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Anti-CD22 12C5 VH

V segment: 7-4.1
D segment: 3-3
J segment: JHED

Q A Q L v 0 s G 8 E L K K P G A s v
1 CAG GTG CAG CTG GTG CAA TCT GGG TCT GAG TTG AAG AAG CCT GGG GCC TCA GTG

K Vv s Cc K A s G Y T F T 8 Y A M N W
55 ARG GTT TCC TGC AAG GCT TCT GGA TAC ACC TTC ACT AGT TAT GCT ATG AAT TGG

o et st s e ot o o e

v R g A P G Q G L E W M G w I N T N
109 GTG CGA CAG GCC CCT GGA CAA GGG CTT GAG TGG ATG GGA TGG ATC AAC ACC ARC

T G N P T Y A Q G F T G R F \'4 F s L
163 ACT GGG AAC CCA ACG TAT GCC CAG GGC TTC ACA GGA CGG TTT GTC TTC TCC TTG

D T S v s T A Y L Q I S s L K A E D
217 GAC ACC TCT GTC AGC ACG GCA TAT CTG CAG ATC AGC AGC CTA AAG GCT GAG GAC

T A vV Y Y ¢ A R L F Y Y Y F 6 M »p v
271 ACT GCC GTG TAT TAC TGT GCT AGG TTA TTC TAC TAC TAC TTC GGT ATG GAC GTC

W G Q G T T AY T v 8 S
325 TGG GGC CAA GGG ACC ACG GTC ACC GTC TCC TCA

FIGURE 1A
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Anti-CD22 12C5 VA
V segment: 2b2
J segment: JL2

Q S A L T Q P A S \2 S G S P G Q S I
i CAG TCT GCC CTG ACT CAG CCT GCC TCC GTG TCT GGG TCT CCT GGA CAG TCG ATC

T I s C T G 7T S S D v ¢ s Y N L v s
55 ACC ATC TCC TGC ACT GGA ACC AGC AGT GAT GTT GGG AGT TAT AAC CTT GTC TCC

CDR2
. W Y Q L H P G X A P X L M I Y E v S
} 105 TGG TAC CAR CTG CAC CCA GGC ARA GCC CCC ARA CTC ATG ATT TAT GAG GTC AGT
CDR2

v g e o et s o g i

K R P S G V 8 N R F ) G S R 8 G N T
163 AAG CGG CCC TCA GGG GTT TCT AAT CGC TTC TCT GGC TCC AGG TCT GGC AAC ACG

A s L T I S G L Q A E D E A »p Y Y C
217 GCC TCC CTG ACA ATC TCT GGG CTC CAG GCT GAG GAC GAG GCT GAT TAT TAC TGC

CSYANSSTLVFGGGTKLT
271 TGC TCA TAT GCA ART AGT AGC ACT TTG GTA TTC GGC GGA GGG ACC ARG CIG Acc

\Y L
325 GTC CTA

FIGURE 1B
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Anti- CD22 19A3 VH
Anti- CD22 CD22.1 VH
V segment: 4-34
D segment: 3-9
J segment : JH4b
Q@ v 9 L Q@ Q@ W ¢ A ¢ L
1 CAG GTG CAG CTA CAG CAG TGG GGC GCA GGA CTG TTG
§ L T C A V Y G R § F
55 TCC CTC ACC TGC GCT GTC TAT GGT AGG TCC TTC
I R Q@ P P G K G L E W
103 ATC CGC CAG CCC CCA GGG AAG GGG CTG GAG TGG
CDR2
G 8§ T N Y N P S L K 8§
163 GGA AGC ACC AAC TAC AAC CCG TCC CTC AAG AGT
T 8 K N Q@ F 8§ L X L s
217 ACG TCC AAG AAC CAG TTC TCC CTG AAG CTG AGC
CDR3
AV Y Y C A G T F Y D
271 GCT GTG TAT TAC TGT GCG GGA ACG TTT TAC GAT ATT
CDR3
L 6 Yy w 6 p 6 T 1L v T
325 CTT GGG TAC TGG GGC CCG GGA ACC CTG GTC ACC GTC

