1-SEQUENCE LISTINGS
SEQUENCE LISTING

<110> Aragon Pharmaceuticals, Inc.
Joseph, James David
Hager, Jeffrey H.
Sensintaffar, John Lee
Lu, Nhin
Qian, Jing
smith, Nicholas D.

<120> METHODS AND COMPOSITIONS FOR DETERMINING RESISTANCE TO ANDROGEN
RECEPTOR THERAPY

<130> 38937-725.601

<150> 61/676,842
<151> 2012-07-27

<150> 61/783,763
<151> 2013-03-14

<150> 61/829,123
<151> 2013-05-30

<160> 63

<170> PatentIn version 3.5

<210> 1

<211> 919

<212> PRT

<213> Homo sapiens

<400> 1

Met Glu val GIn Leu Gly Leu Gly Arg val Tyr Pro Arg Pro Pro Ser
1 5 10 15

Lys Thr Tyr 959 Gly Ala Phe GIn gsn Leu Phe GIn Ser g81 Arg Glu
5

val Ile GIn Asn Pro Gly Pro Arg His Pro Glu Ala Ala Ser Ala Ala
35 40 45

Pro Pro Gly Ala Ser Leu Leu Leu Leu GIn G1In GIn GIn GIn GIn Gln
50 55 60

Gln GIn GIn GIn Gln Gln Gin GIn GIn GIn GIn GIn GIn GIn Glu Thr
65 70 75 80

Ser Pro Arg Gin GIn GIn Gln GIn GIn Gly Glu Asp Gly Ser Pro Gln
85 90 95

Ala His Arg Arg Gly Pro Thr Gly Tyr Leu val Leu Asp Glu Glu GIn
100 105 110

GIn Pro Ser GIn Pro Gin Ser Ala Leu Glu Cys His Pro Glu Arg Gly
115 120 125

Cys val Pro Glu Pro Gly Ala Ala val Ala Ala Ser Lys Gly Leu Pro
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GIn

145

Thr

Ala

Gln

Ala

Gly

val

Pro

val

Lys

Ala

305

Glu

Leu

Glu

Leu

Ile

385

Ala

130

Gln

Leu

Asp

Gln

Arg

210

Gly

Ser

Gly

Pro

Gly

Glu

Ser

Glu

Ala

Ala

370

Lys

Ala

Leu

ser

Leu

Gln

195

Glu

Thr

vai

Glu

Pro

275

Ser

Tyr

Leu

Leu

Ala

355

Gly

Leu

Gln

Pro

Leu

Lys

180

GIn

Ala

ser

sSer

Gln

260

Ala

Leu

ser

Gly

Pro

340

Ala

Pro

Glu

Cys

Ala

Leu

165

ASp

GIn

Ser

Thr

Met

245

Leu

val

Leu

Pro

Cys

325

Ser

Tyr

Pro

Asn

Arg

Pro

150

Gly

Ile

Glu

Gly

Ile

230

Gly

Arg

Arg

Asp

Phe

310

ser

Thr

Gln

Pro

Pro

390

Tyr

135

Pro
Pro
Leu
Ala
Ala
215
Ser
Leu
Gly
Pro
Asp
295
Lys
Gly
Leu
ser
Pro
375

Leu

Gly

1-SEQUENCE LISTINGS
140

Asp Glu Asp Asp

Thr

Ser

val

200

Pro

Asp

Gly

Asp

Thr

280

ser

Gly

Ser

Ser

Arg

Pro

ASp

ASp

Phe

Glu

185

ser

Thr

Asn

val

265

Pro

Ala

Gly

Ala

Leu

345

Asp

Pro

Tyr

Leu

Pro

170

Ala

Glu

ser

Ala

Glu

250

Met

Ccys

Gly

Tyr

Ala

330

Tyr

TYyr

Pro

Gly

155

Gly

Ser

Gly

Ser

Lys

235

Ala

Tyr

Ala

Lys

Thr

315

Ala

Lys

Tyr

Pro

ser
395

Ser Ala Ala

Leu

Thr

ser

Lys

Glu

Leu

Ala

Pro

Ser

300

Lys

Gly

Ser

Asn

His

380

Ala

Ala Ser Leu
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Ser

Met

ser

205

Asp

Leu

Glu

Pro

Leu

285

Thr

Gly

Ser

Gly

Phe

365

Pro

Trp

His

Ser

Gln

190

Ser

Asn

cys

His

Leu

270

Ala

Glu

Leu

Ser

Ala

350

Pro

His

Ala

Gly

Pro

Cys

Leu

Gly

Tyr

Lys

Leu

255

Leu

Glu

Asp

Glu

Gly

Leu

Leu

Ala

Ala

Ala

ser

160

Ser

Leu

Arg

Leu

Ala

240

ser

Gly

Cys

Thr

Gly

Thr

ASp

Ala

Arg

Ala

400

Gly

)
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Ala

Trp

Gly

Gly

Gly

Thr

TYFP

sSer

His

545

Ile

Gly

Tyr

Lys

Thr

625

Glu

Gln

Phe

Ala

His

Tyr

Ala

Pro

Tyr

530

val

Cys

Ser

Leu

Asn

610

Leu

Glu

Lys

Leu

Gly

Thr

435

Gly

Gly

Thr

Pro

Ser

515

ser

Leu

Gly

Cys

Cys

595

Cys

Gly

Gly

Leu

Asn

Pro

420

Leu

Gly

Gly

Arg

ASp

500

Pro

Gly

Pro

ASp

LysS

Ala

Pro

Ala

Glu

Thr

660

val

405

Gly

Phe

Gly

Gly

Pro

485

val

Thr

Pro

Ile

Glu

565

val

Ser

Ser

Arg

Ala

645

val

Leu

Ser
Thr
Gly
Gly
4

Pro
Trp
Cys
Tyr
550
Ala
Phe
Arg

Cys

ser

Glu

Gly

Ala

Gly

GIn

Tyr

val

Gly

Tyr

Ser

Phe

ASn

Arg

615

Leu

ser

His

Ala

Ser

Glu

440

Gly

Gly

Gly

Pro

Lys

520

AsSp

Tyr

Gly

Lys

ASp

600

Leu

Lys

Thr

ITe

Ile

1-SEQUENCE LISTINGS
410

Pro Ser Ala Ala Ala

425

Glu

Gly

Glu

Leu

Met

Phe

Cys

Cys

Arg

Lys

Thr

Glu

665

Glu

Gly

Gly

Ala

Ala

490

Gly

Glu

Arg

Pro

His

570

Ala

Thr

Lys

Leu

ser

650

Gly

GIn

Gly

Gly

Gly

Met

Met

Leu

Pro

555

Tyr

Ala

Ile

Cys

Gly

Pro

Tyr

Leu
Gly
4

Ala
Gln
val
Gly
Glu
540
GlIn
Gly
Glu
Asp
Tyr
620
Asn

Thr

Glu

Pro Gly val
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Tyr

445

Gly

val

Glu

ser

Pro

525

Thr

Lys

Ala

Gly

Leu

Glu

Cys

val

Ser

430

Gly

Gly

Ala

ser

Arg

510

Trp

Ala

Thr

Leu

Ala

Lys

Glu

Gln

670

Cys

415

Ser

Pro

Gly

Pro

495

val

Met

Arg

Cys

Thr

575

Gln

Arg

Gly

Leu

Thr

655

Pro

Ala

ser

Cys

Gly

Tyr

480

Phe

Pro

Asp

Asp

Leu

560

Cys

Lys

Arg

Met

Gln

640

Thr

Ile

Gly



His

Asn

705

Ala

ITe

ser

val

val

785

Pro

Pro

AsSn

Pro

Ser

865

Leu

Glu

Pro

Asp

Glu

Leu

Gln

Phe

Phe

770

Arg

Gln

val

TYyr

Thr

850

val

Ile

Ile

Ile

<210>
<211>
<212>
<213>

675

Asn

Leu

Pro

Tyr

Thr

755

Asn

Met

Glu

Asp

Ile

835

Ser

GIn

Lys

Ile

Tyr
915

920
PRT
Homo

Asn

Gly

Gly

Ser

740

Asn

Glu

Arg

Phe

Gly

Lys

Cys

Pro

Ser

ser

900

Phe

Gln
Glu
Phe
725
Trp
val
Tyr
His
Leu
805
Leu
Glu
Ser
Ile
His
885

val

His

sapiens

Pro

710

Arg

Met

Asn

Arg

Leu

790

Cys

Lys

Leu

Arg

Ala

870

Met

Gln

Thr

ASp

GIn

Asn

Gly

Ser

Met

775

ser

Met

Asn

Asp

Arg

Arg

val

val

Gln

680

ser

Leu

Leu

Leu

Arg

760

His

Gln

Lys

Gln

840

Phe

Glu

Ser

Pro

1-SEQUENCE LISTINGS

Phe

val

His

Met

745

Met

Lys

Glu

Ala

Lys

Ile

Tyr

Leu

val

Lys
905

Ala

His

val

730

val

Leu

ser

Phe

Leu

810

Phe

Ile

Gln

His

890

Ile

Page 4

Ala

val

715

Asp

Phe

Tyr

Arg

Gly

Leu

phe

Ala

Leu

Gln

875

Phe

Leu

Leu

700

val

AsSp

Ala

Phe

Met

780

Trp

Leu

Asp

Cys

Thr

860

Phe

Pro

Ser

685

Leu

Lys

Gln

Met

Ala

765

Tyr

Leu

Phe

Glu

Lys

845

Lys

Thr

Glu

Gly

ser

Trp

Met

Gly

Pro

Ser

Gln

Ser

Leu

830

Arg

Leu

Phe

Met

Lys
910

Ser

Ala

Ala

735

Trp

Asp

Gln

Ile

Ile

815

Arg

Lys

Leu

Asp

Met

895

val

Leu

LysS

val

Arg

Leu

Cys

Thr

800

Ile

Met

Asn

Asp

Leu

880

Ala

Lys

o~

™
N



1-SEQUENCE LISTINGS
<400> 2

Met Glu val Gln Leu Gly Leu Gly Arg val Tyr Pro Arg Pro Pro Ser
1 5 10 15

Lys Thr Tyr Arg Gly Ala Phe Gln Asn Leu Phe GIn Ser val Arg Glu
20 25 30

val ITe GIn Asn Pro Gly Pro Arg His Pro Glu Ala Ala Ser Ala Ala
35 40 45

Pro Pro Gly Ala Ser Leu Leu Leu Leu GIn GIn GIn GIn GIn Gln GIn
50 55 60

GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn Gln Gln
65 70 75 80

Glu Thr ser Pro Arg Gln Gln GIn GIn GIn GIn Gly Glu Asp Gly Ser
85 90 95

Pro GIln Ala His Arg Arg Gly Pro Thr Gly Tyr Leu val Leu Asp Glu
100 105 110

Glu GIn GIn Pro Ser Gln Pro GIn Ser Ala Leu Glu Cys His Pro Glu
115 120 125

Arg Gly Cys val Pro Glu Pro Gly Ala Ala val Ala Ala Ser Lys Gly
130 135 140

Leu Pro Gln GIn Leu Pro Ala Pro Pro Asp Glu Asp Asp Ser Ala Ala
145 150 155 160

Pro Ser Thr Leu Ser Leu Leu Gly Pro Thr Phe Pro Gly Leu Ser Ser
165 170 175

Cys Ser Ala Asp Leu Lys Asp Ile Leu Ser Glu Ala Ser Thr Met Gln
180 185 190

Leu Leu GIn Gln Gln GIn GIn Glu Ala val Ser Glu Gly Ser Ser Ser
195 200 205

Gly Arg Ala Arg Glu Ala Ser Gly Ala Pro Thr Ser Ser Lys Asp Asn
210 215 220

Tyr Leu Gly Gly Thr Ser Thr Ile Ser Asp Asn Ala Lys Glu Leu Cys
225 230 235 240

Lys Ala val Ser val Ser Met Gly Leu Gly val Glu Ala Leu Glu His
245 250 255

Leu Ser Pro Gly Glu GIn Leu Arg Gly Asp Cys Met Tyr Ala Pro Leu
260 265 270
Page 5



