APPENDIX — SEQUENCE LISTINGS

SEQ ID NO:1 (Native mature OgLuc)
FTLADFVGDWQQTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLKADIHVIIPYEGLSGFOMGLIEM
IFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGSLL
FRVTINGVTGWRLCENILA

SEQ ID NO:2 (Ogluc nt sequence) Synthetic wt nucleotide seq
atggtgtttaccttggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaaca
aggaggattgtctagtctgttccaagececctgggagtgtcagtcaccccaatccagaaagttgtgetgtectggggaga
atgggttaaaagctgatattcatgtcatcatcceccttacgagggactcagtggttttcaaatgggtctgattgaaatyg
atcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactcgttattgacgg
tgtgacaccaaacatgattgactactttggacgcccttaccctggaattgectgtgtttgacggcaagcagatcacag
ttactggaactctgtggaacggcaacaagatctatgatgagcgcctgatcaacccagatggttcactcecctecttecge
gttactatcaatggagtcaccggatggcgcctttgcgagaacattcttgece

SEQ ID NO: 3 (1PMP)
SNKFLGTWKLVSSENFDEYMKALGVGLATRKLGNLAKPRVIISKKGDIITIRTESPFKNTEISFKLGQEFEETTA
DNRKTKSTVTLARGSLNQVQKWNGNETTIKRKLVDGKMVVECKMKDVVCTRIYEKYV

SEQ ID NO:4 (1CRB)
PVDFNGYWKMLSNENFEEYLRALDVNVALRKIANLLKPDKEIVQDGDHMI IRTLSTFRNY IMDFQVGKEFEEDLT
GIDDRKCMTTVSWDGDKLOCVQKGEKEGRGWTQWIEGDELHLEMRAEGVTCKQVEFKKVH

SEQ ID NO:5 (1VYF)
GSMSSFLGKWKLSESHNFDAVMSKLGVSWATRQIGNTVTPTVTFTMDGDKMTMLTESTFKNLSCTFKFGEEFDEK
TSDGRNVKSVVEKNSESKLTQTQVDPKNTTVIVREVDGDTMKTTVTVGDVTAIRNYKRLS

SEQ ID NO:6 (1VYF)
GSMSSFLGKWKLSESHNFDAVMSKLGVSWATRQIGNTVTPTVTFTMDGDKMTMLTESTFKNLSCTFKFGEEFDEK
TSDGRNVKSVVEKNSESKLTQTQVDPKNTTVIVREVDGDTMKTTVTVGDVTAIRNYKRLS

SEQ ID NO:7 (OgLuc with residues 1-2 and 168-169 omitted)
LADFVGDWQOTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLkadihviIPYEGLSGFOMglIEMIF
KVvvypvddhhfkiilhygtlvidGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGSLLFR
VTINGVTGWRLCENI

SEQ ID NO:8 (1PMP)
SNKFLGTWKLVSSENFDEYMKALGVGLATRKLGNLAKPRVIISKKGDIITIRTESPFKNTEISFKLGQEFEETTA
DNRKTKSTVTLARGSLNQVQKWNGNETTIKRKLVDGKMVVECKMKDVVCTRIYEKYV

SEQ ID NO:9 (1CRB)
PVDFNGYWKMLSNENFEEYLRALDVNVALRKIANLLKPDKEIVQDGDHMI IRTLSTFRNY IMDFQVGKEFEEDLT
GIDDRKCMTTVSWDGDKLOCVQKGEKEGRGWTQWIEGDELHLEMRAEGVTCKQVEFKKVH

SEQ ID NO: 10 (Native protein seq (with signal sequence))
MAYSTLFIIALTAVVTQASSTOKSNLTFTLADEFVGDWQOTAGYNOQDOVLEQGGLSSLFQALGVSVTPIQKVVLSG
ENGLKADIHVIIPYEGLSGFOMGLIEMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVEDGK
QITVTGTLWNGNKIYDERLINPDGSLLFRVTINGVTGWRLCENILA

