
APPENDIX - SEQUENCE LISTINGS  

SEQ ID NO:1 (Native mature OgLuc) 
FTLADFVGDWQQTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLKADIHVIIPYEGLSGFQMGLIEM 
IFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGSLL 
FRVTINGVTGWRLCENILA 

SEQ ID NO:2 (OgLuc nt sequence) Synthetic wt nucleotide seq 
atggtgtttaccttggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaaca 
aggaggattgtctagtctgttccaagccctgggagtgtcagtcaccccaatccagaaagttgtgctgtctggggaga 
atgggttaaaagctgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgattgaaatg 
atcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgttattgacgg 
tgtgacaccaaacatgattgactactttggacgcccttaccctggaattgctgtgtttgacggcaagcagatcacag 
ttactggaactctgtggaacggcaacaagatctatgatgagcgcctgatcaacccagatggttcactcctcttccgc 
gttactatcaatggagtcaccggatggcgcctttgcgagaacattcttgcc 

SEQ ID NO: 3 (1PMP) 
SNKFLGTWKLVSSENFDEYMKALGVGLATRKLGNLAKPRVIISKKGDIITIRTESPFKNTEISFKLGQEFEETTA 
DNRKTKSTVTLARGSLNQVQKWNGNETTIKRKLVDGKMVVECKMKDVVCTRIYEKV 

SEQ ID NO:4 (1CRB) 
PVDFNGYWKMLSNENFEEYLRALDVNVALRKIANLLKPDKEIVQDGDHMIIRTLSTFRNYIMDFQVGKEFEEDLT 
GI DDRKCMTTVSWDGDKLQCVQKGEKEGRGWTQWIEGDELHLEMRAEGVTCKQVFKKVH 

SEQ ID NO:5 (1VYF) 
GSMSSFLGKWKLSESHNFDAVMSKLGVSWATRQIGNTVTPTVTFTMDGDKMTMLTESTFKNLSCTFKFGEEFDEK 
TSDGRNVKSVVEKNSESKLTQTQVDPKNTTVIVREVDGDTMKTTVTVGDVTAIRNYKRLS 

SEQ ID NO:6 (1VYF) 
GSMSSFLGKWKLSESHNFDAVMSKLGVSWATRQIGNTVTPTVTFTMDGDKMTMLTESTFKNLSCTFKFGEEFDEK 
TSDGRNVKSVVEKNSESKLTQTQVDPKNTTVIVREVDGDTMKTTVTVGDVTAIRNYKRLs 

SEQ ID NO:7 (OgLuc with residues 1-2 and 168-169 omitted) 
LADFVGDWQQTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLkadihviIPYEGLSGFQMglIEMIF 
KVvypvddhhfkiilhygtividGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLInPDGSLLFR 
VTINGVTGWRLCENI 

SEQ ID NO:8 (1PMP) 
SNKFLGTWKLVSSENFDEYMKALGVGLATRKLGNLAKPRVIISKKGDIITIRTESPFKNTEISFKLGQEFEETTA 
DNRKTKSTVTLARGSLNQVQKWNGNETTIKRKLVDGKMVVECKMKDVVCTRIYEKV 

SEQ ID NO:9 (1CRB) 
PVDFNGYWKMLSNENFEEYLRALDVNVALRKIANLLKPDKEIVQDGDHMIIRTLSTFRNYIMDFQVGKEFEEDLT 
GI DDRKCMTTVSWDGDKLQCVQKGEKEGRGWTQWIEGDELHLEMRAEGVTCKQVFKKVH 

SEQ ID NO: 10 (Native protein seq (with signal sequence)) 
MAYSTLFIIALTAVVTQASSTQKSNLTFTLADFVGDWQQTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSG 
ENGLKADIHVIIPYEGLSGFQMGLIEMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGK 
QITVTGTLWNGNKIYDERLINPDGSLLFRVTINGVTGWRLCENILA 

SEQ ID NO: 11 (1PMP;): 
SNKFLGTWKLVSSENFDEYMKALGVGLATRKLGNLAKPRVIISKKGDIITIRTESPFKNTEISFKLGQEFEETTA 
DNRKTKSTVTLARGSLNQVQKWNGNETTIKRKLVDGKMVVECKMKDVVCTRIYEKV 

SEQ ID NO: 12 (True wt nucleotide seq (with signal peptide)) 
atggcgtactccactctgttcataattgcattgaccgccgttgtcactcaagcttcctcaactcaaaaatctaac 
ctaacttttacgttggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaagccctgggagtgtcagtcacgcccatacagaaagttgtactgtctggg 
gagaatgggttaaaagctgatattcatgtcataataccttacgagggactcagtggttttcaaatgggtctaatt 
gaaatgatcttcaaagttgtttaccccgtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtaacacccaacatgattgactactttggaagaccttaccctggaattgctgtatttgacggcaag 

1/3 



cagatcacagttactggaactctgtggaacggcaacaagatctatgatgagaggctaatcaaccctgatggttca 
ctcctcttcagagttactatcaatggagtcacgggatggaggctttgcgagaacattcttgcc 

