 40

Ala Thr Ser Asn Leu Ala Ser Gly

65

Ser Thr Tyr Tyr Gly Gly Asp Trp
' 5

Gly Ser Gly Thr Ser Tyr Ser Leu
70

Sequence: Synthetic

Tyr Phe Asn
10

val

Sequence: Synthetic

Ala Ile Leu
10

Ala Ser Ser
25

Ser ser Pro

val Pro val

Thr ITe Ser
75

Page 2

Ser Ala

ser val

iys Pro
45

Arg Phe
60

Arg val

ser Pro Gly
15

Ser Tyr Ile

30

Trp Ile Tyr

Ser Gly Ser

Glu Ala Glu
80



3475806_1.txt
Asp Ala Ala Thr Tyr Tyr Cys GIn GlIn ggp Thr Ser Asn Pro Pro Thr
85 95

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

<210> 6

<211> 10

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 6 .
Arg Ala Ser Ser Ser val Ser Tyr Ile His
1 5 10

<210> 7

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 7
Ala Thr Ser Asn Leu Ala Ser
1 5

<210> 8

<211> 9

<212> PRT

<213> Artificial Sequence

<220> .
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 8
Gln GIn Trp Thr Ser Ashn Pro Pro Thr
1 5

<210> 9

<211> 200

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 9
Glu val GIn Leu val Glu ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Lgu ser Cys Ala Ala Ser Gly Tyr Thr Phe ;Br Ser Tyr
2 25

rage 3



Asn

Gly

Ala

Gly

Ser

Ala

145

val

Ala

val

Met

Ala

50

Gly

Gln

Arg

Gln

val

130

Ala

Ser

val

Pro

<210> 10
<211> 13
<212> PR

<213>

<220>

<223>

His

35

Ile

Arg

Met

vai

Leu

Trp

Leu

Ser
195

T

Trp

TYr

Phe

Ash

val

100

Thr

Pro

Gly

Asn

Gin

180

Ser

peptide

<400> 10
Xa1 val Tyr Tyr'ger Asn Ser Tyr Trp Tyr Phe Asp val
10

<210> 11
<211> 20
<212> PR

<213>

<220>

<223>

0
T

val

Pro

Thr

ser

85

Tyr

Leu

Leu

Cys

Ser

165

Ser

Ser

polypeptide
<400> 11

Arg

Gly

Ile

70

Leu

Tyr

val

Ala

L.eu

150

Gly

Ser

Leu

Gln

AsSn

55

Ser

Arg

Ser

Thr

Pro

135

val

Ala

Gly

Gly

Artificial Sequence

Artificial Sequence

Ala

40

Gly

val

Ala

Asn

val

120

Ser

Lys

Leu

Leu

Thr
200

3475806_1.

Pro

Asp

Asp

Glu

Ser

105

Ser

Ser

Asp

Thr

Tyr
185

Gly Lys

Thr sSer

Lys ser
75

Asp Thr
90

TYr Trp

Ser Ala

Lys Ser

Tyr Phe

155

ser Gly
170

Ser Leu

Page 4

Xt
Gly

Tyr

60

Lys

Ala

Tyr

Ser

Thr

140

Pro

val

ser

Leu

45

Asn

Asn

vai

Phe

The

125

ser

Glu

His

ser

Description of Artificial Sequence: Synthetic

bDescription of Artificial Sequence: Synthetic

Glu

Gln

Thr

Tyr

110

Lys

Gly

Pro

Thr

val
190

Trp

Lys

Leu

TYr

95

val

Gly

Gly

val

Phe

175

val

val

Phe

TYr

80

Cys

Trp

Pro

Thr

Thr

160

Pro

Thr



Asp
1
Asp
His
Ala
Gly
65
AsSp
Phe
ser
Ala
val
145
Ser

Thr

Cys

Ile

Arg

Trp

Pro

50

Ser

Phe

Gly

val

ser

130

Gln

val

Leu

Glu

<210> 12
<211> 10
<212> PR

<213>

<220>

<223>

Gln

val

TYr

35

Ser

Gly

Ala

Gln

Phe

115

val

Trp

Thr

Thr

val
195

T

Met

Thr

20

Gln

Asn

Thr

Thr

val

Lys

Glu

Leu

180

Thr

peptide

<400> 12
Arg Ala Ser Ser Ser val Ser Tyr Met His
1 5 10

<210> 13
<211> 7

Thr

Ile

Gln

Leu

Asp

TYr

85

Thr

Phe

Cys

val

GlIn

165

Ser

His

Gin

Thr

Lys

Ala

Phe

70

Tyr

Lys

Pro

Leu

Lys

Gln

ser

Cys

Pro

ser

55

Thr

Cys

val

Pro

Leu

135

Asn

Ser

Ala

Gly

Artificial Sequence

Pro

Arg

Gly

40

Gly

Leu

Gln

Glu

Ser

120

Asn

Ala

Lys

Asp

Leu
200

3475806_1. txt
Ser Ser Leu

Ala

25

Lys

val

Thr

Gln

Ile

105

AsSp

Asn

Leu

Asp

10

Ser

Ala

Pro

ITe

Trp

90

LYS

Glu

Phe

Gln

Ser

170

Glu

Ser

Pro

Ser

Ser

75

Ser

Arg

Gln

Tyr

Ser

155

Thr

Lys

Page 5

Ser

ser

Lys

Arg

60

Ser

Phe

Thr

Leu

Pro

140

Gly

Tyr

His

Ala

val

Pro

45

Phe

Leu

Asn

val

Lys

Arg

Asn

Ser

LyS

pescription of Artificial Sequence: Synthetic

Ser

Ser

30

Leu

Ser

Gln

Pro

Ala

110

ser

Glu

Ser

Leu

val
190

val

15

Tyr

Ile

Gly

Pro

Pro

95

Ala

Gly

Ala

Gln

Ser

175

Tyr

Gly

Met

Tyr

Ser

Glu

80

Thr

Pro

Thr

Lys

Glu

160

ser

Ala



<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Seguence:

peptide

<400> 13

‘Ala Pro Ser Asn Leu Ala Ser
1 .

<210> 14
<211> 9

<212> PRT
<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 14

Gln GIn Trp Ser Phe Asn Pro Pro
1

<210> 15
<211> 12
<Z212> PR

1
T

5

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 15

Glu val GlIn Leu ga1 Gln Ser
1

Ser Leu

Asn Met

Gly Ala
50

Lys Leu
65
Leu G1n

Ala Arg

Lys Gly

Lys

His

35

Ile

GIn

Trp

Ser

Thr
115

Ile

20

Trp

Tyr

val

Ser

Thr

100

Thr

Ser

val

Pro

Thr

Ser

85

Tyr

val

Cys

Arg

Leu

Ile

70

Leu

val

Thr

Lys

GIn

Thr

55

ser

Lys

Gly

val

Gly

Gly

Met

40

Gly

Ala

Ala

Gly

ser
120

3475806_1.txt

Thr

Sequence:

Ala Glu
10

ser Gly

25

Pro Gly

Asp Thr

ASp Lys

Ser Asp
20

Asp Trp

ser

Synthetic

Synthetic

Synthetic

val Lys Lys

Arg Thr Phe

Lys Gly Leu
45

Ser Tyr Asn
60

Ser Ile Ser
75

Thr Ala Met

G1n Phe Asp

Page 6

Pro

Thr

30

Glu

GIn

Thr

Tyr

val
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Trp

Glu

Tyr

Met

Sear

Tyr

80

Cys

Gly



<210> 16
<211> 17
<212> PRT

<213> Artificial Sequence

<220>

3475806_1..txt

<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 16

?1a ITe Tyr Pro %eu Thr Gly Asp Thr igr Tyr Ash Gln Lys Ser Lys
15

Leu

<210> 17
<211> 12
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

pepti
<400> 17

de

Ser Thr Tyr val Gly Gly Asp Trp
1 5

<210> 18
<Z211> 106
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 18

§1u Ile val Leu ghr GIln Ser Pro

Glu Arg Ala

His Trp Tyr
35

Ala Thr Ser
50

Gly Ser Gly
65

Asp Phe Ala

Phe Gly GIn

Thr

20

Gln

Ala

Thr

val

Gly
100

Leu

Gln

Leu

Asp

TYr
85

Thr

Ser

LyS

Ala

Phe

70

Tyr

Lys

Cys

Pro

Ser

55

Thr

Cys

Leu

Arg

Gly

40

Gly

Leu

Gln

Glu

GIn Phe Asp val
10

sequence:

Gly

Ala

25

GIn

Ile

Thr

Gln

Ile
105

Synthetic

Thr Leu Ser Leu

10

Ser Ser

Ala Pro

Pro Asp

Ile Ser
75

Trp Leu
90

Lys

Page 7

Ser

Arg

Arg

60

Arg

Ser

val

Leu

45

Phe

Leu

Asn

ser

Pro

30

Leu

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Pro

Pro
95

Gly

Ile

Tyr

ser

Glu

80

Thr



<210> 19

<21i> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial
peptide

<400> 19
?rg Ala Ser Ser Ser val Pro Tyr
5

<210> 20

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial
peptide

<400> 20
Ala Thr Ser Ala Leu Ala Ser
1 5

<210> 21

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial
peptide

<400> 21
GIn Gln Trp Leu Ser Asn Pro Pro
1 5

<210> 22

<211 121

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 22
G1ln val GIn Leu Gln Gln Pro Gly
1 5

ser val Lys VS1 seér Cys Lys Ala
2

Asn Met His Trp val Lys GIn Thr
35 40

Gly Ala Ile Tyr Pro Gly Asn Gly
50 55

3475806_1, txt

Sequence: Synthetic

Iie His
10

Sequence: Synthetic

Sequence: Synthetic

Thr

Sequence: Synthetic
Ala Glu Leu Lys Lys
10
ser Gly Tyr Thr Phe
25
Pro Gly Arg Gly Leu
45

Asp Thr Ser Tyr Asn
60

Page 8

Pro Gly Ala
15

Thr Ser Tyr

30

Glu Trp Thr

GIn Lys Phe



gys Gly Lys Thr Thr
5

Leu Thr Ala

70

Met Glu Leu Ser Ser Leu Arg Ser
85

Ala Arg Ser Thr Tyr Tyr Gly Gly

100

Ala Gly Thr Thr val Thr val Ser

115

<210> 23
<Z211> 121
<212> PRT

<213> Artificial Sequence

<220>

120

<223> bescription of Artificial
polypeptide

<400> 23

GIn val Gln Leu Gln
1

Ser val Lys

Asn Met His
35

Gly Ala Ile
50

Lys Gly Lys
65

Met Glu Leu

Ala Arg Ser

Ala Gly Thr
115

<210> 24
<211> 106
<212> PRT

val

20

Trp

Tyr

Thr

ser

Thr

100

Thr

5

Ser

val

Pro

Thr

s5er

85

Tyr

Val

GIn Pro Gly

Cys

Lys

Gly

Leu -

70

Leu

Tyr

Thr

Lys

Gln

Asn

55

Thr

Afrg

Gly

val

<213> Artificial Sequence

<220>

Ala

Thr

40

Gly

Ala

Ser

Gly

Ser
120

<223> Description of Artificial
polypeptide

3475806_1. txt

Asp Lys Ser Ser Ser Thr Ala Tyr
75 80

Glu Asp Thr Ala val Tyr Tyr Cys
90 a5

Asp Trp Tyr Phe Asn val Trp Gly
105 110

Ala

Sequence: Synthetic

Ala Glu Leu Lys Lys Pro Gly Ala
10 15

Ser Gly Tyr Thr Phe Thr Ser Tyr
25 30

Pro Gly Arg Giy Leu Glu Trp Ile
45

Asp Thr Ser g%r Asn GIn Lys Phe

ASp Lys Ser Ser Ser Thr Ala Tyr
75 80

Glu Asp Thr Ala val Tyr Tyr Cys
90 95

Asp Trp Tyr Phe Asn val Trp Gly
105 110

Sequence: Synthetic

Page 9



<400> 24
%Tn Ile val Leu

Glu Lys val Thr
20

His Trp Phe Gln
35

Ala Thr Ser Asn
50

Gly Ser Gly Thr
65

ser

Met

Gln

Leu

Thr

Tyr

85

Thr

Gln

Thr

Lys

Ala

Tyr

70

Tyr

LyS

Ser

Cys

Pro

ser

55

Ser

Cys

Leu

<213> Artificial Sequence

Pro

Arg

Thr

40

Gly

Met

Gln

Glu

<223> Description of Artificial

Asp Ala Ala Thr
Phe Gly Gly Gly

100
<210> 25
<211> 10
<212> PRT
<220>

peptide

<400> 25

Arg Ala Ser Thr Ser Ala Ser Tyr
1 5

<210> 26
<211> 106
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 26

Gln TIle val Leu Ser Gln Ser Pro

1

5

Glu Lys val ggr Met Thr Cys Arg

His Trp gge GIn GIn Lys Pro Thr

40

Ala Thr Ser Asn Leu Ala Ser Gly
55

50

3475806_1.txt

Ala Tle
10

Ala ser
25

Ser Ser

val Pro

Thr Ile

GIn Trp

90

Ile Lys
105

Sequence:

Ile His
10

Sequence:

ITe Thr Ala

Thr ser Ala

Pro Lys Pro
45

Ser Arg Phe
60

Ser Ser Leu
75

Thr Ser Asn

synthetic

synthetic

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly

Ile

Tyr

Ser

Glu

80

Thr

Ala Ile Ile Thr Ala Ser Pro Gly

25

15

Ala Ser Thr ser val Ser Tyr Ile
30

Ser ser Pro Lys Pro Trp Ile Tyr
45

val Pro Ser ggg Phe Ser Gly Ser

Page 10



Gly Ser Gly Thr Thr Tyr Ser Met

65

70

Asp Ala Ala Thr Tyr Tyr Cys GIn
85

Phe Gly Gly Gly Thr Lys Leu Glu
100

<210> 27
<211> 10
<212> PR

<213>

<220>

<223>

T

peptide

<400> 27
Arg Ala Ser Thr sSer val Ser Tyr
1 5

<210> 28
<211> 10
<212> PRT

<213>

<220>

<223>

1

Glu

His

Ala

Gly

65

Asp

Phe

6

polypeptide

<400> 28
Gin Ile val Leu Ser Gln Ser

LysS

Trp

Thr

50

ser

Ala

Gly

<210> 29
<211> 106

val

Phe

35

Ser

Gly

aAla

Gly

Thr

20

Gln

Ash

Thr

Thr

Gly
100

5

Met

Gln

Leu

Thr

Tyr

85

Thr

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Artificial Sequence

Artificial Sequence

Cys

Pro

Ser

55

Ser

Cys

Leu

Description of Artificial

Description of Artificial

Pro

Arg

Gly

40

Gly

Met

Gln

Glu

3475806_1.txt

Thr Ile Ser Ser Leu Glu Ala Glu

75

GIn Trp Thr Ser Asn Pro Pro Thr
90

Ile Lys
105
Sequence: Synthetic
Ile His
10
Sequence: Synthetic

Ala Ile Tle Thr Ala

10

Ala Ser Thr
25

Ser Ser Pro

val Pro Ser

Thr Iie ser
75

Gin Trp Thr
90

Ile Lys
105

Page 11

ser

LYyS

Arg

60

ser

Ser

val

Pro

45,

Phe

Leu

Asn

Sar

sSer

30

Trp

Ser

Glu

Pro

95

Pro

15

TYr

Ile

Gly

Ala

Pro

95

Gly

Ile

TYr

Ser

Glu

80

Thr



<212> PRT
<213> Artificial Séguence
<220>
<223>
polypeptide
<400> 29
g1n Ile val Leu Ser GIn Ser Pro
5
Glu Lys val ggr Met Thr Cys Arg
His Trp Phe Gln Gln Lys Pro Gly
35 40
Ala Thr Ser Asn Leu Ala Ser Gly
50 55
Gly Ser Gly Thr Thr Tyr Ser Met
65 70
Asp ATa Ala Thr ggr Tyr Cys GIn
Phe Gly Gly Gly Thr Lys Leu Glu
100
<210> 30
<211> 122
<212> PRT
<213> Artificial Sequence
<220> _
<223> Description of Artificial
polypeptide
<400> 30

Glu val GIn Leu g]n Gln Ser
1

Ser val
Asn Met
Gly Ala

50
Lys Gly
65

Met Glu

LysS

His

35

Ile

Lys

Leu

val

20

Trp

Tyr

Thr

Ser

Ser

val

Pro

Thr

ser
85

Gly
Ala

Cys Lys

Thr
40

Lys GIn

Gly Asn
55

Gly

Leu Thr Ala

70

Leu Arg Ser

3475806_1.txt

Ala

Ala

25

Ser

val

Thr

Gln

ITe
105

Ile Ile Thr

Ser 5er Ser

ser Pro Lys

Pro Sser Arg

60

ITe Ser Ser

75

Trp Thr

30

ser

Lys

Description of Artificial Sequence: Synthetic

Ala

val

Pro

45

Phe

Leu

Asn

Sequence: Synthetic

Ala

ser

25

Pro

Asp

Asp

Glu

Glu Leu Lys

10

Gly Tyr Thr

Gly GIn Gly

Thr Ser Tyr
60

Lys Ser ser
75

Asp Thr Ala
90

Page 12

LYyS

Phe

Leu

45

Asn

Ser

val

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

Thr

30

Glu

Gln

Thr

Tyr

Pro
15

Tyr
Ile
Gly

Ala

Pro
95

Gly
15

Ser
Trp
Lys

Ala

Tyr
95

Gly

Ile

TYr

ser

Glu

80

Thr

Ala

Tyr

Ile

Phe

Tyr

80

Cys



Ala Arg Ser Asn Tyr Tyr Gly Ser

100

Gly Thr Gly Thr Thr val Thr
115

<210> 31

<Z211> 13

<212> PRT
<213> Artificial Sequence

<220>

val
120

<223> pescription of Artificial
peptide

<400> 31
Ser Asn Tyr Tyr Gly Ser Ser Tyr
1 5

<210> 32
<211> 10

6

<212> PRT
<213> Artificial Seguence

<220>

<223> pescription of Artificial
polypeptide.

<400> 32

Asp Ile val Leu Thr
1 5

Glu Lys

ASp Trp

Ala Thr
50

Gly ser
65

Asp Ala

Phe Gly

<210> 33
<211 10

<212> PRT

val

TYyr

Ser

Gly

Ala

Gly

Thr

20

GIn

Asn

Thr

Thr

Met

Lys

Leu

Thr

Tyr

85

Thr

Glin

Thr

Lys

Ala

Tyr

70

Tyr

LysS

Ser

Cys

Pro

ser

55

Ser

Cys

Leu

<213> Artificial Sequence

<220>

Pro

Arg

Gly

40

Gly

Met

Gln

Glu

3475806_1.txt

Ser Tyr Trp Phe Phe Asp val Trp

105

ser

Sequence:

ser

synthetic

Trp Phe Phe Asp val
10

Sequence:

Ala

Ala

25

Ser

val

Thr

Gin

Ile
105

Ile Ile

Ser Ser

ser Pro

Pro Sser

Ile Ser

75

Trp Ser
a0

Lys

Page 13

Thr

Ser

Lys

Arg

60

Ser

Phe

synthetic

Ala
val
Pro
45

Phe

Leu

Asn

Ser

Asn

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly

Met.

Tyr

Ser

Glu

80

Thr



<400> 33

Arg Ala Ser Ser Ser val Asn Tyr
1

<210> 34
<211> 9

<212> PRT
<213> Artificial Sequence

<220>

5

<223> Description of Artificial
peptide

<400> 34

Gln Gln Trp Ser Phe Asn Pro Pro
1

<210> 35
<211> 12

1

<212> PRT
<213> Artificial Sequence

<220>

5

<223> Description of Artificial
polypeptide

<400> 35

§1n val GIn Leu Gln GIn Ser

sar val
Asn Met
Gly Ala

50

Lys Gly
65
Met Glu

Ala Arg

Gln Gly

Lys

His

35

Ile

Lys

Leu

Ser

Thr
115

<210> 36

<211> 12

<212> PRT
<213> Artificial Seguence

val

20

Trp

Tyr

Ala

Ser

Thr

100

Thr

5

ser

val

Pro

Thr

ser

85

Tyr

val

Cys

LysS

Gly

Leu

70

Leu

Tyr

Thr

Lys

GIn

Asn

55

Thr

Arg

Gly

val

Gly

Ala

Ala

40

Gly

Ala

Ser

Gly

ser
120

o ) 3475806_1.txt
<223> Description of Artificial Sequence: Synthetic
peptide

Met Asp
10

Sequence: Synthetic

Thr

Sequence: Synthetic

Ala

Ser

25

Pro

Asp

Asp

Glu

Glu val Lys Lys
10
Gly Tyr Thr Phe

Gly GIn Gly Leu
45

Thr Ser Tyr Asn
60

Glu Ser Thr Asn
75

Asp Thr Ala Phe
90

Trp Tyr Phe Asp

Page 14

Pro

Thr

30

Glu

Gin

Thr

Tyr

val
110

Gly

15

Ser

Trp

Lys

Ala

TYyr

95

Trp

Ser

TYyr

Ile

Phe

TYr

80

Cys

Gly



<220>

3475806_1.txt

<223> Description of Artificial Sequence: Synthetic
peptide

<400> 36

ier Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asp val
5 10

<210> 37
<211> 12
<212> PR

5
T

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 37

Met Gly Trp Ser Cys
1 5

val His

Ser val

ser Tyr
50

Trp Ile
65

Ser Gly

Gln Pro

Pro Pro

<210> 38
<211> 12
<212> PR

ser

Gly

35

Ile

Tyr

Ser

Glu

Thr
115

2
T

ASp

20

Asp

His

Ala

Gly

ASp

100

Phe

Ile

Arg

Trp

Thr

Ser

85

Ile

Gly

Ile

GIn

val

Phe

Ser

70

Gly

Ala

Gly

Ile

Leu

Thr

Gln

55

Asn

Thr

Thr

Gly

<213> Artificial Sequence

<220>

Leu Phe Leu

Thr

Met

40

Gln

Leu

Asp

Tyr

Thr
120

<223> Description of Artificial
polypeptide

<400> 38
1

GTu val GIn Leu val Gln Ser Gly
5

Ser Leu Lys gge Ser Cys Lys Gly

Gln

25

Thr

Lys

Ala

Tyr

Tyr

105

LysS

10

Ser

Cys

Pro

ser

Thr

90

cys

Leu

val

Pro

Arg

Gly

Gly

75

Phe

Gln

Glu

Ala

Ser

Ala

Thr

Gln

Ile

Thr

Ser

Ser

45

Ala

Pro

Tle

Trp

LysS

Sequence: Synthetic

Ala

Leu

30

Ser

Pro

val

Ser

Thr
110

Thr

15

ser

ser

Lys

Arg

ser

95

Ser

Gly

Ala

val

Pro

Phe

80

Leu

ASn

Ala Glu val Lys Lys Pro Gly Glu
10 15

ser ‘Gly Tyr Ser Phe Thr Ser Tyr
25 30

Page 15



3475806_1.txt

Trp ITe-§1y Trp val Arg Gln ﬂgt.Pro Gly Lys Gly Leu Glu Trp Met
5 45

Gly Ile Tle Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn val Thr Ile Ser Ala Asp Lys Ser Ile Thr Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Arg His Pro Ser Tyr Gly Ser Gly Ser Pro Asn Phe Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu val Thr val Ser Ser
115 120

<210> 39

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 39
Gly Tyr Ser Phe ;hr Ser Tyr Trp Ile E1y
1 0

<210> 40

<211> 17

<212> PRT

<213> Artificial Seguence

<220> .
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 40
Ile ITle Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser ;he Gln
1L 5 10 5