SEQ ID NO: 11 (1PMP;):
SNKFLGTWKLVSSENFDEYMKALGVGLATRKLGNLAKPRVIISKKGDIITIRTESPFKNTEISFKLGQEFEETTA
DNRKTKSTVTLARGSLNQVOKWNGNETT IKRKLVDGKMVVECKMKDVVCTRIYEKV

SEQ ID NO: 12 (True wt nucleotide seq (with signal peptide))

atggcgtactccactctgttcataattgcattgaccgeccgttgtcactcaagcttecctcaactcaaaaatctaac
ctaacttttacgttggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaagccctgggagtgtcagtcacgecccatacagaaagttgtactgtectggg
gagaatgggttaaaagctgatattcatgtcataataccttacgagggactcagtggttttcaaatgggtctaatt
gaaatgatcttcaaagttgtttaccccgtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtaacacccaacatgattgactactttggaagaccttaccctggaattgctgtatttgacggcaag
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cagatcacagttactggaactctgtggaacggcaacaagatctatgatgagaggctaatcaaccctgatggttca
ctcctcttcagagttactatcaatggagtcacgggatggaggctttgcgagaacattcttgece

SEQ ID NO: 13 (Synthetic wt protein seq )
MVFTLADFVGDWQQOTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLKADIHVIIPYEGLSGFQMGLI
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGS
LLFRVTINGVTGWRLCENILA

SEQ ID NO: 14 (N166R nucleotide seq)
atggtgtttaccttggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaagccctgggagtgtcagtcaccccaatccagaaagttgtgetgtetggg
gagaatgggttaaaagctgatattcatgtcatcatcceccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtgacaccaaacatgattgactactttggacgcccttaccctggaattgectgtgtttgacggcaag
cagatcacagttactggaactctgtggaacggcaacaagatctatgatgagcgcctgatcaacccagatggttca
ctcctcectteccgegttactatcaatggagtcaccggatggecgectttgecgagecgtattecttgece

SEQ ID NO: 15 (N166R protein seq)
MVFTLADFVGDWQQOTAGYNQDQVLEQGGLSSLFQALGVSVTPIQKVVLSGENGLKADIHVIIPYEGLSGFQMGLI
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYPGIAVFDGKQITVTGTLWNGNKIYDERLINPDGS
LLFRVTINGVTGWRLCERILA

SEQ ID NO: 16 (Cl+A4E nucleotide seq)
atggtgtttacattggaggatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgtgetgtectggg
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtgacaccaaacatgattgactactttggacgcccttacgagggaattgectgtgtttgacggcaag
aagatcacagttactggaactctgtggaacggcaacaagatcattgatgagcgcctgatcaacccagatggttca
ctcctcectteccgegttactatcaatggagtcaccggatggecgectttgecgagecgtattecttgece

SEQ ID NO: 23 (Cl+A4E protein seq)
MVEFTLEDEFVGDWROTAGYNQDQVLEQGGLSSLEFQKLGVSVTPIQKIVLSGENGLKFDIHVIIPYEGLSGFOMGLT
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYEGIAVFDGKKITVTGTLWNGNKIIDERLINPDGS
LLFRVTINGVTGWRLCERILA

SEQ ID NO: 24 (Cl nucleotide seq)
atggtgtttacattggcagatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgtgetgtectggg
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtgacaccaaacatgattgactactttggacgcccttacgagggaattgectgtgtttgacggcaag
aagatcacagttactggaactctgtggaacggcaacaagatcattgatgagcgcctgatcaacccagatggttca
ctcctcectteccgegttactatcaatggagtcaccggatggecgectttgecgagecgtattecttgece

SEQ ID NO: 25 (Cl protein seq)
MVFTLADEVGDWRQTAGYNQDQVLEQGGLSSLFQKLGVSVTPIQKIVLSGENGLKFDIHVIIPYEGLSGFQMGLI
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTPNMIDYFGRPYEGIAVFDGKKITVTIGTLWNGNKIIDERLINPDGS
LLFRVTINGVITGWRLCERILA