3/44

FIGURE 2A

P S E T L

AAG CCT TCG GAG ACC CTG

Y Y W S w

AGT TAC TAC TGG AGC TGG

o ot e g o ot kg s ot 2t s e

D I N HE 8

GGG GAC ATC AAT CAT AGT

T I s VvV D

GTC ACC ATA TCA GTA GAC

T A A D T

GTG ACC GCC GCG GAC ACG

T G Y v P

TTG ACT GGT TAT TAT CCC

S

TCC TCA



4/44

Anti- CD22 19A3 VK
Anti- CD22 CD22.1 VK
Anti- CD22 CD22.2 VK

V segment: Le
J segment: JK1

E I v L T Q S P A T L s L s p G E R
1 GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG TCT CCA GGG GAA AGA

A T L s C R A 8 Q s Vv s s Y L A W Y
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC TAC TTA GCC TGG TAC

CDR2

Q Q X P G Q A P R L L I Y D A S N R
108 CAA CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GAT GCA TCC AAC AGG

A T G I P A R F S G s G 8 G T D F T
163 GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC ACT

L T I S S L E P E D F A v Y Y c Q0 0
217 CTC ACC ATC AGC AGC CTA GAG CCT GAA GAT TTT GCA GTT TAT TAC TGT CAG CAG

R S N W P T F G Q G T K v E I K
271 CGT AGC AARC TGG CCT ACG TTC GGC CAA GGG ACC AAG GTG GAA ATC AAA

FIGURE 2B
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Anti- CD22 CD22.2 VH

V segment: 4-34
D segment: 3-9
J segment: JH4b

Q A Q L Q Q W G A G L L K P S E T L
1 CAG GTG CAG CTA CAG CAG TGG GGC GCA GGA CTG TTG AAG CCT TCG GAG ACC CTG

e i kg g e o ot g o s

S L T c AV Y G R s F s S Y Y w S W
55 TCC CTC ACC TGC GCT GTC TAT GGT AGG TCC TTC AGT AGT TAC TAC TGG AGC TGG

I R Q P P G X G L E W I G D I Q H S
108 ATC CGC CAG CCC CCA GGG AAG GGG CTG GAG TGG ATT GGG GAC ATC CAA CAT AGT

G S T N Y N P S L K s R v T I S vV D
163 GGA AGC ACC RAC TAC ARC CCG TCC CTC AAG AGT CGA GTC ACC ATA TCA GTA GAC

T s XK N Q@ F 8 L K L s S v T A A D T
217 ACG TCC AAG AAC CRG TTC TCC CTG AAG CTG AGC TCT GTG ACC GCC GCG GAC ACG

AV Y Y ¢ A G T F Y D I L T G Y Y p
271 GCT GTG TAT TAC TGT GCG GGA ACG TTT TAC GAT ATT TTG ACT GGT TAT TAT CCC

L G Y W G P G T L Vv T v s S
325 CIT GGG TAC TGG GGC CCG GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 2C
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Anti-CD22 16F7 VH

V segment: 5-51
D segment: 3-10
J segment: JH3Db

E v Q L v o s G A E WV X K P G E S L
1 GAG GTG CAG CTG GTG CAG TCT GGA GCA GAG GTG ARA AAG CCC GGG GAG TCT CTG

X I s o X G s G Y N F T S Y W I G W
55 AAG ATC TCC TGT AAG GGT TCT GGA TAC AAC TTT ACC AGC TAC TGG ATC GGC TGG

A R Q M P G K @ L E W M G I I Y P G
108 GTG CGC CAG ATG CCC GGG AAA GGC CTG GAG TGG ATG GGG ATC ATC TAT CCT GGT

D S D T R Y s P S F Q G Q v T I S A
163 GAC TCT GAT ACC AGA TAC AGC CCG TCC TTC CAA GGC CAG GTC ACC ATC TCA GCC

D K S I S T A Y L Q W k) S L K A s D
217 GAC ARG TCC ATC AGC ACC GCC TAC CTG CAG TGG AGC AGC CTG AAG GCC TCG GAC

T A M Y Y C A T P T Y b4 F G 8 v A F
271 ACC GCC ATG TAT TAC TGT GCG ACC CCG ACG TAT TAC TTT GGT TCG GTG GCT TTT

CDR3

D I ) ¢ Q 6 T M VvV T VvV 8§ s
325 GAT ATC TGG GGC CAA GGG ACA ATG GTC ACC GTC TCT TCA

FIGURE 32



7/44

Anti~-CD22 16F7 VK1

V segment: A27
J segment: JK1

E I v L T Q S p G T L S L S P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