Leu

Glu

305

Glu

Gly

Leu

Leu

A1a‘

385

Ala

Ala

ser

Pro

Gly

Tyr

Phe

Pro

Asp

Gly

Cys

290

Thr

Gly

Thr

Asp

Ala

370

Arg

Ala

Gly

Ser

Cys

Gly

Gly

Thr

Tyr

Ser
530

val

275

Lys

Ala

Glu

Leu

Glu

355

Leu

Ile

Ala

Ala

Gly

Gly

Tyr

Ala

Pro

515

Tyr

Pro

Gly

Glu

ser

Glu

340

Ala

Ala

Lys

Ala

Ala

420

His

Gly

Gly

Thr

Pro

500

ser

ser

Pro

Ser

Tyr

Leu

325

Leu

Ala

Gly

Leu

GIn

405

Gly

Thr

Gly

Gly

Arg

Asp

Pro

Gly

Ala

Leu

Ser

310

Gly

Pro

Ala

Pro

Glu

390

Cys

Pro

Leu

Gly

Gly

Pro

val

Thr

Pro

val

Leu

295

Pro

Cys

ser

TYr

Pro

375

Asn

Arg

Gly

Phe

Gly

Gly

Pro

Trp

Cys

Tyr
535

1-SEQUENCE LISTINGS

Arg Pro Thr Pro Cys Ala Pro

280

Asp

Phe

ser

Thr

GIn

360

Pro

Pro

Tyr

Ser

Thr

440

Gly

Gly

Gln

Tyr

val

520

Gly

Asp
Lys
Gly
Leu
345
ser
Pro
Leu
Gly
Gly
Ala
Gly
Gly
G]y
Pro
505

Lys

AsSp

Ser

Gly

Ser

330

Ser

Arg

Pro

Asp

Asp

410

ser

Glu

Gly

Glu

Leu

490

Gly

sSer

Ala

Leu

ASp

Pro

395

Leu

Pro

Glu

Gly

Ala

475

Ala

Gly

Glu

Gly

300

Tyr

Ala

Tyr

Tyr

Pro

380

Gly

Ala

ser

Gly

Gly

460

Gly

Gly

Met

Met

Met Arg Leu
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540

285

Lys

Thr

Ala

Lys

Tyr

365

Pro

Ser

ser

Ala

Gln

445

Gly

Ala

GIn

val

Gly

Glu

ser
Lys
Gly
Ser
350
Asn
His
Ala
Leu
Ala
430
Leu
Gly
val
Glu
Ser
510

Pro

Thr

Leu
Thr
Gly
Ser
335
Gly
Phe
Pro
Trp
His
415
Ala
Tyr
Gly
Ala
ser
495
Arg

Trp

Ala

Ala

Glu

Leu

320

Ser

Ala

Pro

His

Ala

400

Gly

ser

Gly

Gly

Pro

480

Asp

val

Met

Arg

O

P

g



Cys

Lys

Arg

Met

625

Gln

Thr

Ile

Gly

Leu

705

Lys

val

Arg

Leu

Cys

785

Thr

His

Ile

Gly

Tyr

Lys

610

Thr

Glu

Gln

Phe

His

690

Asn

Ala

Ile

Ser

val

770

val

Pro

val

Cys

Ser

Leu

595

AsSn

Leu

Glu

Lys

Leu

675

Asp

Glu

Leu

Gln

Phe

755

Phe

Arg

GIn

Leu

Gly

Cys

580

Cys

Cys

Gly

Gly

Leu

660

Asn

Asn

Leu

Pro

Tyr

740

Thr

Asn

Met

Glu

Pro

Lys

Ala

Pro

Ala

Glu

645

Thr

val

Asn

Gly

Gly

Ser

Ash

Glu

Arg

Phe
805

Ile

550

Glu

val

Ser

Ser

Arg

630

Ala

val

Leu

Gln

Glu

710

Phe

Trp

val

Tyr

His

790

Leu

Asp

Ala

Phe

Arg

Cys

Lys

ser

Ser

Glu

Pro

695

Arg

Arg

Met

Asn

Arg

Leu

Cys

1-SEQUENCE LISTINGS

Tyr Tyr Phe Pro Pro Gln

ser

Phe

Asn

600

Arg

Leu

Ser

His

Ala

680

Asp

Gln

Asn

Gly

Ser

760

Met

Ser

Met

Gly

Lys

Asp

Leu

LyS

Thr

Ile

665

Ile

ser

Leu

Leu

Leu

745

Arg

His

Gln

Lys

cys

570

Arg

Cys

Arg

Lys

Thr

650

Glu

Glu

Phe

val

His

730

Met

Met

Lys

Glu

Ala
810
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555
His

Ala

Thr

Lys

Leu

635

ser

Gly

Pro

Ala

His

715

val

val

Leu

Ser

Phe

795

Leu

Tyr

Ala

Ile

cys

620

Gly

Pro

Tyr

Gly

Ala

700

val

Asp

Phe

Tyr

Arg

Gly

Leu

Gly

Glu

ASD

605

Tyr

AsSn

Thr

Glu

val

685

Leu

val

Asp

Ala

Phe

765

Met

Trp

Leu

Lys

Ala

Lys

Glu

Leu

Glu

cys

670

val

Leu

LysS

GIn

Met

750

Ala

TYyr

Leu

Phe

Thr

Leu

575

Lys

Phe

Ala

Lys

Glu

655

GIn

Cys

ser

Trp

Met

735

Gly

Pro

sSer

Gln

Ser
815

560

Thr

GlIn

Arg

Gly

Leu

640

Thr

Pro

Ala

ser

Ala

720

Ala

Trp

Asp

Gln

Ile

800

Ile



Ile

Met

Asn

Ala

Lys

Pro

Asn

Pro

850

Ser

Leu

Glu

Pro

<210>
<211>
<212>
<213>

<400>

val

Tyr

835

Thr

val

Ile

Ile

Ile
915

369
PRT
Homo

3

Tyr Tyr Phe
1

ser

Phe

Asn

Arg

65

Leu

Ser

His

Gly

Lys

ASp

50

Leu

Lys

Thr

Ile

Cys

Arg

35

Cys

Arg

Lys

Thr

Glu
115

AsSp

820

Ile

Ser

Gln

Lys

Ile

300

Tyr

Gly

Lys

Cys

Pro

Ser

885

Ser

Phe

sapiens

Pro

His

20

Ala

Thr

Lys

Leu

ser

100

Gly

Pro

Tyr

Ala

Ile

Cys

Gly

85

Pro

Tyr

Leu

Glu

Ser

Ile

870

His

val

His

Gln

Gly

Glu

Asp

Tyr

70

Asn

Thr

Glu

Lys

Leu

855

Ala

Met

Gln

Thr

Lys

Ala

Gly

Lys

Glu

Leu

Glu

Cys

1-SEQUENCE LISTINGS

Asn GIn Lys Phe Phe Asp Glu

Asp

840

Arg

Arg

val

val

Gln
920

Thr

Leu

Lys

Phe

Ala

Lys

Glu

GlIn
120

825

Arg

Phe

Glu

sSer

Pro
905

Cys

Thr

25

Gln

Arg

Gly

Leu

Thr

105

Pro

Ile

Tyr

Leu

val

890

Lys

Leu

10

cys

Lys

Arg

Met

Gln

90

Thr

Ile

Gln

His

875

Asp

Ile

Ile

Gly

Tyr

LyS

Thr

75

Glu

Gln

Ala

Leu

860

Gln

Phe

Leu

Cys

ser

Leu

Asn

60

Leu

Glu

Lys

Ile Phe Leu
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Cys
845
Thr
Phe

Pro

ser

Gly

Cys

cys

45

Cys

Gly

Gly

Leu

Asn
125

830

Lys

Lys

Thr

Glu

Gly

ASp

Lys

Ala

Pro

Ala

Glu

Thr

110

val

Leu

Arg

Leu

Phe

Met

895

Lys

Glu

15

val

ser

Ser

Arg

Ala

95

val

Leu

Arg

Lys

Leu

ASD

880

Met

val

Ala

Phe

Arg

Cys

Ser

Glu




Ala

Asn

Gly

Ser

Met

225

ser

Met

Asn

Asp

Arg

305

Arg

val

val

Gln

Ile

130

ser

Leu

Leu

Leu

Arg

210

His

GIn

Lys

Gln

Arg

290

Phe

Glu

ser

Pro

Glu

Phe

val

His

Met

195

Met

Lys

Glu

Ala

Tyr

Leu

val

<210> 4
<211> 230
<212>

PRT

Pro

Ala

His

val

180

val

Leu

Ser

Phe

Leu

260

Phe

Ile

GlIn

His

340

Ile

Gly

Ala

val

165

Asp

Phe

TYyr

Arg

Phe

Ala

Leu

Gln

325

Phe

Leu

val

Leu

150

val

Asp

Ala

Phe

Met

230

Trp

Leu

Asp

Cys

Thr

310

Phe

Pro

Ser

1-SEQUENCE LISTINGS

val Cys Ala Gly His Asp Asn

135

Leu

Lys

Gln

Met

Ala

215

TYr

Leu

Phe

Glu

LyS

Lys

Thr

Glu

Gly

ser

Trp

Met

Gly

Pro

Ser

Gln

ser

Leu

280

Arg

Leu

Phe

Met

Lys
360

Ser

Ala

Ala

185

Trp

ASp

GlIn

Ile

Ile

265

Arg

Lys

Leu

Asp

Met

345

val

Leu

Lys

170

val

Arg

Leu

Cys

Thr

250

Ile

Met

Asn

Asp

Leu

330

Ala

Lys

Page 9

Asn

155

Ala

Ile

Ser

val

val

235

Pro

Pro

Asn

Pro

Ser

315

Leu

Glu

Pro

140

Glu

Leu

Gln

Phe

Phe

220

Arg

Gln

val

Tyr

Thr

300

val

Ile

Ile

Ile

Leu

Pro

Tyr

Thr

205

Asn

Met

Glu

Asp

Ile

285

Ser

Gln

Lys

Ile

Tyr
365

AsSNn

Gly

Gly

ser

190

Asn

Glu

Arg

Phe

Gly

Lys

Cys

Pro

Ser

ser

350

Phe

Gln

Glu

Phe

175

Trp

val

TYyr

His

Leu

255

Leu

Glu

Ser

Ile

His

335

val

His

Pro

Arg

160

Arg

Met

Asn

Arg

Leu

240

Cys

Lys

Leu

Arg

Ala

320

Met

Gln

Thr



<213>
<400>

Asp Asn
1

Glu Leu
Leu Pro
GIn Tyr

Phe Thr
65

Phe Asn
Arg Met
GIn Glu

val Asp
130

Tyr Ile
145

Thr Ser
val Gln
Ile Lys

Ile Ile
210

Ile Tyr
225

<210>
<211>
<212>
<213>

Homo

4

Asn

Gly

Gly

35

sSer

Asn

Glu

Arg

Phe

115

Gly

Lys

Cys

Pro

Ser

195

Ser

PRT
Homo

sapiens

Gln

Glu

20

Phe

Trp

val

Tyr

His

100

Leu

Leu

Glu

ser

Ile

180

His

val

His

Pro

Arg

Arg

Met

Asn

Arg

85

Leu

cys

Lys

Leu

Met

GIn

Thr

sapiens

ASp

Gln

Asn

Gly

Ser

70

Met

Ser

Met

Asn

150

Arg

Arg

val

val

GIn
230

ser

Leu

Leu

Leu

55

Arg

His

Gln

Lys

Arg

Phe

Glu

Ser

Pro
215

Phe

val

His

40

Met

Met

Lys

Glu

Ala

120

Lys

Ile

Tyr

Leu

val

200

Lys

1-SEQUENCE LISTINGS

Ala

His

25

val

val

Leu

Ser

Phe

105

Leu

Phe

Ile

Gln

His

185

Asp

Ile

Ala

10

val

AsSp

Phe

Tyr

Arg

90

Gly

Leu

Phe

Ala

Leu

170

Gln

Phe

Leu

Leu

val

Asp

Ala

Phe

75

Met

Trp

Leu

Asp

Cys

155

Thr

Phe

Pro

ser

Leu

Lys

Gln

Met

60

Ala

Tyr

Leu

Phe

Glu

140

Lys

Lys

Thr

Glu

Gly

Page 10

ser

Trp

Met

45

Gly

Pro

Ser

Gln

Ser

125

Leu

Arg

Leu

Phe

Met

205

Lys

Ser

Ala

30

Ala

Trp

Asp

GIn

Ile

110

Ile

Arg

Lys

Leu

Asp

Met

val

L.eu

15

Lys

val

Arg

Leu

Cys

95

Thr

Ile

Met

Asn

175

Leu

Ala

Lys

Asn

Ala

Ile

Ser

val

80

val

Pro

Pro

Asn

Pro

160

Ser

Leu

Glu

Pro

)



1-SEQUENCE LISTINGS
<400> 5
Met Glu val GIn Leu Gly Leu Gly Arg V81 Tyr Pro Arg Pro Pro Ser
1 1

Lys Thr Tyr égg Gly Ala Phe GIn Asn Leu Phe Gln Ser gg] Arg Glu
25

val ITe Gln Asn Pro Gly Pro Arg His Pro Glu Ala Ala Ser Ala Ala
35 40 45

Pro Pro Gly Ala Ser Leu Leu Leu Leu Gln Gln GIn GIn GIn GIn Gln
50 55 60

Gln GIn Gln GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn Glu Thr
65 70 75 80

Ser Pro Arg GIn GIn GIn GIn GIn GIn Gly Glu Asp Gly Ser Pro Gln
85 90 95

Ala His Arg Arg Gly Pro Thr Gly Tyr Leu val Leu Asp Glu Glu GIn
100 105 110

Gln Pro Ser Gin Pro GIn Ser Ala Leu Glu Cys His Pro Glu Arg Gly
115 120 125

Cys val Pro Glu Pro Gly Ala Ala val Ala Ala Ser Lys Gly Leu Pro
130 135 140

Gln GIn Leu Pro Ala Pro Pro Asp Glu Asp Asp Ser Ala Ala Pro Ser
145 150 155 160

Thr Leu Ser Leu Leu Gly Pro Thr Phe Pro Gly Leu Ser Ser Cys Ser
165 170 175

Ala Asp Leu Lys Asp Ile Leu Ser Glu Ala Ser Thr Met GIn Leu Leu
180 185 190

Gin GIn GIn GIn GIn Glu Ala val Ser Glu Gly Ser Ser Ser Gly Arg
195 200 205

Ala Arg Glu Ala Ser Gly Ala Pro Thr Ser Ser Lys Asp Asn Tyr Leu
210 215 220

Gly Gly Thr Ser Thr Ile Ser Asp Asn Ala Lys Glu Leu Cys Lys Ala
225 230 235 240

val Ser val Ser Met Gly Leu Gly val Glu Ala Leu Glu His Leu Ser
245 250 255

Pro Gly Glu GIn Leu Arg Gly Asp Cys Met Tyr Ala Pro Leu Leu Gly
page 11



val

Lys

Ala

305

Glu

Leu

Glu

Leu

Ile

Ala

Ala

Trp

Gly

Gly

Thr

Tyr

Ser

Pro

Gly

Glu

ser

Glu

Ala

Ala

370

Lys

Ala

Ala

His

Tyr

Ala

Pro

Tyr

Pro

275

Ser

TYr

Leu

Leu

Ala

355

Gly

Leu

Gln

Gly

Thr

435

Gly

Gly

Thr

Pro

ser

515

ser

260

Ala

Leu

Ser

Gly

Pro

340

Ala

Pro

Glu

Cys

Pro

420

Leu

Gly

Gly

Arg

500

Pro

Gly

val

Leu

Pro

Cys

325

Ser

Tyr

Pro

Asn

405

Gly

Phe

Gly

Gly

Pro

485

val

Thr

Pro

Arg

Asp

Phe

310

Ser

Thr

GlIn

Pro

Pro

390

Tyr

ser

Thr

Gly

Gly

Pro

Trp

Ccys

Tyr

Pro

ASp

295

Lys

Gly

Leu

ser

Pro

375

Leu

Gly

Gly

Ala

Gln

Tyr

val

Gly

1-SEQUENCE LISTINGS

265

Thr Pro Cys Ala

280

Ser

Gly

Ser

Ser

Arg

360

Pro

Asp

AsSp

ser

Glu

440

Gly

Gly

Gly

Pro

Lys

520

Asp

Ala Gly Lys

Gly

Ala

Leu

345

Asp

Pro

Tyr

Leu

Pro

425

Glu

Gly

Glu

Leu

Met

Tyr

Ala

330

Tyr

Tyr

Pro

Gly

Ala

410

Ser

Gly

Gly

Ala

Ala

490

Gly

Glu

Thr

315

Ala

Lys

Tyr

Pro

ser

395

Ser

Ala

GIn

Gly

Gly

Gly

Met

Met

Pro
ser
300
Lys
Gly
ser
Asn
His
380
Ala
Leu
Ala
Leu
Gly
Ala
GIn

val

Gly

Arg Leu Glu
Page 12

Leu
285
Thr
Gly
ser
Gly
Phe
365
Pro
Trp
His
Ala
Tyr
445
Gly
val
Glu
ser
Pro

525

Thr

270

Ala

Glu

Leu

ser

Ala

350

Pro

His

Ala

Gly

Ser

430

Gly

Gly

Ala

Ser

Arg

510

Trp

Ala

Glu

ASp

Glu

Gly

Leu

Leu

Ala

Ala

Ala

415

Ser

Pro

Gly

Pro

Met

Arg

Cys

Thr

Gly

Thr

Asp

Ala

Arg

Ala

400 .