Gly

<210> 41

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide
<400> 41
Page 16



His Pro Ser Tyr Gly Ser Gly Ser
1 5

<210> 42
<211> 11
<212> PRT

<213>

<220>

<223>

?sp ITe val Met Thr

Gin

Asp

Pro

Asp

65

Ser

Thr

2

polypeptide
<400> 42

Pro

Gly

Arg

50

Arg

Arg

GIn

<210> 43
<211> 16
<212> PR

<213>

<220>

<223>

Ala

Asn

35

Leu

Phe

val

Phe

T

Ser

20

Thr

Leu

Ser

Glu

Pro
100

peptide

<400> 43
ﬁrg ser Ser Gln ger Leu val Tyr

<210> 44
<211> 7

<212> PRT
<213> Artificial Sequence

<220>

<223>

1

peptide
<400> 44

5

Ile

Tyr

Ile

Gly

Ala

85

Leu

Gln

ser

Leu

Tyr

Ser

70

Glu

Thr

Artificial Sequence

Thr

Cys

ser

Asp

Phe

Artificial Sequence

Lys I1e Ser Asn Arg Phe Ser
5

Description of Artificial

Pro

Arg

Trp

40

Ile

Ala

val

Gly

Description of Artificial

Description of Artificial

3475806_1. txt
Pro Asn Phe Asp Tyr

10

Seguence: Synthetic

Leu Ser Ser Pro val

10

Ser Ser Gln
25

Leu GIn Gln

Ser Asn Arg

Gly Thr Asp
75

Gly val Tyr
30

Gly Gly Thr

ser

Arg

Phe

60

Phe

TYyr

Lys

Leu

Pro

45

Ser

Thr

Cys

val

Sequence: Synthetic

Ser Asp Gly Asn Thr
10

Sequence: Synthetic

Page 17

Thr Leu Gly
15

val Tyr Ser
30

Gly GIn Pro
Gly val Pro

teu Lys Ile
80

val Gln Ala
95

Glu Ile Lys
110

Tyr Leu Ser
15



<210> 45
<211> 9
<212> PRT
<213>

<220>
<223>

peptide

<400> 45

Artificial Sequence

3475806_1.txt

val GIn Ala Thr GIn Phe Pro Leu Thr

i

<210>
<211>
<212>
<213> Homo

<400> 46
gcceccaacec

46
1347
DNA

gcecgttggcet
aagaacaact
cacgcageca
cacgtggtgt
gtgattgctyg
ggcaaccece
caggtgtcct
caggctgagg
aaagagagceyg
accttccagce
ttctccatece
ctggtcacag
gaagctatga
gtgggtgagg
gtgacccaca
gceectgeaca
gagtcggcca
tggatgcaga
gagccccagyg
tggaacacgg
accgagagga

atgtccgaca

5

sapiens

ttttcceect
gcctcgeaca
ctgacatcag
cctcacaggt
gcaaagtcca
agctgectec
gcaagtccaa
ggctgegega
caaaggagtc
actggctcag
agaatgcgtc
ccccatectt
acctgaccac
aaacccacac
ccagcatcty
cagacctgec
ggcccgatgt

ccatcacgty

gggggcagcee

ccecaggecy
gggagaccta
ccgtggacaa

cagctggeac

cgtcteetgt
ggacttecctt
cagcacccgg
gctgctgect
gcaccccaac
caaagtgagc
gctcatctgce
ggggaagcag
tgggaccacg
ccagagcatg
ctececatgtygt
tgccageatc
ctatgacagc
caacatctec
cgaggatgac
ctcgccactg
ctacttgctg
cctggtgacg
cttgtccccg
gtacttcgce
cacctgcgtyg
gtccaccggt

ctgctac

gagaattccc
cccgacteca
ggcttcccat
tccaaggacg
ggcaacaaag
gtcttcgtec

caggccacygg

gtggggtctg

acctacaagg
ttcacctgec
ggcccegatce
ttcctcacca
gtgaccatct
gagagccacc
tggaattccg
aagcagacca
ccaccagcecc
ggcttctctc
gagaagtatg
cacagcatcc
gtggcccaty

dadcccaccc

Page 18

Description of Artificial ‘Sequence: Synthetic

cgtcggatac
tcactttctce
cagtcctgag
tcatgcaggg
aaaagaacgt
caccccgega
gtttcagtcc
gcgteaccac
tgaccagcac
gcgtggatca
aagacacagc
agtccaccaa
cctggacceg
ccaatgecac
gggagaggtt
tcteooggec
gggagcagct
ccgcggacgt
tgaccagcge
tgaccygtygte
aggcccetgec

tgtacaacgt

gagcagcgtg

ctggaaatac

agggggcaag

cacagacgaa
gcetctteca
cggcttettc
ccggcagatt
ggaccaggtg
actgaccatc
caggggcctg
catccgggtc
gttgacctgc
ccagaatggc
tttcagegec
cacgtgcacc
caagagggtg
gaacctgcgg
cttcgtgcag
cccaatgect
cgaagaggaa
caacagggtc

gtccctggtc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1347



<210>
<211
<212>
<213>

<400>

47

453
PRT
Homo sapiens

47

Gly ser Ala Ser Ala
1 5

Ser

Phe

Asp

Tyr

65

Gly

LYS

val

Lys

GIn

145

Thr

Lys

sSer

Asn

Phe

225

Lys

Pro

Leu

Ile

50

Ala

Thr

Glu

ser

Ser

130

val

Asp

val

Met

Ala

210

Ala

Leu

Ser

Pro

35

Ser

Ala

Asp

Lys

val

115

Lys

ser

Gln

Thr

Phe

195

Ser

Tle

Thr

Asp

20

Asp

Ser

Thr

Glu

Asn

100

Phe

Leu

Trp

val

Ser

180

Thr

Ser

Pro

Cys

Thr

ser

The

ser

His

85

val

val

Ile

Ley

Gln

165

Thr

Cys

Met

Pro

Leu

Pro

ser

Ile

Arg

GIn

70

val

Pro

Pro

Cys

Leu

Arg

Cys

Ser

230

val

Thr

ser

Thr

Gly

55

val

val

Leu

Pro

Gln

135

Glu

Glu

Thr

val

val

215

Phe

Thr

Leu

val

Phe

40

Phe

Leu

Cys

Pro

Arg

Ala

Gly

Ala

Ile

Asp

200

Pro

Ala

ASp

3475806_1.

Phe

Ala

25

Ser

Pro

Leu

LyS

val

105

Asp

Thr

LYyS

Lys

Lys

185

His

Asp

Ser

Leu

Pro
10

val
Trp
Ser
Pro
val
90

Ile
Gly
Gly
GIn
Glu
170

Arg

Gln

L.eu

Gly

Lys

val

ser

75

Gln

Ala

Phe

Phe

val

155

Ser

Ser

Gly

Asp

Phe
235

tXt

val

Cys

Tyr

Leu

60

Lys

Glu

Phe

Ser

140

Gly

Gly

Asp

Leu

Thr

220

Leu

Thr Thr Tyr

Page 19

Ser

Leu

Lys

45

Arg

Asp

Pro

Leu

Gly

Pro

ser

Pro

Trp

Thr

205

Ala

Thr

Asp

cys

Ala

30

Asn

Gly

val

Asn

Pro

110

Asn

Arg

Gly

Thr

Leu

190

Phe

Ile

LysS

Ser

Glu
15

Gln

ASh

Gly

Met

Gly

95

Pro

Pro

GIn

val

Thr

175

ser

Gln

Arg

Ser

val

AsSn

Asp

Ser

Lys

Gln

80

Asn

Lys

Arg

Ile

Thr

160

Tyr

Gin

Gin

val

Thr

240

Thr



3475806_1.txt
245 250 255

Ile Ser Trp Thr Arg GIn Asn Gly Glu Ala val Lys Thr His Thr Asn
260 265 270

Ile Ser Glu Ser His Pro Asn Ala Thr Phe Ser aAla val Gly Glu Ala
275 280 285

Ser Ile Cys Glu Asp Asp Trp Asn Ser Gly Glu Arg Phe Thr Cys Thr
290 295 300

val Thr His Thr Asp Leu Pro Ser Pro Leu Lys Gl1n Thr Ile Ser Arg
305 310 315 320

Pro Lys Gly val Ala Leu His Arg Pro Asp val Tyr Leu Leu Pro Pro
325 330 335

Ala Arg Glu Gln Leu Asn Leu Arg Glu Ser Ala Thr Ile Thr Cys Leu
340 345 350

val Thr Gly Phe Ser Pro Ala Asp val Phe val Gln Trp Met GIn Arg

Gly GIn Pro Leu Ser Pro Glu Lys Tyr val Thr Ser Ala Pro Met Pro
370 375 380

Glu Pro Gln Ala Pro Gly Arg Tyr Phe Ala His Ser Ile Leu Thr val
385 390 395 400

Ser Giu Glu Glu Trp Asn Thr Gly Glu Thr Tyr Thr Cys val val Ala
405 410 415

His Glu Ala Leu Pro Asn Arg val Thr Glu Arg Thr val Asp Lys Ser
420 425 430

Thr Gly Lys Pro Thr Leu Tyr Asn val Ser Leu val Met Ser Asp Thr
435 440 445

Ala Gly Thr Cys Tyr

450
<210> 48
<211> 480
<212> DNA .
<213> Artificial Sequence
<220> o
<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 48
atgaagaacc atttgcttit ctggggagic ctggcggttt tiattaaggc tgttcatgtg 60
aaagcccaag aagatgaaag gattgttctt gttgacaaca aatgtaagtg tgcccggatt 120

rPage 20



3475806_1. txt
acttccagga tcatccgttc ttccgaagat cctaatgagg acattgtgga
cgaattattg ttcctctgaa caacagggag aatatctctg atcccacctc
accagatttg tgtaccattt gtctgacctc tgtaaaaaat gtgatcctac
ctggataatc agatagttac tgctacccag agcaatatct gtgatgaaga
gagacctgct acacttatga cagaaacaag tgctacacag ctgtggtccc
gytggtgaga ccaaaatggt ggaaacagcc ttaaccccag atgcectgcta
<210> 49
<211> 158
<212> PRT
<213> Artificial Sequence
<220> .
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 49 .
Met Lys Asn His Leu Leu Phe Trp Gly Xa1 Leu Ala val Phe
1 5
Ala val His val Lys Ala GIn Glu Asp Glu Arg Ile val Leu
20 25 30
Asn Lys Cys Lys Cys Ala Arg Ile Thr Ser Arg Ile Ile Arg
35 40 45
Glu Asp Pro Asn Glu Asp Ile val Glu Arg Asn Ile Ile Ile
50 35 60
Leu Asn Asn Arg Glu Asn Ile Ser Asp Pro Thr Ser Pro Leu
65 70 75
Arg Phe val Tyr His Leu Ser Asp Leu Cys Lys Lys Cys Asp
35 90
Glu val Glu Leu Asp Asn GIn Ile val Thr Ala Thr Gln Ser
100 105 110
Cys Asp Glu Asp Ser Ala Thr Glu Thr Cys Tyr Thr Tyr Asp
115 120 125
Lys Cys Tyr Thr Ala val val Pro Leu val Tyr Gly Gly Glu
130 135 140
met val Glu Thr Ala Leu Thr Pro Asp Ala Cys Tyr Pro Asp
145 150 155
<210> 50
<211> 297
<212> PRT )
<213> HOmo sapiens

Page 21

gagaaacatec
accattgaga
agaagtggag
cagtgctaca
actcgtatat

tcctgactaa

Ile
15

Lys
val Asp
Ser Ser
val

Pro

Thr
80

Arg

Pro Thr

95

Asn Ile

Arg

Asn

Thr Lys

180
240
300
360
420
480



<400> 50
Met Thr Thr

1

Met

Arg

ser

Ala

65

cys

ser

val

Ser

His

145

Tyr

Ser

Ile

Ala

ser

225

Glu

Lys

Lys

Met

val

Gly

Lys

Gly

Phe

Ile

Pro

Leu

Asn

Ile

Asn

Gly

Ser

35

Thr

Gly

Thr

ser

Gly

Met

Leu

Asn

Ser

Ser

195

Ile

Ile

Lys

Glu

Pro

Pro

20

Ser

Leu

Gly

val

Leu

100

Lys

Ile

Lys

Ile

Thr

180

val

val

val

Glu

Glu
260

Arg
5
Ije
Leu
Gly
Leu
Trp
85
Leu
Met
Leu
Met
Tyr
i65
GIn
Met
Glu
LLeu
Glu

245

Asp

Asn

Ala

val

Ala

Leu

70

Tyr

Ala

Ile

ser

Glu

150

Asn

TYr

Leu

Asn

Leu

230

val

Ile

ser

Met

Gly

val

55

Met

Pro

Ala

Met

Ile

135

Ser

Cys

cys

Ile

Glu

215

Ser

val

Glu

val

Gln

Pro

40

Glin

Ile

Leu

Thr

Asn

120

Met

Leu

Glu

Tyr

Phe

200

Trp

Ala

Gly

Ile

3475806_1. txt

Asn

Ser

25

Thr

Ile

Pro

Trp

Glu

105

Ser

Asp

Asn

Pro

ser

185

Ala

Lys

Glu

Leu

Ile
265

Gly Thr pPhe
10

Gly Pro Lys
GIln Ser Phe

Met Asn Gly
60

Ala Gly 1Ile
75

Gly Gly 1Ile
90

Lys Asn Ser

Leu Ser Leu

ITe Leu Asn
140

Phe Ile Arg
155

Ala Asn Pro
170

Ile GIn Ser

Phe Phe Gln

Arg Thr Cys
220

Glu Lys Lys
235

Thr G1u Thr
250

Pro Ile Gln

Page 22

Pro

Pro

Phe

45

Leu

Tyr

Met

Arg

Phe

125

Ile

Ala

Ser

Leu

Glu

205

Ser

Glu

ser

Glu

Ala

Leu

30

Met

Phe

Ala

TYr

LyS

110

Ala

LysS

His

Glu

Phe

190

Leu

Arg

Gln

Ser

Glu
270

Glu

15

Phe

Arg

His

Pro

Ile

95

Cys

Ala

Ile

Thr

Lys

Leuw

val

Pro

Thr

Gln
255

Glu

Pro

Arg

Ile

80

Ile

Leu

Ile

Ser

Pro

160

Asn

Gly

Ile

Lys

Ile

240

Pro

Glu



3475806_1.txt

Glu Glu Thr Glu Thr Asn Phe Pro Glu Pro Pro Gln Asp Gln Glu Ser

275

280

Ser Pro Ile Glu Asn Asp Ser Ser Pro
295

290

<210>
<211>
<212>
<213>

<220>
<223>

51
1725
DNA

polynucleotide

<400> 51
caggttcagce

tcatgcaagg
cccyggeagygy
aatcagaagt
atgcagctga
tactatggcg
agcggeagtg
gatacgagca
ttctectgga
ctgagagggg
cagggcacag
aacgtgcecte
cgcgacggcet
agtccccggc
accacggacc
agcacactga
gatcacaggg
acagccatcc
accaagttga
acccgecaga
gccactttca
aggttcacgt
cggcccaagy

cagctgaacc

tgcagcagec
catccggata
gtctggagty
ttaaaggcaa
gttcactgac
gagattggta
ctagcgeece
gcgtggecgt
aatacaagaa
gcaagtacgc
acgaacacgt
ttccagtgat
tcttcggeaa
agattcaggt
aggtgcaggc
ccatcaaaga
gcctgacctt
gggtcttcge
cctgectggt
atggcgaagc
gcgccgtygy
gcaccgtgac
gagtggcect
tgcgggagte