SEQ ID NO: 26 (Cl+C2 nucleotide seq)
atggtgtttacattggcagatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgagectgtectggg
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtgacacttaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag
aagatcacagttactggaactctgtggaacggcaagaagatcattgaggagcgcctgatcaacccagatggttca
ctcctctteccgegttactatcaatggagtcaccggatggecgectttgecgagecgtgttecttgece
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SEQ ID NO: 27 (Cl+C2 protein seq)
MVEFTLADEFVGDWROTAGYNQDQVLEQGGLSSLEFQKLGVSVTPIQKIELSGENGLKFDIHVIIPYEGLSGFOMGLT
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTLNMIDYFGRPYEGIAVFDGKKITVTGTLWNGKKIIEERLINPDGS
LLFRVTINGVTGWRLCERVLA

SEQ ID NO: 28 (Cl+C2+A4E nucleotide seq)
atggtgtttacattggaggatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaaaagctgggagtgtcagtcaccccaatccagaaaattgagectgtectggg
gagaatgggttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtgacacttaacatgattgactactttggacgcccttacgagggaattgctgtgtttgacggcaag
aagatcacagttactggaactctgtggaacggcaagaagatcattgaggagcgcctgatcaacccagatggttca
ctcctctteccgegttactatcaatggagtcaccggatggecgectttgecgagecgtgttecttgece

SEQ ID NO: 29 (Cl+C2+A4E protein seq)
MVEFTLEDEFVGDWROTAGYNQDQVLEQGGLSSLEFQKLGVSVTPIQKIELSGENGLKFDIHVIIPYEGLSGFOMGLT
EMIFKVVYPVDDHHFKIILHYGTLVIDGVTLNMIDYFGRPYEGIAVFDGKKITVTGTLWNGKKIIEERLINPDGS
LLFRVTINGVTGWRLCERVLA

SEQ ID NO: 30 (Cl+C3+A4E nucleotide seq)
atggtgtttacattggaggatttcgttggagactggcggcagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgcctagtctgttccaaaagatgggagtgtcagtcaccccaatccagaaaattgtgectgtectggg
gagaatgtgttaaaatttgatattcatgtcatcatcccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
gttgacggtgtgacaccaaacatgattgactactttggacgcceccttacgagggaattgectgtgtttgacggcaag
aagatcacagttactggaactctgtggaacggcaacaagatcattgatgagcgcctgctcaacccagatggttca
ctcctcectteccgegttactatcaatggagtcaccggatggecgectttgecgagecgtattecttgece

SEQ ID NO: 31 (Cl+C3+A4E protein seq)
MVEFTLEDEFVGDWROTAGYNQDQVLEQGGLPSLFQKMGVSVTPIQKIVLSGENVLKFDIHVIIPYEGLSGFOMGLT
EMIFKVVYPVDDHHFKIILHYGTLVVDGVTPNMIDYFGRPYEGIAVFDGKKITVTGTLWNGNKIIDERLLNPDGS
LLFRVTINGVTGWRLCERILA

SEQ ID NO: 32 (T2T nt sequence)
atggtgtttacattggcagatttcgttggagactggcaacagacagctggatacaaccaagatcaagtgttagaa
caaggaggattgtctagtctgttccaagccctgggagtgtcagtcaccccaatccagaaagttgtgetgtetggg
gagaatgggttaaaagctgatattcatgtcatcatcceccttacgagggactcagtggttttcaaatgggtctgatt
gaaatgatcttcaaagttgtttacccagtggatgatcatcatttcaagattattctccattatggtacactegtt
attgacggtgtgacaccaaacatgattgactactttggacgcccttaccctggaattgectgtgtttgacggcaag
cagatcacagttactggaactctgtggaacggcaacaagatctatgatgagcgcctgatcaacccagatggttca
ctcctcectteccgegttactatcaatggagtcaccggatggecgectttgecgagaacattcttgece
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