Gly

Ser

Cys

Gly

Tyr

480

Phe

Pro

Asp

Asp



His

545

Ile

Gly

Tyr

Lys

Thr

625

Giu

Gln

Phe

His

Asn

705

Ala

Ile

Ser

val

val

785

Pro

530

val

Cys

Ser

Leu

Asn

610

Leu

Glu

Lys

Leu

ASp

Glu

Leu

Gln

Phe

Phe

770

Arg

Gln

Leu

Gly

cys

Cys

595

Cys

Gly

Gly

Leu

Asn

675

ASn

Leu

Pro

Tyr

Thr

755

AsSn

Met

Glu

Pro

ASp

Lys

Ala

Pro

Ala

Glu

Thr

660

val

Asn

Gly

Gly

Ser

740

Asn

Glu

Arg

Phe

ITe

Glu

565

val

Ser

Ser

Arg

Ala

645

val

Leu

Gln

Glu

Phe

725

Trp

val

Tyr

His

Leu

550

Ala

Phe

Arg

Cys

Lys

Ser

ser

Glu

Pro

Arg

710

Arg

Met

Asn

Arg

Leu

790

Cys

535

Tyr

ser

Phe

Asn

Arg

615

Leu

Ser

Ala

695

GlIn

Asn

Gly

Ser

Met

775

Ser

Met

1-SEQUENCE LISTINGS
540

Tyr Phe Pro Pro Gin Lys
555

Gly Cys

Lys Arg
585

Asp Cys
600

Leu Arg

Lys Lys

Thr Thr

Ile Glu

665

Ile Glu
680

Ser Phe

Leu val

Leu His

Leu Met

745

Arg Met
760
His Lys

GIn Glu

Lys Ala

His

570

Ala

Thr

Lys

Leu

Ser

650

Gly

Pro

Ala

His

val

730

val

Leu

Ser

Phe

Tyr

Ala

Ile

Cys

TYr

Gly

Ala

val

715

Asp

Phe

Tyr

Arg

Gly
795

Gly

Glu

AsSp

Tyr

Asnh

Thr

Glu

val

Leu

700

val

Asp

Ala

Phe

Met

780

Trp

Leu Leu Leu
Page 13

Ala

Gly

Leu

Glu

Cys

val

685

Leu

Lys

GlIn

Met

Ala

765

Tyr

Leu

Phe

Thr

Leu

Lys

590

Phe

Ala

Lys

Glu

Gln

670

Cys

Ser

Trp

Met

Gly

Pro

ser

Gln

Ser

cys

Thr

575

Gln

Arg

Gly

Leu

Thr

655

Pro

Ala

ser

Ala

Ala

735

Trp

ASp

Gln

Ile

Ile

Ley

560

Cys

Lys

Arg

Met

GIn

640

Thr

Gly

Leu

LyS

val

Arg

Leu

Cys

Thr
800




Pro

Asn

Pro

ser

865

Leu

Glu

Pro

val

TYyr

Thr

850

val

Ile

Ile

Ile

<210>
<211>
<212>
<213>

<400>

Asp

Ile
835

Ser

Gln

Lys

Ile

Tyr

915

6
902
PRT

Rattus norvegicus

6

Gly
820
Lys
Ccys
Pro
ser
Ser

900

Phe

?et Glu val GIn

Lys

Ala

Pro

Arg

65

Arg

Gln

Glu

Thr

Ile

Pro

50

Arg

Gly

Gln

Pro

Tyr

GlIn

35

Gly

Arg

Thr

Gln

Gly

Arg

20

Asn

Ala

GlIn

Thr

ser

100

Ala

805

Leu Lys Asnh

Glu

Ser

Ile

His

885

val

His

Leu

Arg

Ala

870

Met

Gln

Thr

Asp

Arg

Arg

val

val

Gin

Eeu Gly Leu

Gly

Pro

cys

GlIn

Gly

85

Ala

Ala

Ala

Gly

Leu

His

70

Tyr

Ser

Thr

Phe

Pro

Gln

55

Pro

Leu

Glu

Ala

Gln

Glu

ser

Pro

Gly

Gln

Arg

40

Gln

Glu

Ala

Gly

Pro
120

Lys

825

Ile

Tyr

Leu

val

Lys

Arg

Asn

His

Arg

Asp

Leu

His

105

Gly

810

1-SEQUENCE LISTINGS

Phe Phe Asp Glu

Ile

Gln

His

890

Ile

val
10

Leu
Pro
Gln
Gly
Glu
90

Pro

Ala

Leu

Gln

875

Phe

Leu

Tyr

Phe

Glu

Glu

Ser
75

Glu

Glu

Cys Lys
845

Thr Lys
860
Leu Thr

Pro Glu

Ser Gly

Pro Arg

Gln Ser

Ala Ala
45

Thr ser
60
Pro Gln

Glu Gln

ser Gly

Lys Gly Leu Pro

125

Page 14

Leu

830

Arg

Leu

Phe

Met

Lys
910

Pro

val

30

Ser

Pro

Ala

Gln

cys

110

Gln

815

Arg

Lys

Leu

Asp

Met

895

val

Pro

15

Arg

Ile

Arg

His

Pro

95

Leu

Gln

Met

Asn

Asp

Leu

880

Ala

Lys

ser

Arg

Ile

80

Ser

Pro

Pro

@,



Pro

Leu

145

Lys

GIn

GlIn

Glu

ASn

225

val

Glu

Pro

Leu

TYyr

305

Leu

Ile

Ala

Gly

Leu
385

Ala

130

Leu

ASp

GlIn

GIn

Ala

210

Ser

Ser

GIn

Ala

ser

290

Ser

Gly

Pro

Ala

Pro

370

Glu

Pro

Gly

Ile

GlIn

Gln

195

Thr

Thr

Met

Leu

val

275

Leu

Ser

Cys

Ser

Tyr

355

Pro

Asn

Pro

Pro

Leu

Gln

180

Glu

Gly

Ile

Gly

Arg

Arg

ASp

Phe

ser

ser

340

Gln

His

Pro

Asp

Thr

Ser

165

G1n

val

Ala

Ser

Leu

245

Gly

Pro

Glu

Lys

Gly

Leu

Asn

Pro

sSer

GlIn

Phe

150

Glu

GIn

Ile

Pro

Asp

230

Gly

ASp

Thr

Gly

Ser

Arg

Pro

ASp
390

Ala

Gln

Ser

Ser

215

Ser

val

Cys

Pro

Pro

295

Gly

Sser

Leu

Asp

Pro

375

TYyr

1-SEQUENCE LISTINGS

Asp Ser Ala Ala Pro Ser

Gly

Gly

Gin

Glu

200

Ser

Ala

Glu

Met

Cys

280

Gly

Tyr

Glu

Tyr

TYr

360

Pro

Gly

Leu

Thr

Gln

185

Gly

ser

Lys

Ala

TYyr

265

Ala

Lys

Ala

Ala

345

Tyr

Thr

Ser

Ser

Met

170

Gln

Ser

Lys

Glu

Leu

250

Ala

Pro

Gly

Lys

Gly

ser

Asn

His

Ala

Ser

155

Gln

Gln

Ser

Asp

Leu

235

Glu

Ser

Leu

Thr

Gly

ser

Gly

Phe

Pro

Trp
395

140

Cys

Leu

Gln

Ser

Ser

220

Cys

His

Leu

Ala

Glu

300

Leu

Ser

Ala

Pro

His

380

Ala
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Ser

Leu

Gln

val

205

TYrr

Lys

Leu

Leu

Glu

285

Glu

Glu

Gly

val

Leu

365

Ala

Ala

Thr

Ala

Gln

Gln

190

Arg

Leu

Ala

ser

Gly

Cys

Thr

Gly

Thr

350

Ala

Arg

Ala

Leu

Asp

GlIn

175

Gln

Ala

Gly

val

Pro

255

Gly

Lys

Ala

Glu

Leu

335

Glu

Leu

ile

Ala

Ser

Ile

160

GIn

Gln

Arg

Gly

ser

240

Gly

Pro

Gly

Glu

Ser

320

Glu

Ala

Ser

Lys

Ala
400



GlIn

Gly

Thr

Gly

Tyr

465

Ala

Pro

Tyr

val

Cys

545

Ser

Leu

Asn

Leu

Glu

625

Lys

Leu

Cys

Pro

Leu

Ser
ser
ser
Leu
530
Gly
cys
Cys
Cys
Gly
610
Gly

Met

Asn

Arg

ser

Phe

435

ser

Arg

Glu

Pro

Gly

Pro

Asp

Lys

Ala

Pro

595

Ala

Glu

Thr

val

Tyr

Thr

420

Thr

ser

Pro

val

Ser

500

Pro

Ile

Glu

val

Ser

580

Ser

Arg

Asn

val

Leu
660

Gly

Ala

Ser

Pro

Tyr

Asp

Ala

Phe

565

Arg

cys

Lys

Ser

Ser

645

Glu

Asp

Ser

Glu

Pro

Gln

470

Tyr

val

Gly

Tyr

Ser

550

Phe

Asn

Arg

Leu

ser

630

His

Ala

Leu

Pro

Glu

Ser

455

Gly

Pro

Lys

Asp

Tyr

535

Gly

Lys

ASp

Leu

Ile

Ile

1-SEQUENCE LISTINGS

Ala Ser Leu His Gly Gly
410

Pro

Gly

ASp

Leu

Gly

Ser

Met

520

Phe

cys

Arg

Cys

Lys

Gly

Glu

Glu

Ala

425

GlIn

Ala

Ala

Gly

Glu

505

Arg

Pro

His

Ala

Thr

585

Lys

Leu

ser

Gly

Pro
665

Thr

Leu

Gly

Ser

val

490

Met

Leu

Pro

TYr

Ala

570

Ile

Cys

Gly

Pro

TYyr
650

Ala

Tyr

Pro

Gln

475

val

Gly

ASp

Gln

Gly

555

Glu

Asp

Tyr

Asn

Thr

635

Glu

Ser

Gly

val

460

Glu

Asn

Pro

Ser

Lys

Ala

Gly

Lys

Glu

Leu

620

Glu

Cys

Gly val val
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Ser

Pro

445

Ala

Gly

Arg

Trp

Thr

525

Thr

Leu

Lys

Phe

Ala

605

Lys

Asp

Gln

Cys

Ser

ser

430

Gly

Pro

Asp

val

Met

510

Arg

Cys

Thr

GlIn

590

Gly

Leu

Pro

Pro

Ala
670

val

415

Trp

Gly

Tyr

Phe

Pro

495

Glu

Asp

Leu

Cys

Arg

Met

Gln

Ser

Ala

His

Gly

Gly

Ser

480

Tyr

AsSn

His

Ile

Gly

560

TYyr

Lys

Thr

Glu

Gln

640

Phe

His

@



Asp

Glu

Leu

705

Gln

Phe

Phe

Arg

Gin

785

val

Tyr

Thr

val

Ile

865

Ile

Ile

Asn

Leu

690

Pro

Tyr

Thr

Asn

Met

770

Glu

Asp

Ile

Ser

Gin

850

Lys

Ile

TYr

<210>
<211>
<212>
<213>

<400>

Asn

675

Gly

Gly

Ser

Asn

Glu

755

Arg

Phe

Gly

LysS

cys

835

Pro

Ser

Ser

Phe

7
899
PRT

GIn

Glu

Phe

Trp

val

740

Tyr

Leu

Leu

Glu

820

Ser

Ile

His

val

His
900

Pro

Arg

Arg

Met

725

Asn

Arg

Leu

Cys

Lys

805

Leu

Arg

Ala

Met

GIn

885

Thr

Mus musculus

7

Asp

GIn

Asn

710

Gly

Ser

Met

Ser

Met

790

Asn

Asp

Arg

Arg

val

870

val

Gln

Ser Phe Ala Ala Leu Leu Ser
680

Leu

695

Leu

Leu

Arg

His

Gln

775

Lys

Gln

Arg

Phe

Glu

855

ser

Pro

val

His

Met

Met

Lys

760

Glu

Ala

Lys

Ile

Tyr

840

Leu

val

Lys

1-SEQUENCE LISTINGS

His

val

val

Leu

745

Ser

Phe

Leu

Phe

Ile

825

Gln

His

ASp

TIle

val

Asp

Phe

730

Tyr

Arg

Gly

Leu

Phe

810

Ala

Leu

Gln

Phe

Leu
890

val

Asp

Ala

Phe

Met

Trp

Leu

795

Asp

Cys

Thr

Phe

Pro

875

ser

Lys

700

Gln

Met

Ala

Tyr

Leu

780

Phe

Glu

Lys

Lys

Thr

860

Glu

Gly
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685

Trp

Met

Gly

Pro

Ser

765

GIn

ser

Leu

Arg

Leu

845

Phe

Met

Lys

Ser

Ala

Ala

Trp

Asp

750

Gin

Ile

Ile

Arg

Lys

Leu

Asp

Met

val

Leu

Lys

val

Arg

735

Leu

Cys

Thr

Ile

Met

815

Asn

Asp

Leu

Ala

Lys

Asn

Ala

Ile

720

Ser

val

val

Pro

Pro

800

Asn

Pro

ser

Leu

Glu

880

Pro



Met

Lys

Ala

Pro

Arg

65

Arg

Gln

Glu

Pro

Leu

145

Lys

GIn

GIn

Gly

Ile

225

Gly

Arg

Glu

Thr

Ile

Pro

50

Arg

Gly

GIn

Pro

Ala

130

Leu

Asp

Gln

Glu

Ala

210

Ser

Leu

Gly

val

Tyr

Gln

35

Gly

Arg

Pro

Gln

Gly

Ile

GIn

val

195

Pro

Asp

Gly

Asp

Gln

Arg

20

Asn

Ala

Gln

Thr

Ala

100

Ala

Pro

Pro

Leu

Gln

180

Ile

Ser

ser

val

Cys
260

Leu

Gly

Pro

Cys

GlIn

Gly

85

Ala

Ala

ASp

Thr

Asn

165

GIn

ser

ser

Ala

Glu

245

Met

Gly

Ala

Gly

Leu

His

70

Tyr

ser

Thr

Gln

Phe

150

Glu

His

Glu

Ser

Lys

Ala

Tyr

Leu

Phe

Pro

Gln

55

Thr

Leu

Glu

Ala

Asp

Pro

Ala

Gln

Gly

Lys

Glu

Leu

Ala

1-SEQUENCE LISTINGS

Gly Arg val Tyr Pro Arg
10

Gln

Arg

40

Gln

GTu

Ala

Gly

Pro

120

Asp

Gly

Gly

Gln

Ser

200

Asp

Leu

Glu

ser

Asn

25

His

Arg

Asp

Leu

His

105

Gly

Ser

Leu

Thr

Gln

185

Ser

Ser

Cys

His

Leu
265

Leu Phe Gln

Pro Glu Ala

Gln Glu Thr
60

Gly Ser Pro
75

Glu Glu Glu
90

Pro Glu Ser

Lys Gly Leu

Ala Ala Pro
140

Ser Ser Cys
155

Met GIn Leu
170

His GIn Gln

Ala Arg Ala

Tyr Leu Gly

Lys Ala val
235

Leu ser Pro
250

Leu Gly Gly
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ser

Ala

45

Ser

Gln

GIn

ser

Pro

125

ser

Ser

Leu

His

Arg

Gly

ser

Gly

Pro

Pro

val

30

Asn

Pro

Ala

GlIn

Cys

110

GIn

Thr

Ala

GlIn

GIn

190

Glu

Asn

val

Glu

Pro
270

Pro

15

Arg

Ile

Arg

His

Pro

95

Leu

Gln

Leu

Asp

Gln

175

Gln

Ala

Ser

ser

Gln

255

Ala

ser

Glu

Ala

Arg

Ile

80

Ser

Pro

Pro

Ser

Ile

160

GlIn

Thr

Thr

Met

240

Leu

val

@,

()



Arg

Asp

Phe

305

ser

Ser

Gln

His

Pro

385

Tyr

Thr

Thr

Ser

Pro

465

val

AsSn

Pro

Ile

Pro

Glu

290

Lys

Gly

Leu

ASn

Pro

370

Leu

Gly

Gly

Ala

ser

450

Pro

Trp

cys

TYyr

530

Thr

275

Gly

Gly

ser

Ser

Arg

Pro

Asp

Asp

Ser

Glu

435

Pro

Gln

Tyr

val

Pro

Pro

Gly

ser

Leu

340

Asp

Pro

Tyr

Leu

Pro

420

Glu

ser

Gly

Pro

Lys

500

AsSp

TYr

Cys

Gly

Tyr

Glu

325

Tyr

Tyr

Pro

Gly

Gly

Asp

Leu

Met

Phe

Ala

Lys

Ala

310

Ala

Lys

Tyr

Thr

Ser

390

ser

Ala

Gln

Ala

Thr

470

Gly

Glu

Arg

Pro

Pro

ser

295

Lys

Gly

Ser

Asn

His

375

Ala

Leu

Thr

Leu

val

Met

Leu

Pro
535

1-SEQUENCE LISTINGS

Leu Pro Glu Cys Lys Gly

280

Thr

Gly

ser

Gly

Phe

360

Pro

Trp

His

Thr

Tyr

440

Pro

GlIn

val

Gly

Asp

520

GIn

Glu

Leu

ser

Ala

345

Pro

His

Ala

Gly

Ser

425

Gly

val

Glu

Asn

Pro

505

Ser

Lys

Glu

Glu

Leu

Ala

Ala

Gly

ser

Pro

Ala

Ser

Arg

490

Trp

Thr

Thr

Thr

ASp

Ala

Arg

Ala

395

ser

ser

Gly

Pro

Asp

val

Met

Arg

Cys

Ala

300

Glu

Leu

Glu

Leu

Ile

380

Ala

val

Trp

Gly

Tyr

460

Tyr

Pro

Glu

Asp

Leu
540
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285

Glu

Ser

Glu

Ala

Ser

365

Lys

Ala

Ala

His

Gly

Gly

Ser

TYyr

Asn

His

525

Tle

Leu

Tyr

Leu

ITe

Ala

350

Gly

Leu

Gln

Gly

Thr

430

Gly

Tyr

Ala

Pro

Tyr

510

val

Cys

Pro

Ser

Gly

Pro

335

Ala

Pro

Glu

Cys

Pro

415

Leu

Gly

Thr

Ser

Ser

495

ser

Leu

Gly

Leu

ser

Cys

320

Ser

Tyr

Pro

Asn

Arg

Ser

Phe

sSer

Arg

Glu

480

Pro

Gly

Pro

Asp



Glu

545

val

Ser

Ser

Arg

Asn

625

val

Leu

GlIn

Glu

Phe

705

Trp

val

TYyr

His

Leu

785

Leu

Ala

Phe

Arg

Cys

ser

Glu

Pro

Met

Asn

Arg

Leu

770

Cys

Lys

ser

Phe

Asn

595

Leu

AsSh

His

Ala

Asn

Gly

Ser

Met

755

Ser

Met

Asn

Gly

Lys

580

Leu

LyS

Ala

Ile

Ile

660

sSer

Leu

Leu

Leu

Arg

740

His

Gln

Lys

GlIn

Cys

Arg

565

Cys

Arg

Lys

Gly

Glu

645

Glu

Phe

val

His

Met

725

Met

Lys

Glu

Ala

His

550

Ala

Thr

Lys

Leu

ser

630

Gly

Pro

Ala

His

val

710

val

Leu

ser

Phe

Leu

790

Phe

Tyr

Ala

Ile

Cys

Gly

Pro

Tyr

Gly

Ala

val

695

Asp

Phe

Tyr

Arg

Gly

Leu

Phe

1-SEQUENCE LISTINGS

Gly Ala Leu Thr Cys Gly
555

Glu

Asp

Tyr

600

Asn

Thr

Glu

val

Leu

680

val

Asp

Ala

Phe

Met

760

Trp

Leu

Asp

Gly

Lys

585

Glu

Leu

Glu

cys

val

665

Leu

LyS

Gln

Met

Ala

745

Tyr

Leu

Phe

Glu

Lys

570

Phe

Ala

Lys

Asp

GlIn

650

Cys

Ser

Trp

Met

Ser

Gln

Ser

Leu
810

GlIn

Arg

Gly

Leu

Pro

635

Pro

Ala

Ser

Ala

Ala

715

Trp

Asp

Gln

Ile

Ile

795

Arg

Lys

Arg

Met

Gln

620

ser

Ile

Gly

Leu

Lys

val

Arg

Leu

Cys

Thr

780

Ile

Met
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Tyr

Lys

Thr

605

Glu

Gln

Phe

His

Asn

685

Ala

Ile

ser

val

val

765

Pro

Pro

Asn

Ser

Leu

Asn

590

Leu

Glu

Lys

Leu

670

Glu

Leu

Gin

Phe

Phe

750

Arg

GlIn

val

Tyr

Cys

Cys

575

Cys

Gly

Gly

Met

Asn

655

Asn

Leu

Pro

TYyr

Thr

735

Asn

Met

Glu

ASp

Ile
815

Pro

Ala

Glu

Thr

640

val

Asn

Gly

Gly

Ser

720

Asn

Arg

Phe

)

)



Glu

ser

Ile

His

865

val

His

Leu

Arg

Ala

850

Met

GlIn

Thr

<210>
<211>
<212>
<213>

<400>

Asp

Arg

835

Arg

vali

val

Gln

8
907
PRT

Arg Ile Ile Ala

820

Phe Tyr Gln

Glu Leu His

Ser val Asp

Pro Lys Ile

Canis familiaris

8

Met Glu val
1

Lys

val

Pro

Glu

65

ser

Glu

Glu

Gly

Thr

Ile

Pro

50

Thr

Pro

Glu

Ser

Leu
130

Tyr

GIn

35

Gly

ser

Gln

Gln

Ala

115

Gln

Gln geu Gly

Arg Gly Ala
20

Asn Pro Gly
Ala His Leu

Pro Arg Gin
70

Ala GIn Ser
85

GIn Pro Ser
100

Cys val Pro

GIn GIn Gln

Leu

Gln

855

Phe

Leu

Leu

Phe

Pro

Gln

55

Gln

Arg

Gln

Glu

Pro
135

1-SEQUENCE LISTINGS

Cys Lys Arg Lys Asn Pro
825

Thr
840
Phe

Pro

ser

Gly

Glin

Arg

40

GIn

Gln

Gly

Gln

Pro

120

Ala

Lys

Thr

Glu

Gly

Arg

Asn

25

His

Gln

GlIn

Pro

Pro

Leu
Phe

Met

Lys
890

val
10

Leu
Pro
GlIn
Gln
Thr
90

Ser

val

Pro

Leu

Asp

Met

875

val

Tyr

Phe

Glu

GlIn

Gln

75

Gly

Ala

Thr

ASp

Asp

Leu

860

Ala

Lys

Pro

GIn

Ala

Gln

60

Gln

Tyr

ser

Ser

Glu
140
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Ser
845
Leu

Glu

Pro

Arg

Ser

val

45

GlIn

Gly

Leu

Lys

Ala

125

Asn

Thr
830
val
Ile

Ile

Ile

Pro

val

30

sSer

Gln

Asp

Ala

Gly

Thr

Asp

Ser

Gln

Lys

Ile

TYyr
895

Pro

15

Arg

Ala

GIn

Asp

Leu

95

His

Gly

Ser

cys

Pro

ser

ser

880

Phe

ser

Glu

Ala

Gln

Gly

80

Asp

Pro

Lys

Ala



1-SEQUENCE LISTINGS
Ala Pro Ser Thr Leu Ser Leu Leu Gly Pro Thr Phe Pro Gly Leu Ser
145 150 155 160