Artificial sequence

cggagccgag
cacattcact
gatcggagct
ggccaccctyg

aagcgaggac

tTttcaatgty

aacccttitc
tggctgectc
caactctgac
agccacctca

ggtgtgcaaa

‘tgctgagetg

-cceeccgeaag

gtcctggcetyg
tgaggccaaa
gagcgactgg
ccagcagaat
catccececca
cacagacctg
tgtgaaaacc
tgaggccagc
ccacacagac
gcacaggccc

ggccaccatc

ctggtcaaac
agctataaca
atctaccccg
acagctgata
tcecgeegtgt
tggggagcag
cccctecgict
gcacaggact
atcagcagca
caggtgctgc

gtccagcacc

cctcccaaaqg

tccaagctca
cgcgagggga
gagtctggge
ctcagccaga
gcgtccteca
tcctttgeca
accacctatg
cacaccaaca
atctgcgagg
ctgcectege
gatgtctact
acgtgcctgg

Page 23

285

Description of Artificial Sequence: Synthetic

ctggcgetag
tgcactgggt
gcaacggaga
agtccagctc
actattgcgc
gcaccacagt
cctgtgagaa
tccttcecga
cccggggert
tgccttccaa
ccaacggcaa
tgagcgtett
tctgccaggce
agcaggtggg
ccacgaccta
gcatgttcac
tgtgtgteccc
gcatcttcct
acagcgtgac
tctecgagag
atgactggaa
cactgaagca
tgctgeccacc

tgacgggctt

tgtgaaaatg
gaagcagacc
cacatcttat
taccgcatac
ccggtecact
caccgtctcg
ttccecegtceg
ctccatcact
cccatcagtc
ggacgtcatg
caaagaaaag

cgtcccaccc

cacgggtttc

gtctggegte
caaggtgacc
ctgccgegtyg
cgatcaagac
caccaagtcc
catctectgg
ccaccccaat
ttccggggag
gaccatctece
agccegggag

ctctceegeg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440



gacgtcttcg tgcagtgogat
agcgccccaa tgcctgagec
gtgtccgaag aggaatggaa

ctgcccaaca gggtcaccga

3475806_1.txt

aacgtgtccc tggtcatgtc cgacacaget ggcacctgct actga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

52

574

PRT

Artificial Sequence

Description. of Artificial Sequence: Synthetic
polypeptide

52

Gln val GIn Leu GIn GIn Pro Gly Ala Gg)u Leu val Lys
1 1

5

Ser val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe

20 25

Asn Met His Trp val Lys Gin Thr Pro Gly Arg Gly Leu

35 40 45

Gly Ala Ile Tyr Pro Gly Asnh Gly Asp Thr Ser Tyr Asn

50

55 60

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser

70 75

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala val

85 90

Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn

100 105

Ala Gly Thr Thr val Thr val Sser Ser Gly Ser Ala Ser

115 120 125

Leu Phe Pro Leu val Ser Cys Glu Asn Ser Pro Ser Asp
130 135 140

val Ala val Gly Cys Leu Ala Gln Asp Phe teu Pro Asp

145

150 155

Phe Ser Trp Lys Tyr LyS Asn Asn Ser Asp Ile Ser Ser

165 170

Phe Pro Ser val Leu Arg Gly Gly Lys Tyr Ala Ala Thr

180 185

Page 24

Pro

Thr

30

Glu

GIn

Thr

TYr

val

110

Ala

Thr

ser

Thr

Ser
190

Gly

15

Ser

Trp

Lys

Ala

TYr

95

Trp

Pro

Ser

Ile

Arg

Gln

gcagagggyg cagcccttgt ccccggagaa gtatgtgacc
ccaggeccca ggecggtact tcgcccacag catcctgace
cacgggggag acctacacct gcgtggtgge ccatgaggece

gaggaccgtg gacaagtcca ccggtaaacc caccctgtac

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gly

Thr

ser

Thr

160

Gly

val

1500
1560
1620
1680
1725



Leu

Cys

Pro

225

Arg

Ala

Gly

Ala

Ile

305

Asp

Pro

Ala

Asp

Gly

Ala

Asn

Ser

Arg

Leu

Lys

210

val

ASD

Thr

Lys

Lys

290

LyS

His

Asp

Ser

Leu

370

Glu

Thr

Ser

Pro

Pro
450

Pro
195
val
Tle

Gly

Gly

Gln

275

Glu

Giu

Arg

Gln

Ile

355

Thr

Ala

Phe

Gly

Leu

435

Asp

Ser

Gln

Ala

Phe

Phe

260

val

Ser

Ser

Gly

Asp

340

Phe

Thr

val

Ser

Glu

420

Lys

val

Lys

His

Glu

Phe

245

Ser

Gly

Gly

Asp

Leu

325

Thr

Leu

Tyr

LysS

Ala

405

Arg

Gln

Tyr

Asp

Pro

Leu

230

Gly

Pro

Ser

Pro

Ala

Thr

Asp

Thr

390

val

Phe

Thr

Leu

val

Asn

215

Pro

Asn

Arg

Gly

Thr
295

Leu

Phe

Ile

Lys

Ser

375

His

Gly

Thr

Ile

Leu
455

Met

200

Gly

Pro

Pro

Gin

val

280

Thr

Ser

Gln

ATg

Ser
360

val

Thr

Glu

Cys

Ser

449

Pro

3475806_1.

Gln

Asn

Lys

Arg

Ile

265

Thr

Tyr

Gln

Gln

val

345

Thr

Thr

Asn

Ala

Thr

425

Arg

Pro

Gly Thr

Lys Glu

val Ser

235

Lys Ser

Gin val

Thr Asp

Lys val

Ser Met

315

Asn Ala
330

Phe Ala

Lys Leu

Ile ser

Ile ser

395

Ser TIle
410

val Thr

Pro Lys

Ala Arg

Page 25

txt

ASp

LYyS

val

LYS

ser

Gln

Thr

300

Phe

ser

Ile

Thr

Trp

Glu

Cys

His

Gly

Glu
460

Glu

205

Asn

Phe

L.eu

Trp

val

285

Ser

Thr

sSer

Pro

Cys

365

Thr

Ser

Glu

Thr

val

445

GlIn

His

val

val

Ile

Leu

270

GlIn

Thr

Cys

Met

Pro

350

Leu

Arg

His

Asp

Leu

val

Pro

Pro

Cys

255

Arg

Ala

Leu

Arg

Cys

335

Ser

val

GlIn

Pro

Leu

Asn

va'l

Leu

Pro

240

Gln

Glu

Glu

Thr

val

320

val

Phe

Thr

Asn

Asn

400

Trp

Pro

His

Leu



3475806_1.txt
Arg Glu Ser Ala Thr Ile Thr Cys Leu val Thr Gly Phe Ser
465 470 475
Asp val Phe val Gln Trp Met GIn Arg Gly Gln Pro Leu Ser
485 490

Lys Tyr val Thr Ser Ala Pro Met Pro Glu Pro Gln Ala Pro

500 505 510
Tyr Phe Ala His Ser Ile Leu Thr val Ser Glu Glu Giu Trp

515 520 525
Gly Glu Thr Tyr Thr Cys val val Ala His Glu Ala Leu Pro
530 535 540
val Thr Glu Arg Thr val Asp Lys Ser Thr Gly Lys Pro Thr
545 550 555
Asn val ser Leu val Met Ser Asp Thr Ala Gly Thr Cys Tyr
565 570
<210> 53
<211> 642
<212> DNA
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 53
caaattgtgc tgtctcagag tccagctatc ctgagegeat ctcccggaga
atgacatgca gagcctccag ctctgtctocc tacatccact ggtrtccageca
tcctoccccaa aaccciggat ctacgecacc tctaacctgg ctagtggtgt
tttagtggat cagggtccgg caccagctac tctctgacaa tcagccgggt
gacgccgcta catactattg ccagcagtgg acttctaatc cccctacctt
acaaagctgg agatcaagcg tacggtggct gcaccatctg tettcatctt
gatgagcagt tgaaatctgg aactgcctct gttgtgtgce tgctgaataa
agagaggcca aagtacagtg gaaggtggat aacgccctcc aatcgggtaa
agtgtcacag agcaggacag caaggacage acctacagcc tcagcagcac
agcaaagcag actacgagaa acacaaagtc tacgcctgcg aagtcaccca
agctcgcccg tcacaaagag cttcaacagg ggagagtgtt ag
<210> 54
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

Page 26

Ala
480

Pro

Pro Glu

495

Gly Arg

Asn Thr

Asn Arg

Leu Tyr

560

gaaggtgacc

gaagcccggce
gcctgtcagg
ggaggctgaa
cggcygaggy
ccecgecatcet
cttctatccc
ctcccaggag
cctgacgctg

tcagggecty

60
120
180
240
300
360
420
480
540
600
642



<223> Description of Artificial
polypeptide

<400> 54

1

Glu

His

Ala

Gly

65

AsSp

Phe

ser

Ala

val

145

Ser

Thr

Cys

Asn

Lys

Trp

Thr

50

ser

Ala

Gly

val

Ser

130

Gln

val

Leu

Glu

Arg
210

<210> 55

<211>
<212>
<213>

<220>

<223>

val

Phe

35

Ser

Gly

Ala

Gly

Phe

115

val

Trp

Thr

Thr

val

195

Gly

1728
DNA
Artificial Sequence

Thr

20

GIn

Asn

Thr

Thr

Gly

100

Ile

val

Lys

Glu

Leu

180

Thr

Glu

Met

Gln

Leu

Ser

TYr

85

Thr

Phe

Cys

val

Gln

165

Ser

His

Cys

Thr

LYS

Ala

Tyr

70

Tyr

Lys

Pro

Leu

ASp

Lys

GIn

polynucleotide

Gin Ile val Leu Ser Gln Ser
5

Cys

Pro

Ser

55

ser

Cys

Leu

Pro

Leu

135

Asnh

Ser

Ala

Gly

Pro

Arg

Gly

40

Gly

Leu

Gln

Glu

Ser

120

Ash

Ala

Lys

Asp

Leu
200

3475806_1. txt
Sequence: Synthetic

Ala

Ala

25

ser

val

Thr

Gln

Ile

105

Asp

Asn

Leu

Asp

Tyr

185

Ser

ITe Leu
10

Ser Ser

ser Pro

Pro val

ITe ser

75

Trp Thr
20

Lys Arg
Glu Gln
Phe Tyr
Gln Ser

155

Ser Thr
170
Glu Lys

Ser Pro

Page 27

Ser

ser

Lys

Arg

60

Arg

ser

Thr

Leu

Pro

140

Gly

Tyr

His

val

Ala

val

Pro

45

Phe

val

Asn

val

Lys

125

Arg

Asn

Ser

LYS

Thr
205

Description of Artificial Sequence: Synthetic

Ser

ser

30

Trp

ser

Glu

Pro

Ala

110

Ser

Glu

Ser

Leu

val

190

Lys

Pro

15

Tyr

Ile

Gly

Ala

Pro

95

Ala

Gly

Ala

Gln

Ser

175

Tyr

ser

Gly

Ile

Tyr

Ser

Glu
80

Thr

Pro

Thr

Lys

Glu

160

Ser

Ala

Phe



<400> 55
gaggtgcagc

tcctgcaagyg
cccggcaaay
tccecctect
ctgcagtggt
tcctacggcet
tcctecggea
tcggatacga
actttctcct
gtcctgagag
atgcagggcea
aagaacgtgc
cceccgegacg
ttcagtccec
gtcaccacgg
accagcacac
gtggatcaca
gacacagcca
tccaccaagt
tggaccegec
aatgccactt
gagaggttca
tceeggeeca
gagcagctga
gcggacgtct
accagcgcecc
accgtgtccy
gcectgecca
tacaacgtgt
56