A T L S cC R A s Q s v s S S Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC TGG

CDR2
Y Q Q X P G Q A P R L L I Y @ A S S
109 TAC CAG CAG ARA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

R A T G I P D R F S G S G S G T D F
163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC

CDR3

T L T I s R L E P E D F A VvV Y Yy ¢ Q
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

Q Y G S s P P T P G Q0 @G T K V E I K
271 CAG TAT GGT AGC TCA CCT CCG ACG TTC GGC CAA GGG ACC AAG GTG GAR ATC ARA

FIGURE 3B

)



8/44

Anti-CD22 16F7 VK2

V segment: Al0
J segment: JK2
E I v L T Q 8 P D F Q 8§ V T P X E K
1 GAA ATT GTG CTG ACT CAG TCT CCA GAC TTT CAG TCT GTG ACT CCA AAG GAG AAA
CDR1
v T I T C R A 5 0 S8 I 6 S 8 L H W ¥
55 GTC ACC ATC ACC TGC CGG GCC AGT CAG AGC ATT GGT AGT AGC TTA CAC TGG TAC
CDR2
Q@ Q XK P D 0 S P K L L I K Y A 8§ Q s
109 CAG CAG AAA CCA GAT CAG TCT CCA ARG CTC CTC ATC AAG TAT GCT TCC CAG TCC
CDR2
F 8§ 6 v P 8 R F S ¢ § G 8§ G T Db F T
163 TTC TCA GGG GTC CCC TCG AGG TTC AGT GGC AGT GGA TCT GGG ACA GAT TTC ACC
CDR3
L T I N 8§ L E A E D A A A Y Y ¢ =m o}
217 CIC ACC ATC AAT AGC CTG GAA GCT GAA GAT GCT GCA GCG TAT TAC TGT CAT CAG
CDR3
S 8§ 8 L P Y T F G Q G T K L E 1 K
271 AGT AGT AGT TTA CCG TAC ACT ITT GGC CAG GGG ACC AAG CTG GAG ATC AAA

FIGURE 3C



Anti-CD22 23C6 VH

V segment: 1-69
D segment: 2-15
J segment : JH6D

55

109

163

217

271

325

378

Q \4 Q L v Q
CAG GTC CAG CTG GTG CAG

X v S [ K A
ARG GTC TCC TGC AAG GCT

v R Q A p G
GTG CGA CAG GCC CCT GGA

F G T A N Y
TTT GGT ACA GCA AAC TAC

D E s T S T
GAC GAA TCC ACG AGC ACA

T A \'4 Y Y c
ACG GCC GTG TAT TAC TGT

H Y Y Y Y G
CAC TAC TAC TAC TAC GGT

TCC TCA
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s G A E VvV K K T G s S v
TCT GGG GCT GAG GTG ARA AAG ACT GGG TCC TCG GTG

CDR 1

N R bt ot ot e e et 0 s ot 2t S

S G G T F S s Y G I N W
TCT GGA GGC ACC TTC AGC AGC TAT GGT ATC AAC TGG

Q G L E W M G E I I P I
CAA GGG CTT GAA TGG ATG GGA GAG ATC ATC CCT ATC

A Q K F Q G R v T I T 2a
GCA CAG AAG TTC CAG GGC AGA GTC ACG ATT ACC GCG

v Y M E L s S L R »a E D
GTC TAC ATG GAG CTG AGC AGC CTG AGA GCT GAG GAC

A R D Q G v v v \ A A T
GCG AGA GAT CAG GGT GTA GTG GTG GTA GCT GCA ACC

M D V W 6 0 6 T T vV T Vv
ATG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC

FIGURE 4A
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Anti-CD22 23C6 VK1

V segment: L6
J segment: JK1

E I v L T Q s P A T L S L s P G E R
1 GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG TCT CCA GGG GAA AGA

D s i e e Ot o . . S ot P ot 9 0 . 8 ek 0 8

A T L S ¢ R A S Q S \4 S s Y L A W Y
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC TAC TTA GCC TGG TAC

ot a0 oy 0 st s e e o 0 B

Q Q X P G Q A P R L L I Y D A S N R
108 CRR CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GAT GCA TCC AAC AGG

o s s g e e

A T G I P A R F s G s G 8 G T D F T
163 GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC ACT