Ser Cys Ser Thr Asp Leu Lys Asp Ile Leu Ser Glu Ala Gly Thr Met
165 170 175

GIn Leu Leu G1n GIn GIn Arg GIn GIn GIn GIn GIn GIn GIn GIn GIn
180 185 190

GIn GIn GIn GIn GIn GIn GIn GIn GIn GIn Glu val val ser Glu Gly
195 200 205

Ser Ser Ser Gly Arg Ala Arg Glu Ala Ala Gly Ala Ser Thr Ser Ser
210 215 220

Lys Asp Ser Tyr Leu Gly Gly Ser Ser Thr Ile Ser Asp Ser Ala Lys
225 230 235 240

Glu Leu Cys Lys Ala val Ser val Ser Met Gly Leu Gly val Glu Ala
245 ‘ 250 255

Leu Glu His Leu Ser Pro Gly Glu GIn Leu Arg Gly Asp Cys Met Tyr
260 265 270

Ala Pro Leu Leu Gly Gly Pro Pro Ala val Arg Pro Cys Ala Pro Leu
275 280 285

Ala Glu Cys Lys Gly Ser Leu Leu Asp Asp Gly Pro Gly Lys Gly Thr
290 295 300

Glu Glu Thr Ala Glu Tyr Ser Pro Phe Lys Ala Gly Tyr Ala Lys Gly
305 310 315 320

Leu Asp Gly Asp Ser Leu Gly Cys Ser Ser Ser Ser Glu Ala G
3

y Gly
325 330 5

Ser Gly Thr Leu Glu Met Pro Ser Thr Leu Ser Leu Tyr Lys Ser Gly
340 345 350

Ala Leu Asp Glu Ala Ala Ala Tyr Gln Ser Arg Asp Tyr Tyr Asn Phe
355 360 365

Pro Leu Ser Leu Gly Gly Pro Pro Pro His Pro Pro Pro Pro His Pro
370 375 380

His Thr Arg ITle Lys Leu Glu Asn Pro Leu Asp Tyr Gly Ser Ala Trp
385 390 395 400

Ala Ala Ala Ala Ala GIn Cys Arg Tyr Gly Asp Leu Ala Ser Leu His
405 410 415
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Gly

Ser

Gly

val

465

Glu

Ser

Ser

Thr

Gly

Lys

Glu

Leu

625

Glu

Cys

val

Ala

ser

Pro

450

Ala

Gly

Arg

Trp

Ala

530

Thr

Leu

Lys

Phe

Ala

610

Lys

Glu

G1n

cys

Gly

ser

435

Cys

Pro

Asp

val

Met

515

Arg

Cys

Thr

Gln

Arg

Gly

Leu

Pro

Pro

Ala
675

Ala

420

Trp

Gly

TYyr

Phe

Pro

500

Glu

Asp

Leu

Cys

Lys

580

Arg

Met

GIn

Thr

Ile

660

Gly

Ala

His

Gly

Gly

Pro

485

Phe

Ser

His

Ile

Tyr

Lys

Thr

Glu

Gln

645

Phe

His

Gly

Thr

Ser

Tyr

470

Pro

Pro

Tyr

val

Cys

550

Ser

Leu

Asn

Leu

Glu

630

Lys

Leu

Asp

Pro

Leu

Gly

Thr

Pro

ser

Ser

Leu

535

Gly

Cys

Cys

Cys

Gly

Gly

Leu

Asn

Asn

Phe

440

Gly

Arg

ASp

Pro

AsSp

Lys

Ala

Pro

600

Ala

Glu

Thr

val

Asn
680

1-SEQUENCE LISTINGS
Ser Ser Gly Ser Pro Ser

425

Thr

Gly

Pro

val

ser

505

Pro

Ile

Glu

val

ser

585

sSer

Arg

Ala

val

Leu

665

Gln

Ala

Ser

Pro

Tyr

ASp

Ala

Phe

570

Arg

Cys

Lys

ser

Ser

650

Glu

Pro

Glu

Ala

Gln

475

Tyr

val

Gly

Tyr

Ser

555

Phe

Asn

Arg

Leu

Asn

635

His

Ala

Asp

Glu

Gly

Gly

Pro

Lys

Asp

TYr

540

Gly

Lys

ASp

Leu

Lys

620

val

Ile

Ile

ser
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Leu

Gly

Ser

Met

525

Phe

Cys

Arg

Cys

Lys

Thr

Glu

Glu

Phe
685

Ala

430

GlIn

Gly

Ala

Gly

Glu

510

Arg

Pro

His

Ala

Thr

590

Lys

Leu

Ser

Gly

Pro

670

Ala

Thr

Leu

Gly

Gly

val

495

Met

Leu

Pro

Tyr

Ala

575

ITe

Cys

Gly

Pro

Tyr

Gly

Ala

Thr

Tyr

Ser

Gln

480

val

Gly

Glu

GIn

Gly

560

Glu

AsSp

Tyr

Asn

Thr

640

Glu

val

Leu



Leu

Met

Ala

Tyr

Leu

785

Phe

Glu

Lys

Lys

Thr

865

Glu

Gly

ser

690

Trp

Met

Gly

Pro

Ser

770

Gln

Ser

Leu

Arg

Leu

850

Phe

Met

Lys

<210>
<211>
<212>
<213>

<400>

ser

Ala

Ala

Trp

Ile

Ile

Arg

Asp

Met

val

9
912
PRT

Leu

Lys

val

Cys

Thr

Ile

Met

820

Asn

Asp

Leu

Ala

Lys
900

Asn

Ala

Ile

725

Ser

val

val

Pro

Pro

805

Asn

Pro

ser

Leu

Glu

885

Pro

Glu

Leu

710

GlIn

Phe

Phe

Arg

Gln

790

val

Tyr

Thr

val

Ile

870

Ile

Ile

Crocuta crocuta

9

Met Glu val GIn Leu Gly
1 5

Lys Thr Tyr Arg Gly Ala

Leu

695

Pro

Tyr

Thr

Asn

Met

775

Glu

Asp

Ile

ser

Gln

855

Lys

Ile

TYr

Leu

Phe

Gly

Ser

Asn

Glu

760

Arg

Phe

Gly

Lys

Cys

840

Pro

Ser

Ser

Phe

Gly

Gln

1-SEQUENCE LISTINGS
Gly Glu Arg Gln Leu val

Phe

Trp

val

745

Tyr

His

Leu

Leu

Glu

825

Ser

Ile

His

val

His
905

Arg

Asn

Arg

Met

730

Asn

Arg

Leu

Cys

Arg

Ala

Met

Gln

890

Thr

val
10

Asn

715

Gly

Ser

Met

Ser

Met

795

Asn

AsSp

Arg

Arg

val

875

val

700

Leu

Leu

Arg

His

Gln

780

Lys

Gln

Arg

Phe

Glu

860

Ser

Pro

His

Met

Met

Lys

765

Glu

Ala

Lys

Ile

Tyr

845

Leu

val

Lys

His

val

val

Leu

750

ser

Phe

Leu

Phe

Ile

830

GIn

His

Asp

Ile

val

Asp

Phe

735

Tyr

Arg

Gly

Leu

Phe

815

Ala

Leu

Gln

Phe

Leu
895

val

720

Ala

Phe

Met

Trp

Leu

800

Asp

cys

Thr

Phe

Pro

880

ser

Tyr Pro Arg Pro Pro Ser
15

Leu Phe Gln Ser val Arg Glu
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val

Pro

GlIn

65

Gly

Asp

Glu

Gly

Ala

145

Ser

Gln

Gln

val

Ala

225

ser

Leu

Gly

Pro

Ile

Pro

50

His

ser

Glu

ser

Leu

130

Pro

Cys

Leu

Gln

val

210

Pro

Asp

Gly

Asp

Cys

GlIn

35

Gly

Glu

Pro

Glu

Gly

Glu

Ser

Ser

Leu

Gln

195

ser

Thr

Ser

val

Cys

275

Ala

20

Asn

Ala

Thr

Gln

GlIn

100

Cys

Gln

Thr

Thr

Gln

180

Gln

Glu

Ser

Ala

Glu

260

Met

Pro

Pro

Arg

Ser

Arg

85

Gln

val

GlIn

Leu

165

Arg

GlIn

Gly

Ser

Lys

245

Ala

Tyr

Leu

Gly

Leu

Pro

70

Pro

Pro

Pro

GlIn

ser

150

Leu

Gln

Gln

Gly

Lys

230

Glu

Leu

Ala

Thr

Pro

Gln

55

Arg

Ser

ser

Glu

Pro

135

Leu

Lys

Arg

GlIn

Ser

215

Asp

Leu

Glu

Pro

Glu

Arg

40

Gln

Arg

Arg

Gln

Pro

120

Ala

Leu

Asp

Gln

Gln

200

Ser

Ser

Cys

His

Leu

280

Cys

1-SEQUENCE LISTINGS
25

His Pro Glu Ala Thr

GlIn

Gln

Gly

His

105

val

Pro

Gly

Ile

Arg

GIn

Gly

Tyr

Lys

Leu

265

Leu

Lys

His

Gln

Pro

a0

GIn

Ala

Pro

Pro

Leu

170

Gln

Gln

Arg

Leu

Ala

250

ser

Gly

Gln

GlIn

75

Thr

ser

Met

Asp

Thr

155

ser

Gln

Gln

Ala

Gly

val

Pro

Gly

His

60

Gln

Ser

Ala

Ser

Glu

140

Phe

Glu

Gin

Gln

220

Gly

Ser

Gly

Pro

Gly ser val
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45

Gln

GlIn

Tyr

Lys

Arg

Asp

Pro

Ala

Arg

Gln

205

Glu

Ser

val

Glu

Pro

285

Leu

ser

GlIn

Pro

Leu

Gly

Thr

Asp

Gly

Gly

Gln

190

Gln

Ala

ser

Ser

Gln

270

Pro

AsSp

Ala

Gln

Glu

Ala

95

His

Gly

Ser

Leu

Thr

175

Gln

Gln

Ala

Thr

Met

255

Leu

val

Asp

Ala

His

Asp

80

Leu

Pro

Lys

Ala

ser

160

Met

GIn

Glu

Gly

Ile

240

Gly

Arg

cys

Gly



Pro

305

Gly

ser

Leu

AsSp

Pro

385

Tyr

Leu

Pro

Glu

Gly

Gly

Pro

LyS

Asp

Tyr

545

Gly

290

Ser
Tyr
Gln
Tyr
Tyr
370
ser
Gly
Ala

Ser

Leu
Gly
ser
Met
530

Phe

cys

Lys

Ala

Ala

Lys

Tyr

Pro

Ser

Ser

Ala

435

GIn

Ser

Thr

Gly

Glu

515

Arg

Pro

His

Gly

Lys

Gly

Ser

Asn

His

Ala

Leu

420

Thr

Leu

val

Gly

val

500

Met

Leu

Pro

Tyr

Thr

Gly

Phe

Pro

Ala

Tyr

Ser

Gin

485

val

Gly

Glu

GIn

Gly

Glu

310

Leu

Ser

Thr

Gln

His

390

Ala

Gly

Ser

Gly

val

470

Glu

Ser

Pro

Thr

295

Glu

ASp

Gly

Leu

Leu

375

Ala

Ala

Gly

Ser

Pro

455

Thr

Gly

Arg

Trp

Thr

535

Thr

Leu

1-SEQUENCE LISTINGS

Thr Ala Glu Tyr

Gly

Thr

Asp

360

Ser

Arg

Ala

Gly

ser

440

cys

Pro

Asp

Met

Met

520

Arg

Cys

Thr

Asp

Leu

345

Glu

Leu

Ile

Ala

Ala

425

Trp

Gly

Tyr

Phe

Pro

505

Glu

AsSp

Leu

Cys

Ser

330

Glu

Ala

Ala

Lys

Ala

410

Ala

His

Gly

Gly

Pro

490

Tyr

ser

His

Ile

315

Leu

Ile

Ala

Gly

Leu

395

Gln

Gly

Thr

Ser

TYyr

475

Pro

Pro

Tyr

val

Cys
555

300

Ser Pro

Gly Cys

Pro Ser

Ala Tyr

365

Pro Pro
380

Glu Asn

Cys Arg

Pro Gly

teu Phe

445

Gly Gly
460

Thr Arg
Pro Asp
Ser Ala
Ser Gly
Leu Pro
540

Gly Asp

Gly Ser Cys Lys
Page 26

Phe

Ser

Thr

350

Gln

Pro

Pro

Tyr

ser

430

Thr

Gly

Pro

val

ser

510

Pro

Ile

Glu

val

Lys

Gly

Leu

Ser

Pro

Leu

Ala

Gly

Gln

Trp

Cys

Tyr

Asp

Ala

Phe

Thr

320

Ser

Ser

Arg

Pro

400

ASp

Ser

Glu

Thr

Gln

480

Tyr

val

Gly

Tyr

ser

560

Phe

@,



Lys

Asp

Leu

Ile

Ile

Ser

Leu

705

Leu

Leu

Arg

His

Gln

785

Lys

Gln

Arg

Arg

Cys

Arg

610

Lys

Thr

Glu

Glu

Phe

690

val

His

Met

Met

Ala

Lys

Ile

Ala

Thr

595

Lys

Leu

sSer

Gly

Pro

675

Ala

His

val

val

Leu

755

Ser

Phe

Leu

Phe

Ile

Ala

580

Ile

Cys

Gly

Pro

Tyr

660

Gly

Ala

val

Asp

Phe

740

Tyr

Arg

Gly

Leu

Phe

820

Ala

565

Glu

Asp

Tyr

Asn

Thr

645

Glu

val

Leu

val

Asp

725

Ala

Phe

Met

Trp

Leu

805

Asp

Cys

Gly

Lys

Glu

Leu

630

Glu

Cys

val

Leu

Lys

710

Gln

Met

Ala

Tyr

Leu

790

Phe

Glu

Lys

Lys

Phe

Ala

615

Lys

Glu

Gln

Cys

ser

695

Trp

Met

Gly

Pro

Ser

775

GIn

ser

Leu

Arg

GIn

Arg

Gly

Leu

Thr

Pro

Ala

680

Ser

Ala

Ala

Trp

Asp

760

GlIn

Ile

Ile

Arg

Lys

1-SEQUENCE LISTINGS

570

Lys Tyr Leu Cys Ala

585

Arg

Met

Gln

Thr

Ile

665

Gly

Leu

Lys

val

Arg

745

Leu

Cys

Thr

Ite

Met

825

Asn

Lys

Thr

Glu

Gln

650

Phe

His

Asnh

Ala

Ile

730

ser

val

val

Pro

Pro

810

Asn

Asnh

Leu

Glu

635

Lys

Leu

Asp

Glu

Leu

715

Gln

Phe

Phe

Arg

Gin

795

val

Tyr

Cys

Gly

620

Gly

Leu

Asn

Asnh

Leu

700

Pro

Tyr

Thr

Asn

Met

780

Glu

Asp

Ile

Pro Thr Ser
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Pro

605

Ala

Glu

Thr

val

Asn

685

Gly

Gly

ser

Asn

Glu

765

Arg

Phe

Gly

Lys

Cys

Ser

590

Pro

Arg

Ala

val

Leu

670

GIn

Glu

Phe

Trp

val

750

Tyr

His

Leu

Leu

Asp

830

sSer

575

Arg

Cys

Arg

Ser

Ser

655

Glu

Pro

Arg

Arg

Met

735

Asn

Arg

Leu

Cys

Arg

Asn

Arg

Leu

Ser

640

His

Ala

Asp

GlIn

Asn

720

Gly

Ser

Met

ser

Met

800

Asn

Asp

Arg



835

Phe Tyr Gln Leu Thr Lys
850

Glu Leu His Gln Phe Thr
865 870

ser val Asp Phe Pro Glu
885

Pro Lys Ile Leu Ser Gly
900

<210> 10

<211> 884

<212> PRT

<213> Eulemur fulvus
<400> 10

Met Glu val GIn Leu Gly
1 5

Lys Thr Tyr égg Gly Ala

val Ile g1n Asn Pro Gly
5

Pro Pro Gly Ala Arg Leu
50

Gln GIn GIn Gln GIn GIn
65 70

Arg Gly Pro Thr ggy TYyr

GIn GIn Gln Ser Ala Leu
100

Glu Pro Gly Ala Ala Ala

Pro Ala Pro Ser Asp Glu
130

Leu Leu Gly Pro Thr Phe
145 150

Lys Asp Ile Leu Ser Glu
165

Leu
855
Phe

Met

Lys

Leu

Phe

Pro

GlIn

55

Gly

Leu

Glu

Ala

Asp

135

Pro

Ala

1-SEQUENCE LISTINGS
840 845

Leu Asp Ser val Gln Pro
860

Asp Leu Leu Ile Lys Ser
875

Met Ala Glu Ile Ile Ser
890

val Lys Pro Ile Tyr Phe
905

Gly Arg X81 Tyr Pro Arg

GIn Asn Leu Phe GIn Ser
25

Arg His Pro Glu Ala Ala
40 45

GIn GIn Gln Glu Thr Ser
60

Glu Asp Gly Ser Pro Gln
75

Ala Leu Asp Glu Glu Gln
90

Cys His Pro Glu Ser Gly
105

Ala Ser Lys Gly Leu Gln
120 125

Asp Ser Ala val Pro Ser
140

Gly Leu Ser Ser Cys Ser
155

Gly Thr Met Gln Leu Leu
170
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Ile