575
PRT

<210>
<211>
<212>
<213>

<220>
<223>

tggtgcagtc
gctccggcta
gcctggagtg
tccagggceca
cctccctgaa
ccggctocece
gtgctagegce
gcagcgtggce
ggaaatacaa
ggggcaagta
cagacgaaca
ctcttccagt
gcttcttegg
ggcagattea
accaggtgca
tgaccatcaa
ggggcctgac
tccgggtett
tgacctgcct
agaatggcga
tcagcgeegt
cgtgcaccgt
agggggtggc
acctgcggga
tcgtgcagtyg
caatgcctga
aagaggaatg
acagggtcac

cectggteat

cggcgcegag
ctcecttcacce
gatgggcatc
ggtgaccatc
ggcctccgac
caacttcgac
cccaaccctt
cgttggetge
gaacaactct
cgcagccace
cgtggtgtgc
gattgctgag
caacccccge
ggtgtcctgg
ggctgaggec
agagagcgac
cttccagcag
cgceatcecc
ggtcacagac
agctgtgaaa
gggtgaggcc
gacccacaca
cctgcacagg
gtcggccacc
gatgcagagg
gccecaggece
gaacacgggg
cgagaggacc

gtccgacaca

Artificial Sequence

3475806_1.

gtgaagaagc
tcctactgga
atctaccccg
tccgecgaca
accgccatgt
tactggggcc
ttcecececteg
ctcgcacagg
gacatcagca
tcacaggtgc
aaagtccagc
ctgcctccca
aagtccaagc
ctgcgcgagy
aaagagtctyg
tggctcagec
aatgcgtcct
ccatcctityg
ctgaccacct
acccacacca
agcatctgcg
gacctgcect
cccgatgtet
atcacgtgcc
gggcagcecect
ccaggccggt
gagacctaca
gtggacaagt

gctggcacct

Page 28

Xt

ccggcgagtc
tcggetgggt
gcgactecga
agtccatcac
actactgcgc
agggcaccct
tctectgtga
acttccttcc
gcacccgggqg
tgctgecttc
accccaacgg
aagtgagcgt
tcatctgcca
ggaagcaggt
ggcccacgac
agagcatgtt
ccatgtgtgt
ccagcatctt
atgacagcgt
acatctcega
aggatgactg
cgccactgaa
acttgctgec
tggtgacggg
tgtcceccgga
acttcgeeca
cctgecgtagt
ccaccggtaa

gctactga

Description of Artificial Sequence: Synthetic

cctgaagatc
gaggcagatg
caccaggtac
caccgectac
caggcacccc
ggtgaccgtg
gaattccccg
cgactccatc

cttcceccatca

caaggacgtc

caacaaagaa
cttegtccca
ggccacgggt

ggggtctggc
ctacaaggtg

cacctgecgce
ccccgatcaa
cctcaccaag
gaccatctcc
gagccacccc
gaattccggg
gcagaccatc
accagcccgg
cttctctecce
gaagtatgtg
cagcatcctg
ggcccatgag

acccaccctyg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1728



<400> 56
§1u val Gln Leu val

Ser
Trp
Gly
Gln
65

Leu
Ala
Gly
Thr
Ser
145
Thr
Gly
val
val
Leu
225

Pro

Gln

polypeptide

Leu

Ile

Ile

50

Gly

GIn

Arg

Gln

Leu

130

val

Phe

Phe

Leu

Cys

210

Pro

Arg

Ala

Lys

Gly

35

Ile

Gln

Trp

His

Ala

Ser

Pro

Leu

195

Lys

val

AsSp

Thr

Ile

20

Trp

TYIr

val

ser

Pro

100

Thr

Pro

val

Trp

Ser

180

Pro

val

Ile

Gly

Gly

5

ser

val

Pro

Thr

ser

85

Ser

Leu

Leu

Gly

Lys

165

val

Ser

Gln

Ala

Phe

245

Phe

Gin

Cys

Arg

Gly

Ile

70

Leu

Tyr

val

val

Cys

150

Tyr

Leu

Lys

His

Glu

230

Phe

ser

Ser

Lys

Gln

Asp

55

sSer

Lys

Gly

Thr

Ser

135

Leu

Lys

Arg

Asp

Pro

215

Leu

Gly

Pro

Gly

Gly

Met

40

Ser

Ala

Ala

ser

val

120

Cys

Ala

Asn

Gly

val

200

Asn

Pro

Asn

Arg

3475806_1 . txt

Ala

Ser

25

Pro

Asp

Asp

Ser

Glu

Gin

ASn

Met

Gly

Pro

Pro

Gln

Glu val Lys
10

Gly Tyr ser

Gly Lys Gly

Thr Arg Tyr
60

Lys Ser Ile
75

Asp Thr Ala
90

ser Pro Asn

Ser Gly Ser

Asn 5er Pro
140

Asp Phe Leu
155

Ser Asp Ile
170

Lys Tyr Ala

GIn Gly Thr

Asn Lys Glu
220

Lys val Ser
235

Arg Lys Ser
250

Ile GIn val
Page 29

Lys

Phe

Leu

45

Ser

Thr

Met

Phe

Ala

125

Ser

Pro

Ser

Ala

Asp

205

Lys

val

Lys

ser

Pro

Thr

30

Glu

Pro

Thr

Tyr

Asp

11.0

ser

AsSp

ASp

ser

Thr

190

Glu

Asn

Phe

Leu

Trp

Gly
15

Ser
Trp
Ser
Ala
TYr
95

Tyr
Ala
Thr
Ser
Thr
175
ser
His
val
val
Ile

255

Leu

Glu
Tyr
Met
Phe
Tyr
80

Cys
Trp
Pro
Ser
Ile
160
Arg
Gln
val
Pro
Pro
240
Cys

Arg



3475806_1.txt
260 265 270

Glu Gly Lys GIn val Gly Ser Gly val Thr Thr asp Gln val Gln Ala
275 280 285

Glu Ala Lys Glu Ser Gly Pro Thr Thr Tyr Lys val Thr Ser Thr Leu
290 295 300

Thr I1e Lys Glu Ser Asp Trp Leu Ser GIn Ser Met Phe Thr Cys Arg
305 310 315 320

val Asp His Arg Gly Leu Thr Phe Gln Gln Asn Ala Ser Ser Mer Cys
325 330 335

val Pro Asp GIn Asp Thr Ala Ile Arg val Phe Ala Ile Pro Pro Ser
340 345 350

Phe Ala ser Ile pPhe Leu Thr Lys Ser Thr Lys Leu Thr Cys Leu val
355 360 365

Thr asp Leu Thr Thr Tyr Asp Ser val Thr Tle Ser Trp Thr Arg Gln
370 375 380

Asn Gly Glu Ala val Lys Thr His Thr Asn Ile Ser Glu Ser His Prg
385 390 395 400

Asn Ala Thr pPhe Ser Ala val Gly Glu ATa Ser Ile Cys Glu Asp Asp
405 410 415

Trp Asn Ser Gly Glu Arg Phe Thr Cys Thr val Thr His Thr Asp Leu
420 425 430

Pro Ser Pro Leu Lys GIn Thr Ile Ser Arg Pro Lys Gly val Ala Leu
435 440 445 '

His Arg Pro Asp val Tyr Leu Leu Pro Pro Ala Arg Glu Gln Leu Asn
450 455 460

Leu Arg Glu Ser Ala Thr Ile Thr Cys Leu val Thr Gly Phe Ser Pro
465 470 475 480

Ala Asp val Phe val GIn Trp Met Gln Arg Gly GIn Pro Leu Ser Pro
485 490 495

Glu Lys Tyr val Thr Ser Ala Pro Met Pro Glu Pro Gln Ala Pro Gly
500 505 , 510

Arg Tyr Phe Ala His Ser Ile Leu Thr val ser Glu Glu Glu Trp Asn
515 520 525

Thr Gly Glu Thr Tyr Thr Cys val val Ala His Glu Ala Leu Pro Asn
Page 30



530

545

3475806_1.txt

535 540

Arg val Thr Glu Arg Egg val Asp Lys Ser Thr Gly Lys Pro Thr Leu

555

560

Tyr Asn Val Ser Leu val Met Ser Asp Thr Ala Gly Thr Cys Tyr

565 570 575

<210> 57
<211> 660
<212> DNA
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polynucleotide
<400> 57
gacatcgtga tgacccagac ccccctgtce tcccccgtga ccctgggeca goccgectec
atctcctgca ggtectccca gteccctggty tactccgacg gcaacaccta cctgtoctgg
ctgcagcaga ggcccggeca gecccccagg ctgctgatct acaagatcte caacaggttce
tccggegtge ccgacaggtt ctooggotoce ggegocggca ccgacttcac cctgaagatce
tccagggtgg aggccgagga cgtgggegtg tactactgcg tgcaggccac ccagtitcccc
ctgaccticg gcggcggcac caaggtggag atcaagcgta cggtggetge accatctgtc
ttcatcttcc cgccatctga tgagcagttg aaatctggaa ctgcctctgt tgtgtgectg
ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgccctccaa
tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagectc
agcagcaccc tgacgctgag caaagcagac tacgagaaac acaaagtcta cgoctgcegaa
gtcacccatc agggcctgag ctcgcccgtc acaaagagct tcaacagggg agagtgttag
<210> 58
<211> 219
<212> PRT )
<213> Artificial Sequence
<220> )
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 58
Asp Ile val Met Thr Gln Thr Pro Leu Ser Ser Pro val Thr Leu Gly
1 5 15

GIn Pro Ala Ser Ile Ser Cys Arg Ser Ser GIn Ser Leu
2

Asp Gly ésn Thr Tyr Leu Ser Trp
5

Leu GIn Gin Arg Pro
40 45

Pro Arg Leu Leu Ile Tyr Lys Ile Ser Asn Arg Phe Ser
50 55 60

Page 31

val Tyr Ser
30
Gly GIn Pro

Gly val Pro

60
120
180
240
300
360
420
480
540
600
660



3475806_1. txt

Asp Arg Phe Ser Gly Ser Gly Ala Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu A;a Glu Asp val Gly val Tyr Tyr Cys val ng Ala
8 90 5

Thr GIn Phe Pro Leu Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu
115 120 125

GIn Leu Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe
130 135 140

Tyr Pro Arg Glu Ala Lys val GIn Trp Lys val Asp Asn Ala Leu GlIn
145 150 155 160

ser Gly Asn Ser GIn Glu Ser val Thr Glu GIln Asp Ser Lys Asp Ser
165 170 175

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
180 185 190

Lys His Lys val Tyr Ala Cys Glu val Thr His Gln Gly Leu Ser Ser
195 200 205

Pro val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 59

<211> 353

<212> PRT

<213> Homo sapiens

<400> 59

Ala ser Pro Thr Ser Pro Lys val Phe Pro Leu Ser Leu Cys Ser Thr
1 5 10 15

GIn Pro Asp Gly Asn val val Ile Ala Cys Leu val Gln Gly Phe Phe
20 25 30

Pro GIn Glu Pro Leu Ser val Thr Trp ser Glu Ser Gly GIn Gly val
40 45

Thr Ala Arg Asn Phe Pro Pro Ser GIn Asp Ala Ser Gly Asp Leu Tyr
50 55 60

Thr Thr ser Ser GIn Leu Thr Leu Pro Ala Thr Gln Cys Leu Ala Gly
65 70 75 80

Page 32



Lys

val

Ser

Leu

Leu

145

Thr

Arg

Ala

Pro

Ser

Thr

Thr

His

130

Thr

Trp

Asp

Glu

Giu

- 210

Thr

225

Ala

Pro

Arg

Thr

Thr

Phe

Leu

Lys

Glu

Thr

290

Lys

Leu

His

val

val

Pro

115

Arg

Cys

Thr

Leu

Pro

195

Ser

Arg

Asn

Asp

Lys

275

Thr

Lys

Ala

val

Thr

Pro

100

Pro

Pro

Thr

Pro

Cys

180

Trp

Lys

Pro

Glu

val

260

Tyr

Phe

Gly

Phe

Asn
340

Cys

85

Cys

Thr

Ala

Leu

Ser

165

Gly

Asn

Thr

Glu

Leu

245

Leu

Leu

Ala

Asp

Thr

325

val

His

Pro

Pro

Leu

Thr

150

Ser

Cys

His

Pro

val

230

val

val

Thr

val

Thr

310

GIn

sSer

val

val

Ser

Glu

135

Gly

Gly

Tyr

Gly

Leu

215

His

Thr

Arg

Trp

Thr

295

Phe

Lys

val

Lys

Pro

Pro

120

Asp

Leu

Lys

Ser

Lys

Thr

Leu

Leu

Trp

Ala

280

Ser

Ser

Thr

val

3475806_1.