L T I s S L E P E D F AV Y v Cc Q Q
217 CTC ACC ATC AGC AGC CTA GAG CCT GAA GAT TTT GCA GTT TAT TAC TGT CAG CAG

R s N ) P w T F G 0@ G T K Vv E I K
271 CGT AGC AAC TGG CCG TGG ACG TTC GGC CAA GGG ACC AAG GTG GAA ATC AAA

FIGURE 4B



Anti-CD22 23C6 VK2

V segment:

J

1=

55

109

183

271

segment :

B I v

11/44

Le
JK1

L T

Q S P A T L S L

GRA ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG

A T L
GCC ACC CTC

Q Q K
CAA CAG ARA

A T G
GCC ACT GGC

L T I
CTC ACC ATC

R 8 N
CGT AGC AAC

S [of
TCC TGC

P G
CCT GGC

I P
ATC CCA

S S
AGC AGC

W P
TGG CCT

R A 5 Q S v S N
AGG GCC AGT CAG AGT GTT AGC AAC

Q A P R L L I Y
CAG GCT CCC AGG CTC CTC ATC TAT

A R F S G S G S
GCC AGG TTC AGT GGC AGT GGG TCT

L E P E D F A v
CTA GAG CCT GAA GAT TTT GCA GTT

P T F G Q ¢ T X
CCG ACG TTC GGC CAA GGG ACC AAG

FIGURE 4C

S P G E R
TCT CCA GGG GAA AGA

F L A W Y
TTC TTA GCC TGG TAC

D A 8 N R
GAT GCA TCC AAC AGG

G T D F T
GGG ACA GAC TTC ACT

CDR 3

Y Y c Q Q
TAT TAC TGT CAG CAG

vV E I X
GTG GRA ATC AAA
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ax g

THaD

£yao

2RV

Y9

HINDI A

£

HA EV6T
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Anti-CD22 18A3 N57Q VH (CD22.2)

V segment:
D segment:
J segment:

4-34 germline
Cb22.2 VH

4-34 germline
CD22.2 VH

4-34 germline
CD22.2 VH

4-~34 germline
CD22.2 VH

4-34 germline
CD22.2 VH

4-34 germline
CD22.2 VH

JH4b germline
CD22.2 VH

4-34
3-89

_CDR2
IGEINEHS

FIGURE

6C

D
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H O
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FIGURE 11

BCR Assay Ramos Celis
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Anti-CD22 4G6 VH

V segment:
D segment:
J segment:

Q v
1 CAG GTC

K v
55 AAG GTC

v R
109 GTG CGA

L G
163 CTT GGT

D K
217 GAC AAA

T A
271 ACG GCC

F D
325 TTT GAC

1-69
7-27
JH4b

e L Vv Q
CAG TTG GTG CAG

S Cc X P
TCC TGC AAG CCT

Q A P G

30/44

s G 2a E V

K K P G s s v

TCT GGG GCT GAG GTG ARG AAG CCT GGG TCC TCG GTG

S G D T F

- e ot o o0 S e o e o e

s N Y a I S W

TCT GGA GAC ACC TTC AGC AAC TAT GCT ATC AGC TGG

Q G L E W

M G R I I 4 I

CAG GCC CCT GGA CAA GGG CTT GAG TGG ATG GGA AGG ATC ATC CCT ATC

M A I Y
ATG GCT ATC TAC

S T N T
TCC ACG AAC ACA

\% Y Y C
GTG TAT TAC TGT

Y W G Q
TAC TGG GGC CAG

A P K F Q

G R Vv 7T I T A

GCA CCG AAG TTC CAG GGC AGA GTT ACG ATT ACC GCG

A F M D L

T S L Y F E D

GCC TTC ATG GAT CTT ACC AGC CTG TAT TTT GAG GAC

A R A P T

Y W G S K D Y

GCG AGA GCC CCA ACT TAC TGG GGA TCG AAG GAC TAC

G T L v T

v S S

GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 17A
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Anti-CD22 4G6 VK1