His

val

His
910

Pro

val

30

Ser

Pro

Ala

Gln

Cys

110

Gln

Thr

Ala

Gln

Ala

Met

Gln

895

Thr

Pro

15

Arg

Ala

Pro

Glin

Pro

95

val

Gln

Leu

AsSp

Gln
175

Arg

val

880

val

Gln

Ser

Glu

Ala

Gln

ser

80

ser

Pro

Pro

Ser

Leu

160

Gln

(

R



GIn

Ala

sSer

Ser

225

Glin

Ala

Leu

Thr

Ser

Pro

Glu

cys

385

Pro

Leu

Gly

GIn

Ala

Thr

210

Met

Leu

val

Leu

Pro

290

cys

Ser

Tyr

Pro

Asn

370

Arg

Gly

Phe

Gly

Glu

Gly

Ile

Gly

Arg

Arg

ASp

275

Phe

Ser

Thr

GlIn

Pro

355

Pro

Phe

Ser

Thr

Ala

180

Ala

Ser

Leu

Gly

Pro

260

Asp

Lys

Gly

Leu

ser

340

Pro

Leu

Gly

Gly

Ala

420

Thr

val

Pro

ASp

Gly

Asp

245

Thr

ser

Gly

Ser

Ser

325

Arg

Pro

Asp

Asp

Ser

405

Glu

ser

Ser

Thr

ser

val

230

Cys

Pro

Ala

Ser

ser

310

Leu

Asp

Leu

Tyr

Leu

390

Pro

Glu

Glu

Glu

ser

Ala

215

Glu

Met

Cys

ASp

Tyr

295

Glu

TYyr

Tyr

Pro

Gly

Ala

ser

Gly

Ala

1-SEQUENCE LISTINGS

Gly Ser Ser Ser Gly Arg
185

Ser

200

Lys

Thr

Tyr

Ala

Lys

280

Thr

Ala

Lys

Tyr

Pro

360

ser

Ser

Ala

GIn

Gly

Lys Asp Ser Tyr

Glu Leu

Leu Glu

Ala Pro

250

Pro Leu

265

Gly Thr

GIln Gly

Gly Ser

Ser Gly

Asn Phe

345

His Pro

ser Trp

Leu His

Ala Ala

410

Leu Tyr
425

Cys

His

Leu

Ala

Glu

Leu

Ser

315

Ala

Pro

His

Ala

Gly

Ala

Gly

Leu

Glu

Glu

Glu

300

Gly

Leu

Leu

Ala

Ala

380

Gly

Ser

Pro

Ala val Thr Pro
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Leu

205

Ala

Ser

Gly

Cys

Pro

285

Gly

Thr

Glu

Ala

Gly

Ser

cys

Tyr
445

Ala

190

Gly

val

Pro

Gly

Lys

270

Ala

Glu

Leu

Glu

Leu

350

Ile

Ala

Ala

Trp

Arg

Gly

Ser

Gly

Pro

255

Gly

Glu

Ser

Glu

Ala

335

Ala

Lys

Ala

Thr

His

415

Gly

Tyr

Glu

Thr

val

Glu

240

Pro

Ser

TYyr

Leu

Leu

320

Ala

Gly

Leu

Gln

Gly

Thr

Gly

Ser



Gly

Pro

Asp

Lys

545

Ala

Pro

Ala

Glu

Thr

625

val

Asn

Gly

Gly

ser
705

Pro

450

val

Ser

Pro

Ile

Glu

val

Ser

ser

Arg

Ala

610

val

Leu

GIn

Glu

Phe

690

Trp

Pro

Trp

cys

Tyr

Asp

Ala

Phe

Arg

Cys

Lys

Ser

Ser

Glu

Pro

Arg

Arg

Met

Gln

Tyr

val

Gly

500

Tyr

Ser

Phe

Asn

Ser

His

Ala

ASp

660

Gin

Asn

Gly

Gly

Pro

AsSp

Tyr

Gly

Lys

Lys

Ala

Ile

Ile

645

ser

Leu

Leu

Leu

Leu

ser

470

ser

val

Phe

Cys

cys

Arg

Lys

Thr

Glu

630

Glu

Phe

val

His

Met
710

Ala

455

Gly

Glu

Arg

Pro

His

535

Ala

Thr

Lys

Leu

Ser

615

Gly

Pro

Ala

His

val

695

val

1-SEQUENCE LISTINGS

Gly GIn Glu Gly Asp Phe Pro

val

Met

Leu

Pro

520

Tyr

Ala

Ile

Cys

Gly

Pro

Tyr

Gly

Ala

val

680

ASp

Phe

val

Gly

Glu

505

Gln

Gly

Glu

ASp

Tyr

585

Asn

Thr

Glu

val

Leu

665

val

Asp

Ala

Ser

Pro

490

Thr

Lys

Ala

Gly

Lys

570

Glu

Leu

Glu

Cys

val

650

Leu

Lys

Gln

Met

Arg

475

Trp

Ala

Thr

Leu

Lys

555

Phe

Ala

Lys

Glu

GIn

635

Cys

ser

Trp

Met

Gly
715

460

val

Met

Arg

Cys

Thr

540

Gln

Arg

Gly

Leu

ser

620

Pro

Ala

ser

Ala

Ala

700

Trp
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Pro

Glu

Asp

Leu

525

cys

Lys

Arg

Met

Gln

605

Ser

Ile

Gly

Leu

Lys

val

Arg

Tyr

Ser

His

510

Ile

Gly

Tyr

Lys

Thr

590

Glu

Gln

Phe

His

AsSn

670

Ala

Ile

Ser

Ala

Pro

Tyr

val

Cys

Ser

Leu

Asn

575

Leu

Glu

Lys

Leu

Asp

655

Glu

Leu

Gln

Phe

Pro

Ser

480

Ser

Leu

Gly

Cys

cys

560

Cys

Gly

Gly

Leu

Asn

640

Asn

Leu

Pro

Tyr

Thr
720

O

)



Asnh

Glu

Arg

Phe

Gly

Lys

Cys

Pro

ser

Ser

865

Phe

val

Tyr

His

Leu

770

Leu

Glu

Ser

Ile

His

850

val

His

<210>
<211>
<212>
<213>

<400>

Asn

Arg

Leu

755

Cys

Lys

Leu

Arg

Ala

Met

Glin

Thr

11
777
PRT

Ser

Met

740

Ser

Met

Asn

Asp

Arg

val

val

GIn

Arg

His

GlIn

Lys

Gln

805

Phe

Glu

Ser

Pro

Met

Lys

Glu

Ala

Lys

790

Ile

Tyr

Leu

val

Lys
870

Leu

ser

Phe

Leu

775

Phe

ITe

Gln

His

Asp

855

Ile

1-SEQUENCE LISTINGS

Tyr Phe Ala Pro Asp Leu
730

Arg

Gly

Leu

Phe

Ala

Leu

GIn

840

Phe

Leu

Lithobates catesheiana

11

Met Glu val His Ile Gly Leu Gly
1 5

Lys Met Ile Arg Gly Ala Phe Glu
20

Ala Leu GIn Gly Glu Arg Arg Ser
40

35

Pro Ile Ser Ala Cys val His Pro
55

Met

745

Trp

Leu

Asp

Cys

Thr

825

Phe

Pro

ser

Gly
Asn
25

Ala

His

Tyr

Leu

Phe

Glu

Lys

810

Lys

Thr

Glu

Gly

val
10
Leu

Ala

Pro

Ser

GIn

Ser

Leu

795

Arg

Leu

Phe

Met

Lys

Tyr

Phe

Ser

Thr

Gln

Ile

Ile

780

Arg

Lys

Leu

Asp

Met
860

val

Lys

Leu

Leu

Trp
60
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Cys

Thr

765

Ile

Met

Asn

Asp

Leu

845

Ala

Lys

Gln

Ser

ASp

45

Asn

val

val

750

Pro

Pro

Asn

Pro

Ser

830

Leu

Glu

Pro

Pro

val

30

Thr

Glu

Phe

735

Arg

Gln

val

Tyr

Thr

815

val

Ile

Ile

Ile

Pro

15

Arg

Ser

Pro

Asn

Met

Asp
Ile
800
Ser

Gln

Lys

Tyr
880

Gly

Glu

Ser

Ser



Thr

65

Gln

Thr

Gly

Tyr

Ser

145

Ala

His

Asp

GIn

Pro

225

Pro

Leu

Arg

Lys

ser

305

Asn

Trp

Pro

Leu

Gly

Pro

130

val

Gly

Thr

Thr

Ser

210

Thr

Gly

Tyr

ASp

val

290

Arg

Trp

Thr

ASP

ser

Met

115

Glu

ser

Glu

Met

sSer

195

Thr

Glu

Ser

Lys

TYr

275

Glu

Tyr

His

Glu

Pro

Ser

100

Pro

Ser

Leu

Trp

Gly

Phe

Tyr

AsSp

Leu

Pro

260

Tyr

ser

Ser

Ser

val

Pro

85

Cys

Glu

Ile

Gly

Gln

165

Ala

Ser

Ser

LyS

Arg

245

Thr

Ser

Pro

Glu

Leu
325

Arg

70

Pro

Thr

Glu

Ser

Leu

150

Arg

Gln

Gln

Ala

Glu

230

Ser

Ala

Phe

Ile

Phe

310

pPhe

Gly

Cys

Thr

Gly

ASp

ser

Gly

Thr

Tyr

Gly

GIn

Arg

Phe

Glin

Glu

295

Pro

Glu

1-SEQUENCE LISTINGS

Thr Pro Trp Agg Glu Pro Gln
7

ser
Glu
Asn
120
ser
Met
Asp
cys
Ar

20

Lys
Pro
Gly
Met
Met
280
Phe

Gly

Glu

Pro

Leu

105

sSer

Ala

Glu

cys

GlIn

185

Glu

Ala

cys

Met

Glu

265

Ala

Ala

Phe

Gly

Arg

90

Lys

Glu

Lys

Ala

Met

170

val

Gly

Pro

Thr

Glu

250

ASp

Leu

Gly

Ser

Gin
330

Ser GIn
Glu Ile
ser Ala
Glu Ile

140

Leu Glu
155

Phe ATla
Ala Glu
Ala Phe
Glu Asp

220
Asp Met
val Met
Ala ser
Ala Pro
Ser Ala

300

His Cys
315

Ala Thr
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Ala

Leu

Ser

125

Cys

His

Gly

Glu

Gly

Ala

Pro

Ala

His

285

Trp

Gly

Ala

Pro

Gly

110

Lys

Lys

Leu

Pro

Asp

190

Arg

ser

Leu

Ser

Tyr

270

Gly

Gly

Pro

ser

Gly

Gln

35

Glu

Glu

Ala

ser

Pro

175

Lys

Ala

ser

Ser

Leu

255

Pro

Arg

Gly

ser

Tyr
335

Ala

80

Phe

Glin

Gly

val

Ala

160

His

sSer

Gly

Leu

Glu

240

Thr

Gly

Pro

Ala
320

Thr

o~

\\-r'/




ASDP

Asp

Gly

Cys

Thr

Gln

Arg

Gly

Ala

Met

Pro

ser

545

ser

Ala

Thr

Ser

Gly

Ser

Leu

Cys

Lys

Arg

Met

Gln

Pro

Ile

530

Gly

Leu

Lys

val

Ser

Glu

355

val

Ala

Thr

Ser

Tyr

Lys

Thr

Glu

Pro

515

Phe

His

Asn

Ala

Ile
595

Leu

340

Phe

His

Thr

Phe

Cys

420

Ser

Leu

Asn

Leu

Glu

500

Asn

Leu

Asp

Glu

Leu

580

Gln

Tyr

ser

Met

Leu

Ty

r

405

Glu

Cys

cys

Cys

Gly

Leu

Met

Asn

Asn

Leu
565

Pro

Ty

r

Ser

Ala

Ala

Gly

Pro

Asp

Lys

Ala

Pro

470

Ala

Glu

ser

val

Asn

550

Gly

Gly

ser

Tyr

Glu

val

375

Ile

Ile

Glu

val

Ser

455

ser

Arg

Gly

Ile

Leu

535

Gln

Glu

Phe

Trp

1-SEQUENCE LISTINGS

Pro Arg Ser His val Pro

Ala

360

Pro

Arg

Asp

Ala

Phe

440

Arg

cys

Lys

Ser

Pro

520

Glu

Pro

Arg

Arg

Met
600

345

Trp Tyr Pro

Met

Arg

Tyr

ser

425

Phe

Asn

Arg

Leu

Pro

505

Gln

Ala

Asp

Gin

Asn

585

Gly

Arg

Arg

Tyr

410

Gly

Lys

Asp

Leu

Leu

Ile

ser

Leu

570

Leu

Leu

Pro

Leu

395

Phe

Cys

Arg

Cys

Lys

GIn

Glu

Glu

Phe

555

val

His

Met

Ala

Arg

Gly

Pro

His

Ala

Thr

460

Lys

Leu

Ser

Gly

Pro

540

Ala

His

val

Ile
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Thr

365

Met

Trp

Pro

Tyr

Ala

445

Ile

Cys

Gly

Glu

Tyr

525

Met

Leu

val

Asn

Phe
605

Ala

Ala

Thr

Thr

Gln

Glu

430

Glu

Asp

Tyr

Asn

Gly

510

Ser

val

Leu

val

Asp

590

Ala

Gly

Met

His

Gly

Gly

Lys

Glu

Leu

495

Arg

cys

val

Leu

Met

Pro

Leu

Gly

val

400

Pro

Leu

Asn

Phe

Ala

480

Lys

Glu

GIn

Cys

ser

560

Trp

Met

Gly



val

Ile

Arg

Asn

705

Leu

Gly

Met

val

cys

Thr

Ile

Met

690

Asn

Gly

Leu

ser

Lys
770

<210>
<211>
<212>
<213>

<400>

Ser

val

val

Pro

Pro

675

Asn

Pro

sSer

Phe

Glu

755

Pro

12
895
PRT

Phe

Phe

Arg

Glu

660

val

Tyr

Ala

val

Gly

740

Ile

Leu

Lys

Asn

Met

645

Glu

Glu

Ile

Ser

Gln

725

Lys

Ile

Tyr

Asn

Glu

630

Arg

Phe

Gly

LyS

ser

710

Pro

Ala

ser

Phe

val

615

Tyr

His

Leu

Leu

Glu

695

ser

Ile

Gln

val

His
775

Macaca fascicularis

12

ﬁet Glu val Gln %eu Gly Leu

Lys Thr Tyr Arg Gly Ala Phe
20

val Ile GIn Asn Pro Gly Pro

Pro Pro Gly Ala Ser Leu Gln
50

1-SEQUENCE LISTINGS

Asn Ser Arg Met Leu Tyr Phe
620

Arg

Leu

Cys

Lys

680

Leu

Pro

ASp

Met

Gln

760

ser

Gly

Gln

Arg
40

Met

ser

Asp

Asp

Arg

val

val

745

val

Ser

Arg

Asn

25

His

GIn

His

Gln

650

Glu

GlIn

Arg

Phe

Asn

730

Ser

Pro

val

10

Leu

Pro

Gln

Gly

Lys

val

Phe

715

Leu

val

Lys

Tyr

Phe

Glu

GIn

Ser

Phe

Pro

Cys

Ile

700

Asn

val

Asp

Ile

Pro

Gln

Ala

Gln
60
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Arg

Gly

ser

Phe

685

Ser

Leu

GIn

Phe

Leu
765

Arg

ser

Ala

45

Gln

Met

Trp

Ala

670

Asp

Cys

Pro

Phe

Pro

750

Ser

Pro

val
30

Ser

Ala

Tyr

Leu

655

Leu

Glu

Lys

Lys

Thr

735

Glu

Gly

Pro
15
Arg

Ala

Glu

Pro
Ser
640
Glin
ser
Leu
Arg
Leu
720
Phe

Met

Arg

Ser

Glu

Ala

Thr

@,



ser

65

Gln

Gln

Gly

Pro

Ser

145

Ser

Leu

Arg

Leu

Ala

225

sSer

Gly

Cys

Thr

Gly

Thr

Pro

Ala

GIn

Cys

Gln

130

Thr

Thr

Gln

Ala

Gly

210

val

Pro

val

Lys

Ala

290

Glu

Leu

Arg

His

Pro

val

115

GIn

Leu

Asp

Gln

195

Gly

Ser

Gly

Pro

Gly

Glu

Ser

Glu

Gln

Arg

Ser

100

Pro

Leu

ser

Leu

GIn

180

Glu

Thr

val

Glu

Pro

260

Ser

Tyr

Leu

Leu

GlIn

Arg

85

Gln

Glu

Pro

Leu

Lys

165

Gln

Ala

ser

ser

Gln

245

Ala

Leu

Ser

Gly

Pro
325

GIn

70

Gly

Pro

Pro

Ala

Leu

150

AsSp

GIn

ser

Thr

Met

230

Leu

val

Leu

Pro

cys

310

ser

GIn

Pro

Gln

Gly

Pro

135

Gly

Ile

Glu

Gly

Ile

215

Gly

Arg

Arg

Asp

Phe

295

ser

Thr

Thr

Ser

Ala

120

Pro

Pro

Leu

Ala

Ala

200

Ser

Leu

Gly

Pro

ASp

Lys

Gly

Leu

1-SEQUENCE LISTINGS
GIn GIn Gin Gly Glu Asp
75

Gly Tyr Leu
90

Ala

105

Ala

Asp

Thr

Ser

val

185

Pro

ASp

Gly

Asp

Thr

265

Ser

Gly

Ser

Ser

Pro

val

Glu

Phe

Glu

170

Ser

Thr

ser

val

cys

250

Pro

Ala

Gly

Ala

Leu
330

Glu

Ala

Asp

Pro

155

Ala

Glu

Ser

Ala

Glu

235

Met

Cys

Gly

Tyr

Ala

315

Tyr

val

Cys

Ala

Asp

Gly

ser

Gly

ser

Tyr

Ala

Lys

Thr

300

Ala

Lys
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Leu

His

Gly

Ser

Leu

Thr

Ser

Leu

Ala

Pro

Ser

285

Lys

Gly

Ser

Gly

ASp

Pro

110

Lys

Ala

ser

Met

Ser

190

Asp

Leu

Glu

Pro

Leu

270

Thr

Gly

Ser

Gly

ser

Glu

95

Glu

Gly

Ala

ser

GIn

175

Ser

Asn

Ccys

His

val

255

Ala

Glu

Leu

Ser

Ala
335

Pro

80

Glu

Arg

Leu

Pro

Cys

160

Leu

Gly

Tyr

Lys

Leu

240

Leu

Glu

Asp

Glu

Gly

Leu



Asp

Ala

Arg

Ala

385

Gly

Ser

cys

Glu

Leu

465

Gly

Ser

Met

Phe

545

Arg

cys

Arg

Glu

Leu

Ile

370

Ala

Ala

Trp

Gly

Ala

450

Ala

Gly

Glu

Arg

Pro

530

His

Ala

Thr

Lys

Ala

Ala

Lys

Ala

Ala

His

Gly

Gly

Met

Met

Leu

515

Pro

Tyr

Ala

Ile

Cys
595

Ala

340

Gly

Leu

Gln

Gly

Thr

420

Gly

Ala

GlIn

val

Gln

Gly

Glu

580

Tyr

Ala

Pro

Glu

Cys

Pro

405

Leu

Gly

val

Glu

ser

485

Pro

Thr

Lys

Ala

Lys

Glu

Tyr

Pro

Asn

Arg

Gly

Phe

Gly

Ala

Gly

Arg

Trp

Ala

Thr

Leu

550

Lys

Phe

Ala

Gln

Pro

Pro

375

Tyr

Ser

Thr

Gly

Pro

455

ASp

val

Met

Arg

Cys

535

Thr

Gln

Arg

Gly

Pro

360

Leu

Gly

Gly

Ala

Gly

Tyr

Phe

Pro

ASp

520

Leu

Cys

Lys

Arg

Met
600

1-SEQUENCE LISTINGS
Ser Arg Asp Tyr Tyr Asn
345

Pro

ASp

Asp

Ser

Glu

425

Gly

Gly

Thr

Tyr

ser

505

His

Ile

Gly

TYr

Pro

Tyr

Leu

Pro

410

Glu

Gly

Tyr

Ala

Pro

490

Tyr

val

Cys

ser

Leu

570

Asn

Leu

Pro

Gly

Ala

395

ser

Gly

Gly

Thr

Pro

475

ser

ser

Leu

Gly

Cys

555

Cys

Cys

Gly

Pro

Ser

380

Ser

Ala

Gln

Gly

Arg

Asp

Pro

Gly

Pro

540

Lys

Ala

Pro

Ala

pPage 36

His

365

Ala

Leu

Ala

Leu

Gly

Pro

val

Thr

Pro

Ile

525

Glu

val

Ser

ser

605

Phe

350

Pro

Trp

His

Ala

TYyr

430

Gly

Pro

Trp

Cys

TYr

510

Asp

Ala

Phe

Arg

590

Lys

Pro

His

Ala

Gly

ser

415

Gly

Ala

Gln

Tyr

val

495

Gly

Tyr

Ser

Phe

Asn

575

Arg

Leu

Leu

Ala

Ala

Ala

400

Ser

Pro

Gly

Gly

Pro

480

Lys

Asp

Tyr

Gly

Lys

560

Asp

Leu

Lys



1-SEQUENCE LISTINGS
Lys Leu Gly Asn Leu Lys Leu GIn Glu Glu Gly Giu Ala Ser Ser Thr
610 615 620