His

sSer

105

Ser

Leu

Arg

Ser

val

185

Thr

Ala

Leu

Thr

Leu

265

ser

Ile

Cys

Ile

Met
345

Tyr Thr
90

Thr Pro

Cys Cys

Leu Leu

Asp Ala
155

Ala val
170

Ser Ser

Phe Thr

Thr Leu

Pro Pro
235

Cys Leu
250

Gln Gly

Arg Gln

Leu Arg

Met val

315

Asp Arg
330

Ala Glu

Page 33

Xt
Asn

Pro

His

Gly

ser

Gln

val

Cys

Ser

220

Pro

Ala

Ser

Glu

val

300

Gly

Leu

val

Pro

Thr

Pro

125

ser

Gly

Gly

Leu

Thr

205

Lys

Ser

Arg

Gln

Pro

285

Ala

His

Ala

ASp

Ser

Pro

110

Arg

Glu

val

Pro

Pro

190

Ala

Ser

Glu

Gly

Glu

270

Ser

Ala

Glu

Gly

Gln

95

Ser

Leu

Ala

Thr

Pro

175

Gly

Ala

Gly

Glu

Phe

255

Leu

Gln

Glu

Ala

Lys

335

Thr

Asp

Pro

Ser

Asn

Phe

160

Glu

Cys

Tyr

Asn

Leu

240

Ser

Pro

Gly

Asp

Leu

320

Pro

cys.



Tyr

<210>
<211>
<212>
<213>

<400>

60
340
PRT
Homo sapiens

60

Ala Sser pPro Thr Ser

1

Pro

Pro

Thr

Thr

65

LYS

val

Arg

Glu

Ala

145

Pro

Pro

Ala

Ser

Glu
225

Gln

Gln

Ala

50

Thr

Ser

Thr

Leu

Ala

130

Thr

Pro

Gly

Ala

Gly

210

Glu

Asp

Glu

35

Arg

Ser

val

val

Ser

115

Asn

Phe

Glu

Cys

His

195

Asn

L.eu

Gly

20

Pro

AsSn

Ser

Thr

Pro

100

Leu

Leu

Thr

Arg

Ala

180

Pro

Thr

Ala

5

Asn

Leu

Phe

Gln

Cys

85

Cys

His

Thr

Trp

Glu

Phe

Leu

Pro

val

Ser

Pro

Leu

70

His

Pro

Arg

Cys

Thr

150

Leu

Pro

Leu

Arg

Asn
230

Lys

val

val

Pro

55

Thr

val

val

Pro

Thr

135

Pro

Cys

Trp

Lys

Pro

215

Glu

val

val

Thr

40

Ser

Leu

Lys

Pro

Ala

120

Leu

Ser

Gly

Asn

Thr

200

Glu

Leu

3475806..1.

Phe

Ala

25

Trp

Gln

Pro

His

Pro

105

Leu

Thr

Ser

Cys

His

185

Pro

val

val

Pro Leu
10

Cys Leu

Ser Glu

Asp Ala

Ala Thr
75

Tyr Tnr
90

Pro Pro

Glu Asp

Gly Leu

Gly Lys

155

Tyr Sser
170

Gly Glu

Leu Thr

His Leu

Thr Leu
235
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Xt

Ser

val

Ser

Ser

60

Gln

Asn

Pro

Leu

val

Thr

Ala

Leu

220

Thr

Leu

Gln

Gly

45

Gly

Cys

Pro

Cys

Leu

125

Asp

Ala

ser

Phe

Asn

205

Pro

Cys

Asp

Gly

30

Gln

AsSp

Pro

ser

Cys

110

Leu

Ala

val

ser

Thr

190

Ile

Pro

Leu

ser

15

Phe

Asn

Leu

ASp

GlIn

95

His

Gly

ser

Gln

val

175

Cys

Thr

Pro

Ala

Thr

Phe

val

Tyr

Gly

80

Asp

Pro

Ser

Gly

Gly

Leu

Thr

Lys

ser



Gly Phe

Glu Leu

Ser Gln

Ala Glu
290

Glu Ala
305

Gly Lys

Gly Thr

Ser

Pro

Gly

Asp

Leu

Pro

Cys

<210> 61

<211> 764
<212> PRT
<213> Homo sapiens

<400> 61

Met Leu
1

Ser Thr
Gly Asn
Arg His

50

Ile Thr
65
Arg Ala

Ile Ala

Gly Ile

Leu

Lys

ser

35

Thr

Leu

Asn

Gln

Ash
115

Pro

Arg

Thr

Trp

Pro

Thr

Tyr

Phe

ser

20

val

Arg

Ile

Leu

Leu

100

ser

Lys

245

Glu

Thr

Lys

Leu

His
325

val

5

Pro

Ser

Lys

Ser

Thr

85

Ser

Arg

AsSp

Lys

Thr

Lys

Ala

310

val

Leu

Ile

Ile

Tyr

Ser

70

Asn

Gln

Gly

val

Tyr

Phe

Gly

Phe

Asn

Thr

Phe

Thr

Trp

55

Glu

Phe

Asp

Leu

Leu

Leu

Ala

280

Asp

Thr

val

Cys

Gly

Cys

40

Cys

Gly

Pro

Asp

ser
120

3475806_1.

val Arg Trp

Thr

265

val

Thr

Gin

ser

Leu

Pro

25

Tyr

Arg

TYI

Glu

ser

105

Phe

250

Trp

Thr

Phe

Lys

val
330

Leu
10

Glu
Tyr
Gln
val
Asn
90

Gly

Ala

Ser

Ser

Thr

315

val

Ala

Glu

Pro

Gly

Ser

75

Gly

Arg

It

Leu

ser

Ile

Cys

300

Ile

Met

val

val

Pro

Ala

60

Ser

Thr

Tyr

Asp val ser
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Gln

Arg

Leu

285

Met

Asp

Ala

Phe

Asn

Thr

45

Arg

LYs

Phe

Lys

Leu
125

Gly

Gln

270

Arg

val

Arg

Glu

Pro

Ser

30

ser

Gly

Tyr

val

Cys

110

Glu

Ser

255

Glu

val

Gly

Met

val
335

Ala
15
val

val

Gly

Ala

val
95

Gly

val

Gln

Pro

Ala

His

Ala

320

Asp

Ile

Glu

Asn

cys’

Gly

30

Asn

Leu

Ser



Gln

Lys

Ile

Leu

Gin

Asp

225

Glu

Cys

Gln

Arg

305

Gly

Ser

Pro

val

Cys
385

Gly

Arg

Arg

Asp

AsSp

Leu
210

Ser

Pro

Ala

Ser

Ala

290

Gly

Arg

Pro

Arg

Leu

370

Leu

Pro

Thr

Lys

Ser

Ile

195

Arg

Asn

Glu

Leu

sSer

275

Pro

ser

Tyr

Ile

Ser
355

Cys.

Trp

Gly

val

Ser

ser

180

Gln

Leu

Ser

Leu

Gly

Gly

Ala

Phe

Leu

Gln

340

Pro

Pro

Glu

Leu

Thr

Leu

165

Gly

Gly

sSer

Asn

val

245

Pro

Glu

Phe

Ser

Cys

325

Ala

Thr

TYr

Gly

Leu

Ile

150

Tyr

Tyr

Thr

Asp

Tyr

Glu

Asn

Glu

val

310

Gly

Trp

val

Asn

Ala
390

Asn
135

JASn

Lys

val

Gly

Ala

215

Lys

Glu

val

Cys

Gly

val

Ala

Glin

val

Arg

Gln

Asp

Cys

Gln

Asn

Gln

200

Gly

Asn

Asp

Ala

Asp

280

Arg

Ile

His

Leu

LYS

360

LyS

Asn

3475806_1.

Thr

Pro

Ile

Pro

185

Leu

Gln

Ala

Leu

Asnh

265

val

ITle

Thr

ser

Phe

345

Gly

Glu

Gly

Lys val

Phe Lys

155

Gly Leu

Asn Tyr

Leu Phe

Tyr Leu

Asp Leu

235

Arg Gly

val Ala

val val

Leu Leu

Gly Leu
315

330

val Asn

val Ala

ser Lys

Arg Cys
395
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Xt

TY"r

140

Thr

Tyr

Thr

Ser

Cys

220

Gln

Ser

LYS

Asn

Asn

300

Arg

Gln

Glu

Gly

Ser

380

Pro

Thr

Glu

Pro

Gly

val

205

GlIn

val

val

Phe

Thr

285

Pro

Lys

Leu

Glu

Leu

val

Asn

val

Ala

Leu

Thr

Leu

270

Leu

Gln

Glu

GIn

ser

350

ser

Lys

Leu

Asp

Ala

Leu

175

Ile

Tle

Gly

Lys

Phe

255

Cys

Gly

ASp

Asp

Glu

335

Thr

val

Tyr

val

Leu

Gln

160

val

Arg

Asn

Asp

Pro

240

Arg

LYS

Lys

Ala

320

Gly

Ile

Ala

Trp

AsSp
400



Ser

Glu

ser

Trp

Lys

Pro

LyS

Pro

Leu

Lys

Glu

Lys

val

625

val

Ala

Glu

Glu

Arg

450

val

Cys

Trp

ser

Thr

530

val

val

Ala

Ile

Ala

610

Asp

Ser

val

Gly

Pro

Pro

His

Asn

Lys

515

Leu

Lys

Glu

Asp

Glu

595

val

ser

Thr

Gly

Thr

Gly

Phe

Ash

500

Ala

Asn

Gln

Glu

Ala

580

Asn

ala

Gly

Leu

val
660

val
405

-Asn

Gly

val

Asn

Pro

485

Thr

Phe

Leu

Gly

Arg

Ala

Lys

Asp

Ser

val

645

Ala

Lys

Gly

Phe

Glu

val

470

Cys

Gly

val

val

His

550

Lys

Pro

Ala

Thr

ser

630

Pro

Arg

Ala

Thr

Tyr

Ile

455

Thr

Lys

Cys

Asn

Thr

335

Phe

Ala

AsSp

Ile

Leu

Ala

GIn

Phe

Lys

Ala

Phe

GIn

Cys

520

Arg

TYyr

Ala

Glu

Gln

600

Asp

Giu

Gly

Arg

3475806_1.txt
Tyr Glu Gly Arg

Thr

425

Cys

Tle

val

Ser

Ala

505

AsSp

Ala

Gly

Gly

585

Asp

Gln

Gln

Leu

His
665

410

val

Leu

Ile

Leu

ser

490

Leu

Glu

AsSp

Glu

ser

570

val

Pro

Ala

Gly

val

650

Arg
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Ile

Thr

Glu

Tyr

Pro

Asn

Glu

Thr

555

Arg

Leu

Arg

AsSp

Gly

Leu

Lys

Leu

Asn

Gly

460

Glu

Glu

Ser

Ser

Gly

540

Ala

Asp

Asp

Leu

Ala

Asn

Leu

AsSn

Thr

Lys

Gln

Arg

Trp

Ala

val

Ser

Phe

605

Ser

ser

val

val

Ser

Gln
430

v ASp

Pro

Leu

Tyr

AsSp

510

Leu

Tyr

val

ser

Arg

Arg

Gly

Leu

415

Leu

Thr

Asn

Lys

val

rp

Tyr

Leu

575

Phe

Giu

Ala

Ala

Ala

655

Arg

Leu

Thr

Leu

Leu

val

480

Cys

Gly

Ser

Cys

val

560

Ala

Arg

Glu

Ser

Leu

640

val

val



Ser

ser

Gln

705

ser

Glu

val

<210>
<211>
<212>
<213>

<400>

Ile

Arg

Glu

Thr

Glu

Ala

62

585
PRT
Homo sapiens

62

Thr

Thr

Ala

Ala
755

ser

Phe

ser

Glu

Glu

740

Glu

Tyr

Gly

Leu

Thr

725

Met

Ala

Lys Ser Pro Ile Phe
1 5

ser

Thr

Leu

Asn

65

Gln

Asn

Pro

Thr

LyS
145

val

Arg

Ile

50

Leu

Leu

Ser

Gly

val

130

ser

ser

Lys

35

Ser

Thr

Ser

Arg

Leu

115

Thr

l.eu

Ile

20

Tyr

Ser

Asn

Gln

Gly

100

Leu

Tle

Tyr

Thr

Trp

Glu

Phe

Asp

85

Leu

Asn

Asn

Lys

Arg

Ala

Gly

710

Lys

Ala

Gln

Gly

Ccys

Cys

Gly

Pro

70

Asp

Ser

Asp

Cys

Gln
150

Thr

Asnh

695

Gly

Glu

Tyr

Asp

Pro

Tyr

Arg

Tyr

55

Glu

Ser

Phe

Thr

Pro

135

Ile

Asp

Lys

Pro

Lys

Gly
760

Glu

Tyr

Gln

40

val

Asn

Gly

Asp

Lys

120

Phe

Gly

3475806_1.