V segment: Li8
J segment: JK2

A I Q L T Q 8 P S S L s A 8 v G
1 GCC ATC CAG TTG ACC CAG TCT CCA TCC TCC CTG TCT GCA TCT GTA GGA

CDR1

S ot 0t ) e o et e B st s . G Pk P o B8 Nt i Pt Pt o . 0 o

v T I T C R A S Q D I S S G L A
55 GTC ACC ATC ACT TGC CGG GCA AGT CAG GAC ATT AGC AGT GGT TTA GCC

D R
GAC AGA

W Y
TGG TAT

o e ot i S et B B S o

Q Q K P G T A P K L L I Y D A 8
109 CAG CAG AAA CCA GGG ACA GCT CCT AAG CTC CTG ATC TAT GAT GCC TCC

imw}

E S G VvV P 8 R F s G s G S G T D
163 GAA AGT GGG GTC CCA TCA AGG TTC AGC GGC AGT GGA TCT GGG ACA GAT

L T I S S L Q P D D F A T Y Y c
217 CTC ACC ATC AGC AGC CTG CAG CCT GAC GAT TTT GCA ACT TAT TAC TGT

F N S F P Y T F G Q G T K L E I
271 TTT AAT AGT TTC CCG TAC ACT TIT GGC CAG GGG ACC AAG CTG GAG ATC

~'*'x FIGURE 17B

S L
AGT TTG

F T
TTC ACT

CDR3

—— v mv v~

Q Q
CAA CAG

AAA



Anti-CD22 4G6 VK2
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A27
JK4
Q § P 6 T L S L 8
CAG TCT CCA GGC ACC CTG TCT TTG TCT
CDR1
R A S Q 8 Vv s 8 s

AGG GCC AGT CAG AGT GTT AGC AGC AGC

T

G Q A P R L L Y
GGC CAG GCT CCC AGG CTC CTC ATC TAT

P D R F 8 G S G s
CCA GAC AGG TTC AGT GGC AGT GGG TCT

R L E P E D F A Vv
AGA CTG GAG CCT GAA GAT TTT GCA GTG

p T F 66 @ 6 T K vV
CCC ACT TTC GGC GGA GGG ACC AAG GTG

V segment:
J segment:
E I v L T
1 GAR ATT GTG TTG ACG
A T L S§ C
55 GCC ACC CIC TCC TGC
”) Y 0 o K P
R 108 TAC CAG CAG AAA CCT
CDR2
R A T G I
163 AGG GCC ACT GGC ATC
T L T I 8§
217 ACT CTC ACC ATC AGC
CDR3
Q Y 6 s s
271 CAG TAT GGT AGC TCA

FIGURE 17C

P G E R
CCA GGG GAA AGA

Y L A W

TAC TTA GCC TGG
CDR2

G A S S

GGT GCA TCC AGC

G T D F

GGG ACA GAC TTC
CDR3

Y Y c Q

TAT TAC TGT CAG

E I K
GAG ATC AAA
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Anti-CD22 21F6 VH1

V segment: 4-34
D segment: 3-9
J segment: JH4b

Q A Q L Q Q W G A G L L K P S E T L
1 CAG GTIG CAG CTA CAG CAG TGG GGC GCA GGA CTG TTG AAG CCT TCG GAG ACC CTG

S L T c A Vv Y G G S F s G H Y w S W
55 TCC CTC ACC TGC GCT GTC TAT GGT GGG TCC TTC AGT GGT CAC TAC TGG AGC TGG

I R Q S P G K G L E W I G E T D H s
109 ATC CGC CAG TCC CCA GGG ARG GGG CTG GAG TGG ATT GGG GAA ACC GAT CAT AGT

G s T N Y N P s L K S R Vv T I S I D
163 GGA AGC ACC AAC TAC AAT CCG TCC CTIC AAG AGT CGA GTC ACC ATA TCRA ATA GAC

T S K N Q F S L K L S 8 \% T A A D T
217 ACG TCC AAG ART CAG TTC TCC CTG AAG CTG AGC TCT GTG ACC GCC GCG GAC ACG

-t st ot Tt b it O Ot o ot et e e . o e 0 ot St ot 0 P 0 0 e 0 gt o o

A \Y Y Y c A R T Y Y D I L T D Y Y P
271 GCT GTG TAT TAC TGT GCG AGG ACG TAT TAC GAT ATT TTG ACT GAT TAT TAC CCC

F D S W G Q G T L \4 T v S S
325 TTT GAC TCC TGG GGC CAG GGA ACC CIG GTC ACC GTC TCC TCA

FIGURE 18a
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Anti-CD22 21F6 VH2