Thr ser Pro Thr Glu Glu Thr Ala GIn Lys Leu Thr val Ser His Ile
625 630 635 640

Glu Gly Tyr Glu Cys GIn Pro Ile Phe Leu Asn Vval Leu Glu Ala Ile
645 650 655

Glu Pro Gly val val Cys Ala Gly His Asp Asn Asn Gln Pro Asp Ser
660 665 670

Phe Ala Ala Leu Leu Ser Ser Leu Asn Glu Leu Gly Glu Arg GIn Leu
675 680 685

val His val val Lys Trp Ala Lys Ala Leu Pro Gly Phe Arg Asn Leu
690 695 700

His val Asp Asp GIn Met Ala val ITe GIn Tyr Ser Trp Met Gly Leu
705 710 715 720

Met val Phe Ala Met Gly Trp Arg Ser Phe Thr Asn val Asn Ser Arg
725 730 735

Met Leu Tyr Phe Ala Pro Asp Leu Val Phe Asn Glu Tyr Arg Met His
740 745 750

Lys Ser Arg Met Tyr Ser GIn Cys val Arg Met Arg His Leu Ser Gln
755 760 765

Glu Phe Gly Trp Leu Gln Ile Thr Pro GIn Glu Phe Leu Cys Met Lys
770 775 780

Ala Leu Leu Leu Phe Ser Ile Ile Pro val Asp Gly Leu Lys Asnh Gln
785 790 795 800

Lys Phe Phe Asp Glu Leu Arg Met Asn Tyr Ile Lys Glu Leu Asp Arg
805 810 815

Ile ITe Ala Cys Lys Arg Lys Asn Pro Thr Ser Cys Ser Arg Arg Phe
820 825 830

Tyr GIn Leu Thr Lys Leu Leu Asp Ser val GIn Pro ITle Ala Arg Glu
835 840 845

Leu His GIn Phe Thr Phe Asp Leu Leu Ile Lys Ser His Met val Ser
850 855 860

val Asp Phe Pro Glu Met Met Ala Glu ITe Ile Ser val Gln val Pro
865 870 875 880
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Lys Ile Leu Ser G;y

<210> 13
<211> 895
<212> PRT

<213>

<400> 13

Met Glu val GlIn

1

Lys

val

Pro

Ser

65

Gln

Gln

Gly

Pro

ser

145

Ser

Leu

Arg

Leu

Ala

Thr Tyr

Ile Gln
35

Pro Gly
50

Pro Arg

Ala His

Gln Pro

Cys val
115

Gln Gln
130

Thr Leu

Ala Asp

GIn GIn

Ala Arg
195

Glu Gly
210

val Ser

Arg

20

Asn

Ala

Gln

Arg

Ser

100

Pro

Leu

ser

Leu

Gln

180

Glu

Thr

val

885

Leu

Gly

Pro

Ser

Gln

Arg

85

GIn

Glu

Pro

Leu

Lys

165

Gln

Ala

Ser

Ser

LysS

Macaca mulatta

Gly

Ala

Gly

Leu

Gln

70

Gly

Pro

Pro

Ala

Leu

150

Asp

Gln

ser

Thr

Met

val

Leu

Phe

Pro

Gln

55

Gln

Pro

Gln

Gly

Pro

135

Gly

Ile

Glu

Gly

Ile

215

Gly

1-SEQUENCE LISTINGS
Lys Pro Ile Tyr Phe His

Gly Arg

GIn Asn
25

Arg His
40

GIn GIn

GIn GiIn

Thr Gly

Ser Ala
105

Ala Ala
120

Pro Asp

Pro Thr

Leu Ser

Ala val

185

Ala Pro
200

ser Asp

Leu Gly

890

val

10

Leu

Pro

Gln

Gln

Tyr

90

Pro

val

Glu

Phe

Glu

170

Ser

Thr

ser

Tyr

Phe

Glu

Gln

Gly

75

Leu

Glu

Ala

Asp

Pro

155

Ala

Glu

ser

Ala

Pro

Gln

Ala

GIn

60

Glu

val

Cys

Ala

Asp

140

Gly

Ser

Gly

Ser

Lys
220

val Glu Ala
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Arg

ser

Ala

45

Gln

Asp

Leu

His

Gly

ser

Leu

Thr

ser

LysS

205

Glu

Leu

Thr

Pro

val

30

ser

Gln

Gly

Asp

Pro

110

Lys

Ala

ser

Met

ser

190

Asp

Leu

Glu

Gln
895

Pro

15

Arg

Ala

Glu

ser

Glu

95

Glu

Gly

Ala

Ser

Gln

175

Ser

Asn

Cys

His

sSer

Glu

Ala

Thr

Pro

80

Glu

Arg

Leu

Pro

cys

Leu

Gly

Tyr

Lys

Leu

O

)