Ile

Asn

Glu

Lys

Asp

Pro

Glu

Pro

25

Gly

Ser

Gly

Arg

val

105

val

Lys

Leu

Ser Met

Met Gly

Glu phe

715

Lys Ala

Phe Leu

Gln Glu

val Asn
10

Pro Thr

Ala Arg

ser Lys

Thr Phe

75

TYr Lys
90

Ser lLeu

Tyr Thr

Thr Glu

TYr Pro
155
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Xt
sSer

Ala

700

val

Lys

Leu

Ala

ser

Ser

Gly

Cys

Glu

val

Asn

140

val

Ala

Arg

GIn

val

val

Gly

45

Ala

val

Gly

val

Asp

Ala

Leu

Phe

ser

Thr

ser

Ser
750

Glu

Asn
30

Cys

Gly

Asn

Leu

Ser

110

Leu

Gln

val

Glu

Ile

Thr

Ser

735

Ser

Gly

15

Arg

Ile

Arg

Ile

Gly

95

Gln

Gly

Lys

Ile

Asn
Thr
Glu
720

Lys

Thr

Asn

Thr

Ala

Ala

80

Ile

Gly

Arg

Arg

Asp



Ser

Ile

Arg

Asn

Glu

225

Leu

Ser

Pro

Ser

Tyr

305

Ile

Ser

Cys

Trp

Gly

Pro

Asp

Sar

Gln

Leu

ser

210

Leu

Gly

Gly

Ala

Phe

290

Leu

Gln

Pro

Pro

Glu

370

Trp

Gly

Ala

Gly

Gly

Ser

195

Asn

val

Pro

Glu

Phe

275

Ser

Cys

Ala

Thr

Tyr

355

Gly

val

Asn

Gly

Tyr

Thr

180

ASp

Lys

Tyr

Glu

Asn

260

Glu

val

Gly

Trp

val

340

Asn

Ala

Lys

Gly

Phe
420

val

165

Gly

Ala

Lys

Glu

val

245

Cys

Gly

val

Ala

Gln

325

val

Arg

Gln

Ala

Thr

405

Tyr

Asn

Gln

Gly

Asn

ASp

Ala

Asp

Arg

ITe

His

310

Leu

Lys

Lys

Asn

GIn

390

Phe

Trp

Pro

Leu

Gin

Ala

215

Leu

Asn

val

Ile

Thr

295

Ser

Phe

Gly

Glu

Gly

Tyr

Thr

Cys

Asn

Leu

Tyr

200

Asp

Arg

val

val

Leu

280

Gly

Asp

val

val

Ser

360

Arg

Glu

val

Leu

3475806_1.

Tyr Thr Gly

Phe

185

Leu

Leu

Gly

Ala

val

265

Leu

Leu

Gly

Asn

Ala

345

Lys

Cys

Gly

Ile

Thr
425

170

ser

Cys

Gin

Ser

Lys

250

Asn

Asn

Arg

Gln

Glu

330

Gly

ser

Pro

Arg

Leu
410

val

Gln

val

val

235

Phe

Thr

Pro

Lys

Leu

315

Glu

Gly

Ile

Leu

Leu

395

Asn

txt

Arg

val

Ala

Leu

220

Thr

Leu

L.eu

Gln

Glu

300

Gln

Ser

Ser

Lys

Leu

380

Ser

GIn

Asn Gly Asp
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Ile

Ile

Lys
Phe
Cys
Gly
Asp
Asp
Glu
Thr
val
Tyr
365
val
Leu
Lgu

Thr

Arg

Asn

190

Asp

Pro

His

Arg

Lys

270

Lys

Ala

Gly

Ile

Ala

350

Trp

ASp

Leu

Thr

Leu
430

Leu

175

Gln

Asp

Glu

Cys

Arg

Asp

Gly

Ser

Pro

335

val

Cys

Ser

Glu

Ser

415

Trp

Asp

Leu

Ser

Pro

Ala

240

ser

Ala

Gly

Arg

Pro

320

Arg

Leu

Leu

Glu

Glu

400

Arg

Arg



Thr

Pro

His

465

Asn

Lys

Leu

LysS

Glu

545

Asp

Glu

<210>
<211>
<212>
<213>

Thr

Ash

Ala

Asn

Gln

530

Glu

Ala

Asn

<220>

<223>

<400>

63

412
PRT
Artificial Sequence

val

435

Asn

Pro

Thr

Phe

Leu

515

Gly

Arg

Ala

LyS

Glu

val

Cys

Gly

val

500

val

His

Lys

Pro

Ala
580

Ile

Thr

Lys

Cys

Asn

Thr

Phe

Ala

565

Ile

polypeptide

63

Lys

Ala

Phe

470

Gin

Cys

Arg

Tyr

Ala

350

Glu

Gln

ITe

val

455

Ser

Ala

Asp

Ala

Gly

Gly

Lys

Asp

Tle

440

Leu

Ser

Leu

Glu

520

Glu

Ser

val

Pro

Description of Artificial

¥et Gly Trp Ser Tyr Ile Ile Leu
5

val His Ser Gln val Gln Leu val

Pro Gly Ala Ser val Lys val ser
35 40

Ile Ser Tyr Thr Met His Trp val

50

55

3475806_1.txt

Glu GTy Giu Pro Asn
445

Gly Glu Thr Leu Lys
460

Tyr Glu Lys Tyr Trp
475

Pro Ser GIn Asp Glu
490

Asn Ser Arg Leu. val
505

Glu Gly Trp Tyr Trp

Thr Ala Ala val Tyr
540

Arg Asp val Ser Leu
555

Leu Asp Ser Gly Phe
570

Arg
585

Sequence: Synthetic
Phe Leu val Ala Thr

Gln Ser Gly Ala Glu
25

Leu

val

Cys

Gly

Ser

510

Cys

val

Ala

Arg

Ala

val
30

Lys

Pro

Lys

Pro

495

Leu

Gly

Ala

Lys

Glu
575

Thr
15

Lys

Cys Lys Ala Ser'ggy Tyt Thr

Arg Gln Ala Pro Gly
60
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Gln

Gly

val

Cys

Trp

ser

Thr

val

val

Ala

560

Ile

Gly

Lys

Phe

Leu



Glu

65

GIn

Thr

Tyr

Trp

Gly

Ser

Cys

Pro

sSer

Thr

225

Cys

Leu

Gly

Lys

Asn

305

Asn

Trp

Lys

Ala

Tyr

Pro

Ser

Gly

Gly

210

Leu

Gln

Glu

Gly

Cys

290

Glu

Arg

Met

Leu

Tyr

Cys

115

Gln

Gly

Ser

Ala

Lys

195

val

Thr

Gln

Ile

Ser
275

Ala

Asp

Glu

Gly

Lys

Met

100

Ala

Gly

Gly

Ser

Ser

180

Ala

Pro

Ile

Trp

LysS

260

Gln

Arg

Ile

Asn

Tyr

Asp

85

Glu

Arg

Thr

ser

Leu

165

Ser

Pro

Ser

ser

Ser

245

Gly

Glu

Ile

val

Ile
325

Ile

70

Lys

Leu

ser

Leu

Gly

Ser

Ser

Lys

Arg

Ser

230

Ser

Gly

Asp

Thr

Glu

310

ser

Asn

Ala

Ser

Ala

val

135

Gly

Ala

val

Arg

Phe

215

Leu

AsSnN

Gly

Glu

Ser

295

Arg

Asp

Pro

Thr

ser

Tynr

120

Thr

Gly

ser

ser

Leu

200

Ser

Gln

Pro

Gly

Arg

280

Arg

Asn

Pro

3475806_1.

Arg

Leu

Leu

105

Tyr

val

Gly

val

Tyr

185

Ile

Gly

Pro

Pro

Ser

265

Ile

Ile

Ile

Thr

Ser Gly
75

Thr Ala

90

Arg ser

ASp Tyr

ser Ser

ser Asp

Met Asn
Tyr Asp
Ser Gly
Glu Asp
Thr Phe
250

Gly Gly
val Leu
ITe Arg
Arg Ile

315

ser Pro
330
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txt
TYr

Asp

Glu

Asp

Gly

140

Ile

Arg

Trp

Thr

ser

220

Phe

Gly

Gly

val

ser
300

Ile

Leu

Thr

Lys

Asp

Gly

Gly

Gln

val

TYr

ser

205

Gly

Ala

Gly

Gly

Asp

sSer

val

Arg

His

Ser

Thr

110

Phe

Gly

Met

Thr

GIn

190

Lys

Thr

Thr

Gly

ser

270

Asn

Glu

Pro

Thr

Tyr

Ala

95

Ala

Ala

Gly

Thr

Ile

175

Gin

Leu

Asp

Tyr

Thr

255

Gly

Lys

Asp

Leu

Arg

Asn

80

Ser

val

Tyr

Ser

Gin

160

Thr

Lys

Ala

Phe

TYIr

Lys

Gly

Cys

Pro

Asn

320

Phe



val Tyr His Leu Ser Asp Léu Cys

340

Glu Leu Asp Asn GIn Ile val Thr

355 360

Glu Asp ser Ala Thr Glu Thr Cys
370 375

Tyr Thr Ala val val Pro Leu val

390

3475806_1.txt

Lys
345
Ala
Tyr

Tyr

Lys C¥s Asp
Thr ¢1n ser
Thr Tyr Asp

380

Gly Gly Glu
395

Glu Thr Ala Leu Thr Pro Asp Ala Cys Tyr Pro Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>

405

64

303

PRT

Artificial Sequence

Description of Artificial
polypeptide

64

%1n val Gln Leu ga? Gln ser Gly

Ser val Lys val Ser Cys Lys Ala

20

Thr Met His Trp val Arg Gln Ala

35 40

Gly Tyr Ile Asn Pro Arg Ser Gly

50

55

Lys Asp Lys Afa Thr Leu Thr Ala

65

70

Met Glu Leu Ser Ser Leu Arg Ser

85

Ala Arg Ser Ala Tyr Tyr Asp Tyr

100

Gly Thr Leu val Thr val Ser Ser

115 120

Gly ser Gly Gly Gly Gly Ser Asp
130 135

Ser Leu Ser Ala Ser val Gly Asp

145

150

410

Pro

Asn

365

Arg

Thr

Sequence: Synthetic

Ala

ser

25

Pro

Tyr

ASp

Glu

Asp

Gly

Ile

Arg

Glu val Lys
10

Gly Tyr Thr

Gly GIn Gly

Thr His Tyr
60

Lys Ser Ala
75

Asp Thr Ala
90

Gly phe Ala

Gly Gly Gly

Gln Met Thr
140

val Thr Ile
155
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Lys

Phe

Leu

45

Asn

Ser

val

Tyr

ser

125

Gln

Thr

Thr
350
Ile

Asn

Lys

Pro

Ile

30

Glu

Gln

Thr

Tyr

Trp

Gly

ser

cys

Glu

Cys

Lys

Met

Gly
15

ser
Trp
Lys
Ala
Tyr
95

Gly
Gly

Pro

Ser

val

Asp

Cys

val
400

Ala

TYF

Met

Leu

TYr

Cys

Gln

Gly

Ser

Ala
160



Ser

Ala

Pro

Ile

Trp

225

Lys

Gln

Arg

Tle

Asnh

305

Leu

Asn

Ala

val

Leu
385

<210> 65
<211>
<212>
<213>

Ser

Pro

ser

Ser

210

ser

Gly

Glu

Ile

val

290

Ile

Ser

Gln

Thr

val

370

Thr

<220>

ser

Lys

Ser

Gly

AsSp

Thr

275

Glu

Ser

Asp

Ile

Glu

355

Pro

Pro

415
PRT
Artificial sequence

val

Arg

Phe

Leu

Asn

Gly

Glu

260

Ser

Arg

Asp

Leu

val

340

Thr

Leu

Asp

ser

165

Leu

Ser

Gln

Pro

Arg

Arg

Asn

Pro

cys

325

Thr

Cys

val

Ala

Tyr

Ile

Gly

Pro

Pro

230

Ser

Ile

Ile

Ile

Thr

310

Lys

Ala

Tyr

TYr

Cys
390

Met

Tyr

Ser

Glu

215

Thr

Gly

val

Ile

Arg

Ser

Lys

Thr

Thr

Gly

TYr

Asn

Asp

Gly

200

AsSp

Phe

Gly

Leu

Arg

Ile

Pro

Cys

Gin

Tyr

360

Gly

Pro

3475806_1.

Trp

Thr

185

Ser

Phe

Gly

Gly

val

265

Ser

Ile

Leu

Asp

Ser

345

Asp

Glu

ASp

Tyr Gln
170
ser Lys

Gly Thr

Ala Thr

Gly Gly

Asp Asn

ser Glu

val Pro

Arg Thr

315

Pro Thr
330
Asn Tle

Arg Asn

Thr Lys

Page 43

Xt

GIn

Leu

Asp

Tyr

220

Thr

Gly

LyS

Asp

Leu

300

Arg

Glu

Cys

Lys

Met
380

Lys

Ala

Phe

205

Tyr

Lys

Gly

Cys

Pro

285

Asn

Phe

val

Asp

Cys

365

val

Pro

Ser

190

Thr

Cys

Leu

Gly

Lys
270

Asn

Asn

val

Glu

Glu

350

Tyr

Glu

Gly

Gly

Leu

GIn

Glu

G1y

cys

Glu

Arg

Tyr

Leu

335

ASp

Thr

Thr

Lys
val
Thr
Gln
Ile
240
ser
Ala
Asp
Glu
His
320
Asp
Ser

Ala

Ala



<223> Description of Artificial
polypeptide

<400> 65

Met Lys Asn His Leu Leu Phe Trp
1 5

Ala

Asn.