V segment: 4-34
D segment: 3-8
J segment: JH4b

Q v Q L Q Q W G A G L L K P S E T L
1 CAG GTG CAG CTA CAG CAG TGG GGC GCA GGA CTG TTG AAG CCT TCG GAG ACC CTG

e et 2 o o o o e

s L T ¢ A VvV Y G G s F 8 G H Y Ww s W
55 TCC CTC ACC TGC GCT GTC TAT GGT GGG TCC TTC AGT GGT CAC TAC TGG AGC TGG

I R Q S P G K G L E W I G E I D H s
109 ATC CGC CAG TCC CCA GGG AAG GGA CTG GAG TGG ATT GGG GAA ATC GAT CAT AGT

G 8 T N Y N P S L X 8 R VvV T I S v D
163 GGA AGC ACC AAC TAC AAT CCG TCC CTC AAG AGT CGA GTC ACC ATA TCA GTA GAC

T S X N Q F S L K L s 8 v T A A D T
217 ACG TCC AAG AAC CAG TTC TCC CTG AAG CTG AGC TCT GTG ACC GCC GCG GAC ACG

CDR3

A M Y Y C A R T Y v D I L T D Y Y P
271 GCT ATG TAT TAC TGT GCG AGG ACG TAT TAC GAT ATT TTG ACT GAT TAT TAC CCC

F D S W G Q G T L \4 T Vv 8 S
325 TTT GAC TCC TGG GGC CAG GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 18B
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Anti-CD22 21F6 VK

V segment: L6
J segment: JK4

E I v L T @ s P A T L s L
1 GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC CIG TCT TTG

et o ot g o 0 S0 ot s Ot ot o P ot P Pt P o

A T L S C R A S Q S \4 s G
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC GGC

Q Q K P G Q A P R L L I Y
109 CAA CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT

A T G I L VvV R F 8 G S G S
163 GCC ACT GGC ATC CTA GTC AGG TTC AGT GGC AGT GGG TCT

L T I S S L E P E D F a v
217 CTC ACC ATC AGC AGC CTA GAG CCT GAA GAT TTT GCA GTT

R S N W P I T F G G G T X
271 CGT AGC AAC TGG CCC ATC ACT TTC GGC GGA GGG ACC AAG

-FIGURE 18C

s P G E R
TCT CCA GGG GAA AGA

Y L A W Y
TAC TTA GCC TGG TAC

CDR2

0 e 2t s 0t I b e g

D VvV s Y R
GAT GTA TCC TAC AGG

G T D F T
GGG ACA GAC TTC ACT

Yy Y ¢ Q Q
TAT TAC TGT CAG CAG

vV E I K
GTG GAG ATC AAA
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Anti-~-CD22 4G6 VK2

V segment:
J segment:

A27
4G6

A27
4G6

A27
4G6

AZ7
466

A27
4G6

A27

4G6

germline
VK2

germline
VK2

germline
VK2

germline
VK2

germline
VK2

germline
germline
VK2

A27
JK4
EIVLTQSPGTLSLSPGE
CDR1

CDR3

FIGURE 19C
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Anti-CD22 21F6 VH1

LOOWGAGLLKPSETL
_CDRI
CAVYGGSFSGYYWSHW
.......... H - - - -
_CDR2
PPGKGLEWIGEINEHS
e TD - -

FIGURE 20Aa



Anti-CD22 21F6 VH2

4-34
21F6

4-34
21F¢

4-34
21Fé6

4-34
21F6

4-34
21F6

4-34
21F6

JH4b
21F6

germline
VH2

germline
VH2

germline
VH2

germline
VH2

germline
VH2

germline
VH2

germline
VH2

40/44

LOQWGAGLLKPSETL

H

FIGURE 20B



41/44

B - - = - - o .

I

002 HINDIL

88AS50SVYYDSTLYIEDG S

4ol

- - TaA 9412

sutTwIshb Py

d M surTwrel g7

- TIA 94TZ
D s PuTTULIes 97

- TIA 9417

TR sutTwIeb g7

- TIA 941Z

I 4 puriuaeb g7

AN SATZ Z2ZAD-Tauy



42/44

(lw/Bn uonesyussuos) Boy
A I 0 L~ ¢ ¢- -

gﬁo
=009

~0001

~009L

~0002

~~

uesuw 09g)



e

35000~
300004
25000

o o=

43/44

Figure 22

CHO-CD22 cells
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