225

ser

Gly

Cys

Thr

Asp

Ala

Arg

Ala

385

Gly

Ser

Cys

Glu

Leu

465

Gly

ser

Pro

val

Lys

Ala

290

Glu

Leu

Glu

Leu

Ile

370

Ala

Ala

Trp

Gly

Ala

450

Ala

Gly

Glu

Gly

Pro

Gly

Glu

ser

Glu

Ala

Ala

355

Lys

Ala

Ala

His

Gly

Gly

Met

Met

Glu

Pro

260

Ser

TYyr

Leu

Leu

Ala

340

Gly

Leu

Gln

Gly

Thr

420

Gly

Ala

GIn

val

Gly

Gln

245

Ala

Leu

Ser

Gly

Pro

325

Ala

Pro

Glu

Cys

Pro

405

Leu

Gly

val

Glu

ser

485

Pro

230

Leu

val

Leu

Pro

Cys

310

Ser

Tyr

Pro

Asn

Gly

Phe

Gly

Ala

Gly

Arg

Trp

1-SEQUENCE LISTINGS
235

Arg Gly Asp Cys Met Tyr Ala
250

Arg

Asp

Phe

295

Ser

Thr

Gin

Pro

Pro

375

Tyr

ser

Thr

Gly

Pro

455

Asp

val

Met

Pro
Asp
280
Lys
Gly
Leu
Ser
Pro
360
Leu
Gly
Gly
Ala
Gly
4

Tyr
Phe

Pro

Asp

Thr

265

Ser

Gly

sSer

Ser

345

Pro

Asp

Asp

Ser

Glu

425

Gly

Gly

Thr

Tyr

Ser

Pro

Ala

Gly

Ala

Leu

330

Asp

Pro

Tyr

Leu

Pro

410

Glu

Gly

Tyr

Ala

Pro
490

cys

Gly

Tyr

Ala

315

Tyr

Tyr

Pro

Gly

Ala

395

Ser

Gly

Gly

Thr

Pro

475

ser

Ala

Lys

Thr

300

Ala

Lys

Tyr

Pro

Ser

380

ser

Ala

GIn

Gly

Arg

460

ASp

Pro

Tyr Ser Gly
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Pro

Ser

285

Lys

Gly

Ser

Asn

His

365

Ala

Leu

Ala

Leu

Gly

Pro

val

Thr

Pro

Pro

Leu

270

Thr

Gly

Ser

Gly

Phe

350

Pro

Trp

His

Ala

Tyr

430

Gly

Pro

Trp

Cys

TYyr

val

255

Ala

Glu

Leu

Ser

Ala

335

Pro

His

Ala

Gly

ser

415

Gly

Ala

Gln

Tyr

val

495

Gly

240

Leu

Leu

Ala

Ala

Ala

400

ser

Pro

Gly

Gly

Pro

480

Lys

Asp



Met

Phe

545

Arg

Cys

Arg

Lys

Thr

625

Glu

Glu

Phe

val

His

705

Met

Met

Lys

Glu

Arg

Pro

530

His

Ala

Thr

Lys

Leu

610

Ser

Gly

Pro

Ala

His

690

val

val

Leu

ser

Phe

Leu

515

Pro

TYr

Ala

Ile

Cys

595

Gly

Pro

Tyr

Gly

Ala

675

val

Asp

Phe

Tyr

Arg

Gly

500

Glu

Gln

Gly

Glu

580

TYyr

Asn

Thr

Glu

val

660

Leu

val

Asp

Ala

Phe

740

Met

Trp

Thr

Lys

Ala

Lys

Glu

Leu

Glu

cys

645

val

Leu

Lys

Gln

Met

725

Ala

Tyr

Leu

Ala

Thr

Leu

550

Lys

Phe

Ala

LYyS

Glu

630

GlIn

Cys

Ser

Trp

Met

710

Gly

Pro

Ser

Gln

Arg

Cys

535

Thr

Gln

Arg

Gly

Leu

615

Thr

Pro

Ala

ser

Ala

695

Ala

Trp

Asp

Gln

Ile

1-SEQUENCE LISTINGS

505

Asp His val Leu

520

Leu

Cys

LyS

Arg

Met

600

Gln

Ala

Ile

Gly

Leu

680

Lys

val

Arg

Leu

Cys

760

Thr

Ile

Gly

Tyr

Glu

Gln

Phe

His

665

Asn

Ala

Ile

Ser

val

745

val

Pro

Cys Gly

ser Cys
555

Leu Cys
570

Asn Cys

Leu Gly

Glu Gly

Lys Leu

635

Leu Asn
650

Asp Asn

Glu Leu

Leu Pro

Gln Tyr

715

pPhe Thr
730
Phe Asn

Arg Met

Gln Glu

Pro

Lys

Ala

Pro

Ala

Glu

620

Thr

val

Asn

Gly

Asn

Glu

Arg

Phe
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Ile

525

Glu

val

Ser

ser

val

Leu

Gln

Glu

685

Phe

Trp

val

Tyr

His

765

Leu

510

Asp

Ala

Phe

Arg

590

Lys

ser

ser

Glu

Pro

670

Arg

Arg

Met

Asn

Ar

75

Leu

Cys

Tyr

Ser

Phe

Asn

575

Arg

Leu

Ser

His

Ala

655

Asp

Gln

Asn

Gly

ser

735

Met

ser

Met

Tyr

Gly

Lys

560

Asp

Leu

Lys

Thr

Ile

640

Ile

Ser

Leu

Leu

Leu

720

Arg

His

Gln

Lys

-

S




Ala

785

Lys

Ile

Tyr

Leu

val

865

Lys

770

Leu

Phe

Ile

Gln

His

850

Asp

Ile

<210>
<211>
<212>
<213>

<400>

Leu

Phe

Ala

Leu

835

Gln

Phe

Leu

14
911
PRT

Leu

Asp

cys

820

Thr

Phe

Pro

Ser

Phe

Glu

805

Lys

Lys

Thr

Glu

Ser

790

Leu

Arg

Leu

Phe

Met

870

Lys

Pan troglodyte

14

Met Glu val Gln
1

Lys

val

Pro

Gln

65

Ser

His

Pro

Thr

Ile

Pro

50

Gln

Pro

Arg

ser

TYyr

Gln

35

Gly

Gln

Arg

Arg

GIn
115

Arg

20

Asn

Ala

Gln

Gln

Gly

Pro

Leu

Gly

Pro

Ser

Gln

Gln

85

Pro

Gln

Gly

Ala

Gly

Leu

GIn

70

Gln

Thr

Ser

775

Ile

Arg

Lys

Leu

855

Met

val

Leu

Phe

Pro

Leu

55

Gln

Gln

Gly

Ala

Ile

Met

Asn

Ala

Lys

Gly

GIn

Arg

40

Leu

GIn

Gln

TYr

Pro
120

1-SEQUENCE LISTINGS
780

Pro val Asp Gly Leu

Asn

Pro

825

ser

Leu

Glu

Pro

Arg

Asn

25

His

GlIn

GlIn

Gly

Leu

105

Glu

795

Tyr Ile Lys
810

Thr Ser Cys

val GIn Pro

Ile Lys Ser
860

Ile Ile Ser
875

Ile Tyr phe
890

val Tyr Pro
10

Leu Phe Gln

Pro Glu Ala

GIn GIn Gln
60

GIn Gln GIn
75

Glu Asp Gly
90

val Leu Asp

Cys His Pro
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Glu

Ser

Ile

845

His

val

His

Arg

ser

Ala

45

Gln

Gln

ser

Glu

Glu
125

Lys

Leu

830

Ala

Met

Gln

Thr

Pro

val

30

Ser

Gln

Gln

Pro

Glu

110

Arg

AsSn

815

Arg

Arg

val

val

Gin
895

Pro
15

Arg
Ala
Glin
Glu
Gln
95

Gln

Gly

Gln

800

Arg

Phe

Glu

ser

Pro
880

ser

Glu

Ala

Thr

80

Ala

Gln

Cys



val

Gln

145

Leu

Asp

Gln

Arg

Gly

Ser

Gly

Pro

Gly

Glu

305

ser

Glu

Ala

Ala

Lys

Pro

130

Leu

ser

Leu

GIn

Glu

210

Thr

val

Glu

Pro

ser

290

Tyr

Leu

Leu

Ala

Gly

Leu

Glu

Pro

Leu

LYyS

Gln

195

Ala

Ser

Ser

GlIn

Ala

275

Leu

ser

Gly

Pro

Ala

355

Pro

Glu

Pro
Ala
Leu
ASp
1

Gln
ser
Thr
Met
Leu
260
val
Leu
Pro
cys
ser
340
Tyr

Pro

Asn

Gly

Pro

Gly

Ile

Glu

Gly

Ile

Gly

Arg

Arg

ASp

Phe

Ser

325

Thr

Gln

Pro

Pro

Ala

Pro

150

Pro

Leu

Ala

Ala

Ser

230

Leu

Gly

Pro

Asp

Lys

Gly

Leu

sSer

Pro

Leu
390

Ala

135

Asp

Thr

Ser

val

Pro

215

Asp

Gly

Asp

Thr

ser

295

Gly

Ser

Ser

Arg

Pro

375

Asp

1-SEQUENCE LISTINGS

val Ala Ala Ser

Glu

Phe

Glu

Ser

200

Thr

Ser

val

Cys

Pro

280

Ala

Gly

Ala

Leu

Asp

Pro

Tyr

Asp

Pro

Ala

185

Glu

ser

Ala

Glu

Met

265

Cys

Gly

Tyr

Ala

Tyr

345

TYyr

Pro

Gly

Asp

Gly

Ser

Gly

ser

Lys

Ala

250

Tyr

Ala

Lys

Thr

Ala

330

Lys

Tyr

Pro

Ser

Ser

155

Leu

Thr

ser

Lys

Glu

Leu

Ala

Pro

Ser

Ser

ASn

His

Ala
395

Lys

140

Ala

ser

Met

Ser

Asp

220

Leu

Glu

Pro

Leu

Thr

300

Gly

Ser

Gly

Phe

Pro

380

Trp
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Gly

Ala

Ser

GIn

Ser

205

ASn

Cys

His

Leu

Ala

285

Glu

Leu

Ser

Ala

Pro
365

His

Ala

Leu

Pro

Gln

Pro Ser Thr

Cys

Leu

190

Gly

Tyr

Lys

Leu

Leu

270

Glu

Asp

Glu

Gly

Leu

350

Leu

Ala

Ala

ser
175
Leu
Arg
Leu
Ala
Ser
255
Gly
Cys
Thr
Gly
Thr
335
Asp
Ala

Arg

Ala

160

Ala

GlIn

Ala

Gly

val

240

Pro

val

Lys

Ala

Glu

320

Leu

Leu

Ala
400

@



Ala

Ala

His

Gly

Glu

465

Leu

Gly

ser

Met

phe

545

Cys

Arg

Cys

Arg

Lys

625

Thr

Glu

Gln

Gly

Thr

Ala

Gly

Glu

530

Pro

His

Ala

Thr

Lys

610

Leu

Ser

Gly

Cys

Pro

Leu

435

Gly

Gly

Gly

Met

Met

515

Leu

Pro

Tyr

Ala

Ile

595

Cys

Gly

Pro

Tyr

Arg

Gly

Phe

Gly

Ala

Gln

val

500

Gly

Glu

GlIn

Gly

Glu

580

Asp

Tyr

AsSn

Thr

Glu
660

Tyr

405

Ser

Thr

Gly

val

Glu

485

Ser

Pro

Thr

Lys

Ala

565

Gly

Lys

Glu

Leu

Glu

645

Cys

Gly

Gly

Ala

Gly

Ala

470

Gly

Arg

Trp

Ala

Thr

550

Leu

Lys

Phe

Ala

Lys

Glu

Gln

Asp

ser

Glu

Asp

val

Met

Arg

535

cys

Thr

Gln

Arg

Leu

Thr

Pro

1-SEQUENCE LISTINGS

Leu Ala Ser Leu His Gly

Pro

Glu

440

Gly

Tyr

Phe

Pro

Asp

Leu

Ccys

Lys

600

Met

Gln

Thr

Ile

Ser

425

Gly

Gly

Gly

Thr

Tyr

505

ser

His

Ile

Gly

Tyr

585

Lys

Thr

Glu

Gln

Phe
665

Ala

GIn

Gly

Tyr

Ala

490

Pro

TYyr

val

Cys

ser

570

Leu

Asn

Leu

Glu

Lys
650

Ala

Leu

Gly

Thr

475

Pro

ser

Ser

Leu

Gly

Cys

cys

Cys

Gly

Ala

Tyr

Gly

Arg

Asp

Pro

Gly

Pro

540

AsSp

Lys

Ala

Pro

Ala

620

Glu

Thr

Leu Asn val
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Ser

Pro

val

Thr

Pro

525

Ile

Glu

val

Ser

Ser

605

Arg

Ala

val

Leu

Ala

ser

430

Pro

Gly

Pro

Trp

Cys

510

Tyr

Asp

Ala

Phe

590

Cys

Lys

Ser

Ser

Glu
670

Gly

ser

cys

Gly

Gln

Tyr

val

Gly

Tyr

Ser

Phe

575

Asn

Arg

Leu

Ser

His

655

Ala

Ala

Trp

Gly

Gly

Gly

Pro

Lys

Asp

Tyr

Lys

Asp

Leu

Lys

Thr

640

Ile



Glu

Phe

val

705

His

Met

Met

Lys

Glu

785

Ala

Lys

Ile

Tyr

Leu

865

val

Lys

Pro

Ala

690

His

val

val

Leu

ser

770

Phe

L.eu

Phe

Ile

Gin

850

His

ASpP

Ile

<210>
<211>
<212>
<213>

<400>

Gly

Ala

val

Asp

Phe

Tyr

755

Arg

Gly

Leu

Phe

Ala

Leu

GIn

Phe

Leu

15
895
PRT

val

Leu

val

Asp

Ala

740

Phe

Met

Trp

Leu

Asp

820

Cys

Thr

Phe

Pro

ser
900

val

Leu

Lys

GIn

725

Met

Ala

TYyr

Leu

Phe

805

Glu

Lys

Lys

Thr

Glu

885

Gly

Cys

ser

Gly

Pro

Ser

GIn

790

Ser

Leu

Arg

Leu

Phe

870

Met

Lys

Papio hamadryas

15

Ala

Ser

695

Ala

Ala

Trp

Asp

Gln

775

Ile

Ile

Arg

Lys

Leu

855

Asp

Met

val

1-SEQUENCE LISTINGS

Gly His Asp Asn Asn
680

Leu

Lys

val

Arg

Leu

760

Cys

Thr

Ile

Met

Asn

840

Asp

Leu

Ala

Lys

Asn

Ala

Ile

Ser

745

val

val

Pro

Pro

Asn

825

Pro

Ser

Leu

Glu

Pro
905

Glu

Leu

Gln

730

Phe

Phe

Arg

Gln

val

810

Tyr

Thr

val

Ile

Ile

890

Ile

Leu

Pro

715

Tyr

Thr

Asn

Met

Glu

795

Asp

Ile

ser

Gln

Tyr

Gly
700
Gly
ser
ASh
Glu
Arg
780
Phe
Gly
Lys
Cys
Pro
860
Ser

ser

Phe
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Gin

685

Glu

Phe

Trp

val

TYyr

His

Leu

Leu

Glu

ser

845

Ile

His

val

His

Pro

Arg

Arg

Met

Asn

750

Arg

Leu

cys

Lys

Leu

830

Arg

Ala

Met

GlIn

Asp

GIn

Asn

Gly

Ser

Met

ser

Met

Asn

815

Asp

Arg

Arg

val

val

- 895

Thr
910

Gln

Ser

Leu

Leu

720

Leu

Arg

His

Gln

Lys

Gln

Arg

Phe

Glu

Ser

880

Pro

@

,\
R



Met

Lys

val

Pro

Thr

65

Gln

Gln

Gly

Pro

Ser

145

ser

Leu

Arg

Leu

Ala

225

Ser

Gly

Glu

Thr

Ile

Pro

50

Ser

Ala

Glin

cys

Gln

130

Thr

Ala

Gln

Ala

Gly

210

val

Pro

val

val

Tyr

Gln

35

Gly

Pro

His

Pro

val

115

Gln

Leu

Asp

Gln

ser

Gly

Pro

Gln

Arg

20

Asn

Ala

Arg

Arg

Ser

100

Pro

Leu

ser

Leu

Gln

180

Glu

Thr

val

Glu

Pro
260

Leu

Gly

Pro

ser

Gln

Arg

85

Gln

Glu

Pro

Leu

Lys

165

Gln

Ala

Ser

ser

Gln

245

Ala

Gly

Ala

Gly

Leu

GlIn

70

Gly

Pro

Pro

Ala

Leu

150

Asp

Gln

ser

Thr

Met

230

Leu

val

Leu

Phe

Pro

Gln

55

GIn

Pro

Gln

Gly

Pro

135

Gly

Ile

Glu

Gly

Ile

215

Gly

Arg

Arg

1-SEQUENCE LISTINGS

Gly Arg val Tyr Pro Arg
10

Gln

Arg

40

Gln

Gln

Thr

Ser

Ala

120

Pro

Pro

Leu

Ala

Ala

200

Ser

Leu

Gly

Pro

Asn

25

His

Gln

GlIn

Gly

Ala

105

Ala

Asp

Thr

Ser

val

185

Pro

Asp

Gly

ASp

Thr
265

Leu

Pro

GIn

GlIn

Tyr

Pro

val

Glu

Phe

Glu

170

Ser

Thr

ser

val

Cys

250

Pro

Phe

Glu

Gln

Gly

75

Leu

Glu

Ala

Asp

Pro

155

Ala

Glu

Ser

Ala

Glu

235

Met

cys

Gln

Ala

GIn

60

Glu

val

Cys

Ala

Asp

140

Gly

Ser

Gly

Ser

Lys

220

Ala

TYr

Ala
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ser

Ala

45

Gln

Asp

Leu

His

Gly

Ser

Leu

Thr

Ser

Leu

Ala

Pro

Pro

val

30

Ser

Gln

Gly

Asp

Pro

110

Lys

Ala

Ser

Met

Ser

190

Asp

Leu

Glu

Pro

Leu
270

Pro

15

Arg

Ala

Gln

Ser

Glu

95

Glu

Gly

Ala

Ser

Gln

175

Ser

AsSn

Cys

His

val

255

Ala

Ser

Glu

Ala

Pro

80

Glu

Arg

Leu

Pro

Cys

160

Leu

Gly

Tyr

Lys

Leu

240

Leu

Glu



Cys

Thr

Gly

Thr

Asp

Ala

Arg

Ala

385

Gly

ser

Cys

Glu

Leu

465

Gly

ser

Met

Phe

Lys

Ala

290

Glu

Leu

Glu

Leu

Ile

370

Ala

Ala

Trp

Gly

Ala

450

Ala

Gly

Glu

Arg

Pro
530

Gly

Glu

Ser

Glu

Ala

Ala

355

Lys

Ala

Ala

His

Gly

Gly

Met

Met

Leu

515

Pro

Ser

Tyr

Leu

Leu

Ala

340

Gly

Leu

GIn

Gly

Thr

420

Gly

Ala

Gln

val

GIn

Leu

ser

Gly

Pro

325

Ala

Pro

Glu

Cys

Pro

405

Leu

Gly

val

Glu

Ser

485

Pro

Thr

Lys

Leu

Pro

Cys

310

ser

Tyr

Pro

Ash

390

Gly

Phe

Gly

Ala

Gly

Arg

Trp

Ala

Thr

Asp

Phe

295

ser

Thr

GlIn

Pro

Pro

375

Tyr

ser

Thr

Gly

Pro

455

Asp

val

Met

Arg

cys
535

1-SEQUENCE LISTINGS

Asp Ser Ala Gly Lys Ser

280

Lys

Gly

Leu

ser

Pro

360

Leu

Gly

Gly

Ala

Gly

TYr

Phe

Pro

Asp

AsSp

520

Leu

Gly

ser

Ser

Asp

Glu

ser

Glu

425

Gly

Gly

Thr

Tyr

ser

505

His

Ile

Gly

Ala

Leu

330

ASp

Pro

Tyr

Leu

Pro

410

Glu

Gly

Tyr

Ala

Pro

490

Tyr

val

Cys Gly

Tyr

Ala

315

Tyr

Tyr

Pro

Gly

Ala

395

Ser

Gly

Gly

Thr

Pro

475

Ser

Ser

Leu

Thr

300

Ala

Lys

Tyr

Pro

Ser

380

Ser

Ala

Gln

Gly

Arg

Asp

Pro

Gly

Pro
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285

Lys

Gly

Ser

Asn

His

365

Ala

Leu

Ala

Leu

Gly

Pro

val

Thr

Pro

Thr

Gly

Ser

Gly

Phe

350

Pro

Trp

His

Ala

Tyr

430

Gly

Pro

Trp

Ccys

Asp

Ala

Glu

Leu

Ser

Ala

335

Pro

His

Ala

Gly

Ser

415

Gly

Ala

Gln

Tyr

val

495

Gly

Tyr

ser

ASD

Gly

Leu

Leu

Ala

Ala

400

Ser

Pro

Gly

Gly

Pro

480

Lys

Asp

Tyr

Gly

O



Cys

545

Arg

Cys

Arg

Lys

Thr

625

Glu

Glu

Phe

val

His

705

Met

Met

Lys

Glu

Ala

785

Lys

His

Ala

Thr

Lys

Leu

610

ser

Gly

Pro

Ala

His

690

val

val

Leu

Ser

Phe

770

Leu

Phe

Tyr

Ala

ile

Cys

595

Gly

Pro

Tyr

Gly

Ala

675

val

ASp

Phe

Tyr

Leu

Phe

Gly

Glu

Asp

580

Tyr

Asn

Thr

Glu

val

660

Leu

val

Asp

Ala

Phe

740

Met

Trp

Leu

Asp

Ala

Gly

Lys

Glu

Leu

Glu

Cys

645

val

Leu

Lys

Gln

Met

725

Ala

Tyr

Leu

Phe

Glu
805

Leu

550

Lys

Phe

Ala

Lys

Glu

630

Gln

Cys

ser

Trp

Met

710

Gly

Pro

Ser

GIn

ser

790

Leu

Thr

GIn

Arg

Gly

Leu

615

Thr

Pro

Ala

Ser

Ala

695

Ala

Trp

Asp

GIn

Ile

775

Ile

Arg

1-SEQUENCE LISTINGS

Cys Gly Ser Cys Lys val
555

Lys

Arg

Met

600

Gln

Ala

ITe

Gly

Leu

680

Lys

val

Arg

Leu

Cys

760

Thr

Ile

Met

Tyr

Lys

Thr

Glu

GIn

Phe

His

665

Asn

Ala

Ile

ser

val

745

val

Pro

Pro

Asn

Leu

570

Asn

Leu

Glu

Lys

Leu

650

Asp

Glu

Leu

Glin

Phe

730

Phe

Arg

Gln

val

Tyr
810

Cys

Cys

Gly

Gly

Leu

635

Asn

Asn

Leu

Pro

Tyr

715

Thr

Asn

Met

Glu

Asp

Ile

Ala
Pro
Ala
Glu
620
Thr
val
Asn
Gly
Gly
ser
Asn
Glu
Arg
Phe
780
Gly

Lys
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Ser

ser

Arg

605

Ala

val

Leu

Gln

Glu

685

Phe

Trp

val

Tyr

His

765

Leu

Leu

Glu

Phe

Arg

Cys

590

Lys

Ser

Ser

Glu

Pro

670

Arg

Arg

Met

Asn

750

Leu

cys

Lys

Leu

Phe

Asn

575

Arg

Leu

ser

His

Ala

655

Asp

Gln

Asn

Gly

ser

735

Met

ser

Met

Asn

Lys

560

Asp

Leu

Lys

Thr

Ile

640

Ile

ser

Leu

Leu

Leu

720

Arg

His

Gln

Lys

Gln

800

Arg



Ile

Tyr

Leu

val

865

Lys

Ile

Gln

His

850

ASp

Ile

<210>
<211>
<212>
<213>

<400>

Leu
835

GIn

Phe

Leu

16
896
PRT

Cys

Thr

Phe

Pro

Ser

Lys

Lys

Thr

Glu

Gly

Sus scrofa

16

Tet Glu val Glin

Lys

val

Pro

Ser

65

ser

Glu

Glu

Gly

Ala
145

Thr

Ile

Pro

50

Pro

Pro

Lys

ser

Leu

130

Pro

Phe

Gln

35

Gly

Arg

GIn

Gln

Gly

G1n

Ser

Arg

20

Asn

Ala

Arg

val

GlIn

100

Cys

GIn

Thr

Leu

Gly

Pro

Arg

Glin

GIn

85

Pro

Thr

Gln

Leu

Arg

Leu

Phe

Met

870

Lys

Gly

Ala

Gly

Leu

Gln

70

Ser

ser

Pro

Pro

ser
150

Lys

Leu

Asp

Met

val

Leu

Phe

Pro

GTn

55

Gln

Arg

Gln

Glu

Pro

135

Leu

1-SEQUENCE LISTINGS

Asn Pro Thr Ser Cys Ser

Asp
840
Leu

Ala

LYyS

Gly

Gln

Arg

40

GTn

GlIn

Gly

Gln

Pro

120

Ala

Leu

825

Ser

Leu

Glu

Pro

Arg

Asn

25

His

Gln

GlIn

Pro

Gln

105

Gly

Pro

Gly

val Gln

Ile Lys

Ile Ile
875

Ile Tyr
890

val Tyr
10

Leu Phe

Pro Glu

Gln Leu

Gln Gln

75
Thr Gly
90
ser Ala
Ala Ala

Pro Asp

Pro Thr
155

Pro

ser

860

ser

Phe

Pro

Gln

Ala

GIn

60

Pro

Tyr

Pro

Ser

Glu

140

Phe
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Ile

845

His

val

His

Arg

Ser

Ala

45

GIn

Ser

Leu

Glu

Ala

125

ASp

Pro

Met

Gln

Thr

Pro

val

30

Ser

GIn

Glu

Ala

cys

110

Ala

Asp

Gly

Arg

Arg

val

val

Gln
895

Pro

15

Arg

Ala

Glu

Asp

Leu

95

His

ser

Ser

Leu

Phe

Ser

Pro
880

Ser

Glu

Ala

Thr

Gly

80

Asp

Pro

Lys

Ala

Ser
160



ser

Gln

Ser

Ile

ser

225

val

Cys

Pro

Pro

Leu

Asp

Pro

Tyr

385

Leu

Pro

Cys

Leu

Glu

Ser

210

Ala

Glu

Met

Ccys

Gly

Tyr

Glu

Tyr

Tyr

Pro

370

Gly

Ala

Ser

ser

Leu

Gly

Ser

Lys

Ala

Tyr

Ala

275

Lys

Thr

Ala

Lys

Tyr

355

Pro

ser

ser

Ala

Thr

Gln

180

Asn

Lys

Glu

Leu

Ala

260

Pro

sSer

Lys

Gly

Ser

340

Asn

His

Ala

Leu

Thr
420

165

Gln

Ser

Asp

Leu

Glu

245

Pro

Leu

Asn

Gly

Gly

Gly

Phe

Pro

Trp

His

405

Ser

Leu

Gin

Ser

ser

Cys

230

His

Leu

Ala

Glu

Leu

310

Ser

Ala

Pro

His

Ala

390

Gly

Ser

Gln

Gly

Tyr

215

Lys

Leu

Leu

Glu

Glu

295

Asp

Gly

Leu

Leu

Ala

375

Ala

Gly

ser

GlIn

Leu

Ala

Ser

Thr

Cys

280

Thr

Ser

Thr

AsSp

Ala

360

Arg

Ala

Gly

ser

1-SEQUENCE LISTINGS
Lys Asp Ile Leu Ser Glu Ala Gly Thr Met

Gln

185

Ala

Gly

val

Pro

Lys

Ala

Glu

Leu

Ile

Ala

Ala

170

Gin

Arg

Gly

Ser

Gly

Pro

Gly

Glu

Ser

Glu

330

val

Ala

Lys

Ala

Pro

410

His

GlIn

Glu

Ser

val

235

Glu

Pro

ser

Tyr

Leu

315

Leu

Ala

Gly

Leu

Gln

395

Gly

Thr

Gln

Ala

ser

220

ser

Gln

Ser

Leu

sSer

300

Gly

Pro

Ala

Pro

Glu

380

Cys

Pro

Leu
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Gln

Thr

205

Thr

Met

Leu

val

Leu

285

Pro

Cys

Ser

Tyr

Pro

365

Asn

Arg

Gly

Phe

Glu

190

Gly

Ile

Gly

Arg

Arg

Asp

Phe

Ser

Ala

Pro

350

Pro

Pro

Tyr

Ser

Thr
430

175

Ala

Ala

Ser

Leu

Gly

Pro

Asp

Lys

Ser

Leu

335

Ser

Pro

Leu

Gly

Gly

Ala

val

Pro

Asp

Gly

Asp

Thr

Gly

Ala

Gly

Ser

Arg

Pro

Asp

400

ser

Glu



Glu

Gly

Gly

Pro

Lys

Asp

Tyr

Gly

Lys

Asp

Leu

Lys

Ala

Ile

Ile

Ser

Leu

Ser

Glu

450

Leu

Gly

Ser

Met

Phe

530

Cys

Arg

cys

Arg

Lys

610

Thr

Glu

Glu

Phe

val
690

Gln
435
Ala
Ala

Gly

Glu

His

Ala

Thr

Lys

Leu

ser

Gly

Pro

Ala

675

His

Leu

Gly

Gly

val

Met

500

Leu

Pro

Tyr

Ala

Ile

580

cys

Gly

Pro

Tyr

Gly

Ala

val

Tyr

Ala

Gln

val

485

Gly

Glu

Gln

Gly

Glu

565

Asp

Tyr

Asn

Thr

Glu

645

val

Leu

val

Gly

val

Glu

470

Ser

Pro

Pro

Lys

Ala

550

Gly

Lys

Glu

Leu

Glu

630

Cys

val

Leu

Lys

Pro

Ala

455

Gly

Arg

Trp

Thr

Thr

535

Leu

Lys

Phe

Ala

GIn

Cys

Ser

Trp

Cys Gly Gly Gly Gly

440

Pro

Asp

val

Met

Arg

cys

Thr

Glin

Arg

Gly

Leu

Pro

Pro

Ala

Ser

680

Ala

1-SEQUENCE LISTINGS

TYyr

Leu

Pro

Glu

505

Asp

Leu

Cys

LyS

Arg

Met

Gln

Ala

Ile

Lys

Gly

Ala

Tyr

490

ser

His

Ile

Gly

TYr

570

Lys

Thr

Glu

Gln

Phe

650

His

Asn

Ala

Tyr

Ile

475

Pro

Tyr

val

Cys

Ser

555

Leu

Asn

Leu

Glu

Asp

Glu

Leu

Thr
460
Pro
Ser

Ser

Leu

Cys

cys

Cys

Gly

Gly

Leu

Asn

Asn

Leu

Pro
700
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Gly
4435
Arg
ASp
Pro
Gly
Pro
525
Asp
Lys
Ala
Pro
Ala
605
Glu
Thr
val
Asn