Glu

Pro

65

Thr

Thr

Ile

Asn

Lys

145

GIn

LYyS

His

Ile

225

LysS

val

Lys

Asp

50

Leu

Arg

Glu

Cys

Lys

130

Met

Gly

Leu

val

Trp

210

Ash

Ala

His

Cys

35

Pro

Asn

Phe

val

Asp

115

Cys

val

Gly

val

ser

195

val

Pro

Thr

val

20

Lys

Asn

Asn

val

Glu

100

Glu

Tyr

Glu

Ser

Gln

180

Cys

Arg

Arg

Leu

Lys

Cys

Glu

Arg

Tyr

85

Leu

Asp

Thr

Thr

Lys

Gln

Sar

Thr
245

Ala

Ala

Asp

Glu

70

His

ASp

sSer

Ala

Ala

150

Gly

Gly

Ala

Ala

Gly

Ala

Gln

Arg

Tle

55

Asn

Leu

ASn

Ala

val

135

Leu

Gly

Ala

ser

Pro

215

Tyr

Asp

Glu

Ile

40

val

Ile

ser

Gln

Thr

120

val

Thr

Gly

Glu

Gly

200

Gly

Thr

Lys

3475806_1.txt

sequence:

Gly val
10
Asp Glu
25
Thr Ser
Glu Arg
Ser Asp
Asp Leu
90

Ile val
105

Glu Thr
Pro Leu
Pro Asp
ser Gly
val Lys
185

Tyr Thr
Gln Gly

His Tyr

ser Ala
250

Page 44

Leu

Arg

Arg

Asn

Pro

75

Cys

Thr

Cys

val

Ala

155

Lys

Phe

Leu

Asn

235

Ser

Ala

Ile

Ile

Ile

60

Thr

Lys

Ala

Tyr

TYr

140

Cys

Gly

Pro

Ile

Glu

220

Gln

Thr

Synthetic

val

val

Ile

45

Arg

Ser

Lys

Thr

Thr

125

Gly

Tyr

Gly

Gly

Ser

205

Trp

Lys

Ala

Phe

Leu

30

Arg

Ile

Pro

Cys

Gln

110

Tyr

Gly

Pro

ser

Ala

190

Tyr

Met

Leu

Tyr

Ile

15

val

sar

Ile

l.eu

ASp

95

ser

Asp

Glu

Asp

Gln

175

Ser

Thr

Gly

Lys

Met
255

LyS

Asp

Ser

val

Arg

80

Pro

Asn

Arg

Thr

Gly

160

val

val

Met

Tyr

Asp

240

Glu



Leu Leu Ser Glu

260

Ser Ser Arg ASp

Ser Ala Tyr Gly

275

Tyr Asp Tyr Asp

val Thr val

290

Leu Ser Ser Gly

Gly Gly Gly ser Asp Gln

310

Ala ser val Gly Asp Arg val

Ser val Ser Tyr Met Asn

340

Trp Tyr

Ile Thr ser

360

Leu
355

Lys Arg Tyr Asp

Phe
370

Ser
375

Arg ser Gly Ser Gly Gly

Ser Leu Gln Pro Glu Phe Ala

385 390

Thr Phe

405

Ser Asn Pro Pro Gly Gly

<210>
<211>
<212>
<213>

<220>
<223>

66
393
PRT
Artificial sequence

Description of Artificial
polypeptide

<400> 66

Gln Glu Asp Glu §rg Ile val Leu
1 .

Arg Ile Thr ggr Arg Ile Ile Arg

Ile val Glu Arg Asn Tle Arg Ile
35 40

Asn Ile Ser Asp Pro Thr Ser Pro
50 55

Leu Ser Asp Leu Cys

Lys Lys Cys
65 70

3475806_1.
Thr Ala val
265

txt
Tyr Tyr

Phe Ala Tyr Gly

285

Trp

Gly Gly Ser Gly

300

Gly

Gln
315

Met Thr Ser Pro

Thr I1e Thr

330

Cys Ser

GIin GIn

345

Lys Pro Gly

Lys Leu Ala Ser

Thr Phe Thr

380

Asp Leu

Thr Tyr Tyr Gln

395

Cys

Thr
410

Gly Lys Leu Glu

Sequence: Synthetic
val Asp Asn Lys Cys
10
ser Ser Glu Asp Pro
Ile val Pro Leu Asn
45

Leu Arg Thr Arg Phe
60

Asp Pro Thr Glu val
75

Page 45

Cys

270

Gin

Gly

ser

Ala

LYS

350

val

Thr

GIn

Ile

Lys

Asn

30

Asn

val

Glu

Ala

Gly

Gly

Ser

ser

335

Ala

Pro

Ile

Trp

Lys
415

Cys

15

Glu

Arg

Tyr

Leu

Arg

Thr

ser

Leu

320

ser

Pro

Ser

Ser

ser
400

Ala

Asp

Glu

His

Asp
80



Asn

Ala

val

Leu

ser

Pro

Tyr

225

Glu

Asp

Gly

Ile

Trp

Thr

Gln

Thr

val

Thr

130

Gly

Glu

Gly

Gly

Thr

210

Lys

Asp

Gly

Gly

Gln

290

val

Tyr

ser

Ile

Glu

Pro

115

Pro

Ser

val

TYI@

GIn

195

His

Ser

Thr

Phe

Met

Thr

Gln

LysS

val

Thr

100

Leu

AsSp

Gly

Lys

Thr

180

Gly

Tyr

Ala

Ala

Ala

260

Gly

Thr

Ile

G1n

Leu
340

Thr

85

Cys

val

Ala

Gly

Lys

165

Phe

Leu

Asn

Ser

val

245

Tyr

Ser

GIn

Thr

Lys

325

Ala

Ala

Tyr

Tyr

Cys -

Ile

Glu

GIn

Thr

230

Tyr

rp

Gly

Ser

Cys

310

Pro

ser

Thr

Thr

Gly

Gly

Ser

Trp

Lys

215

Ala

Tyr

Gly

Gly

Pro

295

Ser

Gly

Gly

Gln
Tyr
Gly
1

Pro
ser
Ala
Tyr
Met
200
Leu
Tyr
Cys
Gln
Gly
ser
Ala
Lys

val

3475806_1.

Ser

Asp

105

Glu

Asp

Gln

Ser

Thr

185

Gly

Lys

Met

Ala

Gly

Gly

Ser

Ser

Ala

Pro
345

Asn ITe
90
Arg Asn
Thr Lys
Gly Gly
val GIn
val Lys
170
Met His
Tyr Ile
ASp Lys
Glu Leu
235
Arg Ser
Thr Leu
Ser Gly
Leu Ser
ser Ser

315

Pro Lys
330

Ser Arg

Page 46

txt

Cys
Lys
Met
Gly
1

Leu
val
Trp
Asn
Ala
220
ser
Ala
val
Gly
Ala
300
val

Arg

rPhe

AsSp

Cys

val

125

Gly

val

ser

val

Pro

205

Thr

Ser

Tyr

Thr

ser

Leu

Ser

Glu

Tyr

110

Glu

sSer

GIn

cys

Arg

190

Arg

Leu

Leu

Tyr

val

270

Gly

val

Tyr

Ile

Asp

95

Thr

Thr

Gly

Ser

Lys

GlIn

Ser

Thr

Arg

Asp

255

Ser

Ser

Gly

Met

Tyr

335

Ser

Ser

Ala

Ala

Gly

Ala

Gly

Ala

Ser

240

Tyr

Ser

Asp

ASp

Asn

320

Asp

Gly



3475806_1.txt

ser Gly Thr Asp Phe Thr Leu Thr ITe Ser Ser ieu Gln Pro Glu Asp

355

360

365

Phe Ala Thr Tyr Tyr Cys Gln Glnh Trp Ser Ser Asn Pro Pro Thr Phe

370

375

Gly Gly Gly Thr Lys Leu Glu Ile Lys
385 390

<210> 67
<211> 15
<212> PRT

<213> Artificial Sequence

<220>

380

<223> Description of Artificial Sequence: Synthetic

peptide

<400> 67

Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 68
<211> 1239
<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 68
atgggctggt

gtgcagctygg
tgcaaggctt
ggccagggec
cagaagctga
gagctgtect
tacgactacg
ggaggaggca
agceccrtteca
tccteegtgt
atctacgaca
ggaaccgact
tgccagcagt
ggaggaggag
attgttcttg

cctacatcat
tgcagtccgg
ccggctacac
tggagtggat
aggacaaggc
ccctgaggtc
acggattcgce
gcgacggcgy
gcectgtecgce
cctacatgaa
ccteccaagct
tcaccctgac
ggtccagcaa

gatccggtgg

ttgacaacaa

cctcttcctc
cgccgaagtg
cttecatctecc
gggatacatc
caccctgacc
cgaggacacc
ttactggggc
cggcagcggc
ttcecgtgggce
ctggtaccag
ggcctccgga
cattagctcc
ccecteceace
tggtggttct
atgtaagtgt

gtggccacag
aagaagcctg
tacaccatgc
aacccteggt
gctgacaagt
gccgtgtact
cagggcaccc
ggcggcggea
gacagggtga
cagaagcctg
gtgccttcca
ctacagcccg
Ttcggcggcg
ggcggaggty
gcccggatta

Page 47

ccacaggegt
gcgccagegt
actgggtgag

ccggctatac

ccgectecac

actgtgccag
tggtgacagt
gcgatatcca
ccatcacctg

gcaaggcecc

ggttcagegg

aggacttcgce
gcacaaagct
gatcccaaga

cttccaggat

ccatagccag
gaaggtgagc
gcaagctect
ccactacaat
cgcttacatg
gtccgecctac
gagctccgga
gatgacccag
cagcgcttcc
caagaggctg
ctceggetee
cacctacrtac
ggagatcaag
agatgaaagg

catccgttct

60
120
180
240
300
360
420
480
540
600
660
720
780
340
900



3475806_1. txt
tccgaagatc ctaatgagga cattgtggag agaaacatcc gaattattgt

aacagggaga atatctctga tcccacctca ccattgagaa ccagatttgt

tctgacctet gtaaaaaatg tgatcctaca gaagtggagc tggataatca

gctacccaga gcaatatctg tgatgaagac agtgctacag agacctgcta

agaaacaagt gctacacagc tgtggtccca ctcgtatatg gtggtgagac

gaaacagcct taaccccaga tgcctgctat cctgactga

<210> 69

<211> 1248

<212> DNA

<213> Artificial Sequence

<220> )

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 69
atgaagaacc atttgctttt ctggggagtc ctggcggttt ttattaaggce

aaagcccaag aagatgaaag gattgttctt gttgacaaca aatgtaagtg
acttccagga tcatccgttc ttccgaagat cctaatgagg acattgtgga
cgaattattg ttcctctgaa caacagggag aatatctctg atcccaccte
accagatttg tgtaccattt gtctgacctc tgtaaaaaat gtgatcctac
ctggataatc agatagttac tgctacccag agcaatatct gtgatgaaga
gagacctgct acacttatga cagaaacaag tgctacacag ctgtggtccc
ggtggtgaga ccaaaatggt ggaaacagcc ttaaccccag atgectgcta
ggaggaggat ccggtggtgg tggttctgge ggaggtggat cccaggtgea
tccggegecy aagtgaagaa goctggegec agcgtgaagg tgagctgcaa
tacaccttca tctcctacac catgcactgg gtgaggcaag ctcctggeca
tggatgggat acatcaaccc tcggtccgge tatacccact acaatcagaa
aaggccacce tgaccgetga caagtccgec tccaccgett acatggaget
aggtccgagg acaccgccgt gtactactgt gccaggtccg cctactacga
ttcgcttact ggggccaggg caccctggtg acagtgagct ccggaggagg
ggtggcggaa gcggtggagg tggcagcgat atccagatga cccagagece
tccgettccg tgggcgacag ggtgaccatc acctgcageg cttectectce
atgaactggt accagcagaa gcctggcaag gcccccaaga ggetgatcta
aagctggect ccggagtgce ttccaggttc ageggetccg gotccggaac
ctgaccatta gctccctgea goccgaggac ttcgecacct actactgeca

agcaaccctc ccaccttcgy aggcggcaca aagctggaga tcaagtga

Page 48

tcctctgaac
gtaccatttg
gatagttact
cacttatgac

caaaatggtg

tgttcatgtg
tgcccggatt
gagaaacatc
accattgaga
agaagtggag
cagtgctaca
actcgtatat
tcctgacgga
gctggtgcag
ggcttcegge
gggcctggag
gctgaaggac
gtcctececty
ctacgacgga
aggcagcggt
ttccagecty
cgtgtcctac
cgacacctcc
cgacttcacc

gcagtggtcc

960
1020
1080
1140
1200
1239

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1248