SEQ ID NO: 13 (Synthetic wt protein seq ) 
MVFTLADFVGDWQQTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLKADIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGS 
LLFRVTINGVTGWRLCENILA 

SEQ ID NO: 14 (N166R nucleotide seq) 
atggtgtttaccttggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaagccctgggagtgtcagtcaccccaatccagaaagttgtgctgtctggg 
gagaatgggttaaaagctgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtgacaccaaacatgattgactactttggacgcccttaccctggaattgctgtgtttgacggcaag 
cagatcacagttactggaactctgtggaacggcaacaagatctatgatgagcgcctgatcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagcgtattcttgcc 

SEQ ID NO: 15 (N166R protein seq) 
MVFTLADFVGDWQQTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLKADIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGS 
LLFRVTINGVTGWRLCERILA 

SEQ ID NO: 16 (C1+A4E nucleotide seq) 
atggtgtttacattggaggatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgtgctgtctggg 
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtgacaccaaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag 
aagatcacagttactggaactctgtggaacggcaacaagatcattgatgagcgcctgatcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagcgtattcttgcc 

SEQ ID NO: 23 (C1+A4E protein seq) 
MVFTLEDFVGDWRQTAGYNQDQVLEQGGLSSLFQKLGVSVTPIQKIVLSGENGLKFDIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYEGIAVFDGKKITVTGTLWNGNKIIDERLINPDGS 
LLFRVTINGVTGWRLCERILA 

SEQ ID NO: 24 (C1 nucleotide seq) 
atggtgtttacattggcagatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgtgctgtctggg 
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtgacaccaaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag 
aagatcacagttactggaactctgtggaacggcaacaagatcattgatgagcgcctgatcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagcgtattcttgcc 

SEQ ID NO: 25 (C1 protein seq) 
MVFTLADFVGDWRQTAGYNQDQVLEQGGLSSLFQKLGVSVTPIQKIVLSGENGLKFDIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYEGIAVFDGKKITVTGTLWNGNKIIDERLINPDGS 
LLFRVTINGVTGWRLCERILA 

SEQ ID NO: 26 (C1+C2 nucleotide seq) 
atggtgtttacattggcagatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgagctgtctggg 
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtgacacttaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag 
aagatcacagttactggaactctgtggaacggcaagaagatcattgaggagcgcctgatcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagcgtgttcttgcc 
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SEQ ID NO: 27 (C1+C2 protein seq) 
MVFTLADFVGDWRQTAGYNQDQVLEQGGLSSLFQKLGVSVTPIQKIELSGENGLKFDIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTLNMIDYFGRPYEGIAVFDGKKITVTGTLWNGKKIIEERLINPDGS 
LLFRVTINGVTGWRLCERVLA 

SEQ ID NO: 28 (C1+C2+A4E nucleotide seq) 
atggtgtttacattggaggatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgagctgtctggg 
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtgacacttaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag 
aagatcacagttactggaactctgtggaacggcaagaagatcattgaggagcgcctgatcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagcgtgttcttgcc 

SEQ ID NO: 29 (C1+C2+A4E protein seq) 
MVFTLEDFVGDWRQTAGYNQDQVLEQGGLSSLFQKLGVSVTPIQKIELSGENGLKFDIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTLNMIDYFGRPYEGIAVFDGKKITVTGTLWNGKKIIEERLINPDGS 
LLFRVTINGVTGWRLCERVLA 

SEQ ID NO: 30 (C1+C3+A4E nucleotide seq) 
atggtgtttacattggaggatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgcctagtctgttccaaaagatgggagtgtcagtcaccccaatccagaaaattgtgctgtctggg 
gagaatgtgttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
gttgacggtgtgacaccaaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag 
aagatcacagttactggaactctgtggaacggcaacaagatcattgatgagcgcctgctcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagcgtattcttgcc 

SEQ ID NO: 31 (C1+C3+A4E protein seq) 
MVFTLEDFVGDWRQTAGYNQDQVLEQGGLPSLFQKMGVSVTPIQKIVLSGENVLKFDIHVIIPYEGLSGFQMGLI 
EMIFKVVYPVDDHHFKIILHYGTLVVDGVTPNMIDYFGRPYEGIAVFDGKKITVTGTLWNGNKIIDERLLNPDGS 
LLFRVTINGVTGWRLCERVLA 

SEQ ID NO: 32 (T2T nt sequence) 
atggtgtttacattggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaa 
caaggaggattgtctagtctgttccaagccctgggagtgtcagtcaccccaatccagaaagttgtgctgtctggg 
gagaatgggttaaaagctgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt 
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgtt 
attgacggtgtgacaccaaacatgattgactactttggacgcccttaccctggaattgctgtgtttgacggcaag 
cagatcacagttactggaactctgtggaacggcaacaagatctatgatgagcgcctgatcaacccagatggttca 
ctcctcttccgcgttactatcaatggagtcaccggatggcgcctttgcgagaacattcttgcc 
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