Gly

Gly

Gly

Pro

Ile

Ser

Pro

510

Ile

Glu

val

ser

Ser

590

Arg

Ala

val

Leu

Gln

670

Glu

Phe

ser

Pro

Trp

Cys

Tyr

Asp

Ala

Phe

Arg

575

Cys

Lys

ser

Ser

Glu

655

Pro

Arg

Arg

Ala
Gln
Tyr
480
val
Gly
TYr
Ser
Phe
560
Asn
Arg
Leu
ser
His
640
Ala
Asp

Gln

Asn

TN



Leu

705

Leu

Arg

His

Gin

Lys

785

GIn

Arg

Phe

Glu

Ser

865

Pro

His

Met

Met

LYyS

Glu

770

Ala

Lys

Ile

Tyr

Leu

850

val

Lys

<210>
<211>
<212>
<213>

<400>

1

val

val

Leu

ser

755

Phe

Leu

Phe

Ile

Gln

835

His

Asp

Ile

17
709
PRT

oryctolagus cuniculus

17

Asp

Phe

Tyr

740

Arg

Gly

Leu

Phe

Ala

820

Leu

GIn

Phe

Leu

ASp

Ala

725

Phe

Met

Trp

Leu

Asp

cys

Thr

Phe

Pro

ser
885

Gln

710

Met

Ala

Tyr

Leu

Phe

790

Glu

Lys

Lys

Thr

Glu

870

Gly

Met

Gly

Pro

Ser

Gln

775

Ser

Leu

Arg

Leu

Phe

855

Met

Lys

Trp

Asp

Gln

760

Ile

Ile

Arg

Lys

Leu

840

Asp

Met

val

His His GIn GIn GIn GIn Asp Ala
5

Arg Ala Arg égg Pro Ser Gly Ala

Leu Gly Ser Thr Ser val Ile Ser
35

40

Ala val Sser val Ser Leu Gly Leu

1-SEQUENCE LISTINGS
Ala val Ile Gln Tyr Ser

Arg

Leu

745

Cys

Thr

Ile

Met

Asn

825

Asp

Leu

Ala

Lys

Ala
ser
25

Asp

Gly

ser

730

val

val

Pro

Pro

Asn

810

Pro

ser

Leu

Glu

Pro
890

Thr
10

Thr

ser

715

Phe

Phe

Arg

Gin

val

795

Tyr

Thr

val

Ile

Ile

875

Ile

Glu

Ser

Ala

Thr

Asn

Met

Glu

780

ASp

Ile

Ser

GIn

Tyr

Gly

Ser

Lys

val Glu Ala
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Asn

Glu

Gly

Lys

Cys

Pro

845

Ser

ser

Phe

ser

Lys

Glu

45

Leu

Trp

val

TYyr

750

His

Leu

Leu

Glu

Ser

830

Ile

His

val

His

ser

Asp

30

Leu

Glu

Met

Asnh

735

Arg

Leu

cys

Lys

Leu

815

Arg

Ala

Met

Gln

Thr
895

ser

15

Ser

Cys

His

Gly

Ser

Met

Ser

Met

Ash

800

Asp

Arg

Arg

val

val

880

Gln

Gly

Tyr

Lys

Leu



ser

65

Gly

Cys

Thr

Ala

Thr

145

Asp

Ala

Glu

Cys

Pro

225

Leu

Gly

Thr

pPro

AsSn

305

Ser

50

Ser

Gly

Lys

Ala

Glu

130

Leu

Glu

Leu

Asn

Ar

21

Gly

Phe

Gly

Arg

Glu

290

Pro

Gly

Gly

Pro

Gly

Glu

115

Ser

Glu

Ala

Ala

Pro

195

Tyr

Ser

Thr

Ser

Pro

275

val

ser

Pro

Glu

Pro

ser

100

Tyr

Leu

Leu

Ala

Gly

Leu

Gly

Gly

Thr

Gly

Pro

Trp

cys

Tyr

Gln

val

85

Leu

Thr

Gly

Pro

Ala

165

Gln

Asp

Asp

Ser

Glu

245

Pro

Gln

Tyr

val

Gly

Leu

70

val

Leu

Pro

Cys

ser

150

Tyr

Pro

Tyr

Leu

Pro

230

Glu

Gly

Gly

Pro

Lys

310

ASp

55

Arg

Arg

ASp

Phe

ser

135

Thr

Gln

Pro

Gly

Ala

215

ser

Gly

Glu

Leu

Gly

ser

Met

1-SEQUENCE LISTINGS
60

Gly Asp Cys Met
75

Pro

Asp

Lys

Gly

Leu

Thr

Pro

Ser

200

ser

Thr

GIn

Ala

Thr

280

Gly

Glu

Arg

Thr

Ser

Ser

Arg

Pro

185

Ala

Leu

Ala

Leu

Gly

Gly

val

Met

Leu

Pro

90

Pro

Gly

Gly

Leu

170

His

Trp

His

Ala

Tyr

Ala

Gln

val

Gly

Cys

Gly

Tyr

Glu

Tyr

155

Tyr

Pro

Ala

Gly

ser

235

Gly

val

Glu

Ser

Pro
315

Tyr Ala Pro

Leu
LysS
AsSn
Ala
140
Lys
Tyr
Arg
Ala
Gly
2

Ser
Leu
Ala
Gly
Arg

300

Trp

Glu Thr Ala
Page 52

Pro

Gly

ser

Asn

Arg

Ala

205

Gly

Ser

Cys

Pro

Asp

285

val

Met

Arg

Leu

Thr

110

Gly

Ser

Gly

Phe

Ile

190

Ala

Ala

Trp

Gly

Tyr

270

Phe

Pro

Glu

Asp

Leu
val
95
Glu
Leu
Ser
Thr
Pro
175
Lys
Ala
Ala
His
Gly
2
Gly
Pro
Tyr

ser

His

Leu

80

Glu

Glu

Glu

Gly

Leu

160

Leu

Leu

Gin

Gly

Thr

240

Gly

Tyr

Ala

Pro

Tyr

320

val



Leu

Gly

Cys

Cys

385

cys

Gly

Gly

Leu

Asn

465

Asn

Leu

Pro

Tyr

Thr

545

Asn

Met

Glu

Pro

Asp

370

Ala

Pro

Ala

Glu

Thr

450

val

Asn

Gly

Gly

Ser

530

Asn

Glu

Arg

Phe

Ile

Glu

val

Ser

Ser

Arg

ser

435

val

Leu

Gln

Glu

Phe

515

Trp

val

TYr

His

Leu

Phe

Arg

Cys

Lys

420

Ser

ser

Glu

Pro

500

Arg

Met

Asn

Arg

Leu

580

Cys

325

Tyr

Ser

Phe

Asn

ser

His

Ala

485

Gln

Asn

Gly

Ser

Met

565

ser

Met

TYr

Gly

Lys

390

Leu

Lys

Ala

Ile

Ile

470

ser

Leu

Leu

Leu

GlIn

Lys

Phe

Cys

Arg

cys

Arg

Lys

Ser

Glu

455

Glu

Phe

val

His

Met

535

Met

Lys

Glu

Ala

Pro

His

360

Ala

Thr

Lys

Leu

Ser

440

Gly

Pro

Ala

His

val

520

val

Leu

Ser

Phe

Leu

1-SEQUENCE LISTINGS
330

Pro GIn Lys Thr Cys

345

TYr

Ala

Ile

Cys

Gly

Pro

Tyr

Gly

Ala

val

505

Asp

Phe

Tyr

Arg

Gly

Glu

Asp

Tyr

410

Asn

Thr

Glu

val

Leu

490

val

Asp

Ala

Phe

Met

570

Trp

Ala

Gly

Lys

395

Glu

Leu

Glu

Cys

val

475

Leu

Lys

GlIn

Met

Ala

555

Tyr

Leu

Leu

Lys

Phe

Ala

Lys

Asp

Gln

460

Cys

Ser

Trp

Met

Ser

Gin

Leu Phe ser
Page 53

Thr

365

Glin

Arg

Gly

Leu

Thr

445

Pro

Ala

ser

Ala

Ala

525

Trp

Asp

Gln

Leu

350

Cys

Lys

Arg

Met

Gln

430

Thr

Ile

Gly

Leu

Lys

510

val

Arg

Leu

Cys

Thr
590

335

Ile

Gly

Tyr

Lys

Thr

415

Glu

Gln

Phe

His

Asn

495

Ala

Ile

Ser

val

val

575

Pro

Pro

Cys

Ser

Leu

Asn

400

Leu

Lys

Leu

Asp

Glu

Leu

Phe

Phe

560

Arg

GIn

val



595

Asp Gly Leu

610

Ile Lys Glu

ser Cys Ser

Gln Pro Ile

Lys Ser His
675

Ile Ser val
690

Tyr Phe His

705

<210> 18
<211>
<212>
<213>

<400> 18
atggaagtgc

DNA

ggagctttcc
cacccagagg
cagcagcagc
gagactagcc
cgtagaggcc
tcggeectgg
gccagcaagg
ccatccacgt
cttaaagaca
gcagtatccg
tccaaggaca
aaggcagtgt
gaacagcttc
cccactcctt

aagagcactg

2760

1-SEQUENCE LISTINGS

600

Lys Asn GIn Lys Phe

Leu Asp Arg Ile Ile
630

Arg Arg Phe Tyr Gln

Ala Arg Glu Leu His

660

Met val

Gin val

Thr Gln

Homo sapiens

agttagggct
agaatctgtt
ccgcgagege
agcagcagca
ccaggcagca
ccacaggcta
agtgccaccc
ggctgccgea
tgtccctget
tcctgagega
aaggcagcag
attacttagg
cggtgtccat
ggggggattg
gtgccccatt

aagatactgc

ser val

Pro Lys Ile

gggaagggtc
ccagagegtg
agcacctccc
gcagcagcag
gcagcagcag
cctggtcctg
cgagagaggt
gcagctgcca
gggccccact
ggccagcacc
cagcgggaga
gggcacttcg
gggcctgggt
catgtacgcc
ggccgaatgce

tgagtattcc

Phe Asp Glu

Ala Cys Lys

635

Leu Thr Lys
650

GIn Phe Thr
665

Phe Pro Glu

Leu Ser Gly

taccctcggce
cgcgaagtga
ggcgeccagtt
cagcagcagc
cagggtgagg
gatgaggaac
tgcgtcccag
gcacctccgg
ttccecggcet
atgcaactcc
gcgagggagg
accatttctg
gtggaggcgt
ccacttttgg
aaaggttctc

cctttcaagg

605

Leu Arg Met
620

Arg Lys Asn

Leu Leu Asp

Phe Asp Leu
670

Met Met Ala
685

Lys val Lys

cgccgtccaa
tccagaacce
tgctgctgcet
agcagcagca
atggttctcc
agcaaccttc
agcctggagce
acgaggatga
taagcagctg
ttcagcaaca
cctegggggce
acaacgccaa
tggagcatct
gagttccacc
tgctagacga

gaggttacac
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Asn Tyr

Pro Thr
640

ser val
655

Leu Ile
Glu Ile

Pro Ile

gacctaccga
gggccccagg
gcagcagcag
gcagcagcaa
ccaagcccat
acagccgcag
cgccgtggec
ctcagctgcec
ctccéctgac
gcagcaggaa
tcccacttec
ggagttgtgt
gagtccaggg
cgctgtgegt
cagcgcaggce

caaagggcta

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

9

()



gaaggcgaga
ctgccgtcta
agtcgcgact
ccceatcecc
gctgcggcgg
ggacccggtt
gccgaagaag
ggcggcggcg
tacggctaca
gatgtgtggt
aaaagcgaaa
gagactgcca
ctgatctgtg
aaggtcttct
gattgcacta
tatgaagcag
caggaggaag
acagtgtcac
attgagccag
ttgctctcta
aaggccttge
tcctggatgg
aggatgctct
atgtacagcc
accccccagg
gggctgaaaa
cgtatcattg
accaagctcc
ctgctaatca

tctgtgcaag

<210> 19
<211>
<212>

<213>
<400>

DNA

19

gcctaggetg
ccctgtctcet
actacaactt
acgctcgeat
cgcagtgecg
ctgggtcacc
gccagttgta
gcggeggcgg
ctecggececce
accctggeag
tgggccectg
gggaccatgt
gagatgaagc
tcaaaagagc
ttgataaatt
ggatgactct
gagaggcttc
acattgaagg
gtgtagtgtg
gcctcaatga
ctggctteeg
ggctcatggt
acttcgecccc
agtgtgtccg
aattcctgtg
atcaaaaatt
catgcaaaag
tggactccgt
agtcacacat

tgcccaagat

2760

Homo sapiens

1-SEQUENCE LISTINGS

ctctggcagce
ctacaagtcc
tccactggct
caagctggag
ctatggggac
ctcagccgec
tggaccgtgt
cggcggeggc
tcaggggcetg
catggtgagc
gatggatagc
tttgcccatt
ttctgggtgt
cgctgaaggg
ccgaaggaaa
gggagcccegg
cagcaccacc
ctatgaatgt
tgctggacac
actgggagag
caacttacac
gtttgccatg
tgatctggtt
aatgaggcac
catgaaagca
ctttgatgaa
aaaaaatccc
gcagcctatt
ggtgagcgtg
cctttctggg

gctgcagcag
ggagcactgg
ctggccggac
aacccgctgg
ctggcgagec
gcttecteat
ggtggtggty
ggcggeggcg
gcgggccagg
agagtgcect
tactccggac
gactattact
cactatggag
aaacagaagt
aattgtccat
aagctgaaga
agccccactg
cagcccatct
gacaacaacc
agacagcttg
gtggacgacc
ggctggcgat
ttcaatgagt
ctctctcaag
ctgctactct
cttcgaatga
acatcctgct
gcgagagagce
gactttccgg

aaagtcaagc

Page 55

ggagctccgg
acgaggcagce
cgcegeeecc
actacggcag
tgcatggcgce
cctggcacac
ggggtggtgg
aggcgggagce
aaagcgactt
atcccagtcc
cttacgggga
ttccacccca
ctctcacatg
acctgtgege
cttgtcgtct
aacttggtaa
aggagacaac
ttctgaatgt
agcccgactce
tacacgtggt
agatggctgt
ccttcaccaa
accgcatgcea
agtttggatg
tcagcattat
actacatcaa
caagacgctt
tgcatcagtt
aaatgatggc

ccatctattt

gacacttgaa
tgcgtaccag
tccgeegect
cgcetgggcy
gggtgcagcg
tctcttcaca
€ggcggeggce
tgtagccccc
caccgcacct
cacttgtatc
catgcgtttg
gaagacctgc
tggaagctgce
cagcagaaat
tcggaaatgt
tctgaaacta
ccagaagctg
cctggaagcec
ctttgcagcc
caagtgggcc
cattcagtac
tgtcaactcc
caagtcccgg
gctccaaatc
tccagtggat
ggaactcgat
ctaccagctc
cacttttgac
agagatcatc

ccacacccag

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760



atggaagtgc
ggagctttec
cacccagagg
cagcagcagc
gagactagcc
cgtagaggcc
tcggeectgy
gccagcaagg
ccatccacgt
cttaaagaca
gcagtatccg
tccaaggaca
aaggcagtgt
gaacagcttc
cccactcctt
aagagcactg
gaaggcgaga
ctgcecgtcta
agtcgcgact
cceccatcccc
gctgeggegg
ggacccggtt
gccgaagaag
ggcggcggcyg
tacggctaca
gatgtgtggt
aaaagcgaaa
gagactgcca
ctgatctgtg
aaggtcttct
gattgcacta
tatgaagcag
caggaggaag

acagtgtcac

agttagggct
agaatctgtt
ccgcgagegce
agcagcagca
ccaggcagcea
ccacaggcta
agtgccaccc
ggctgeccgea
tgtcecctgcet
tcctgagega
aaggcagcag
attacttagg
cggtgtccat
ggggggattg
gtgccccatt
aagatactgc
gcctaggcetg
ccectgtctct
actacaactt
acgctcgeat
cgcagtgccg
ctgggtcacc
gccagttgta
gcggceggcegg
ctcggceecc
accctggegg
tgggccecctg
gggaccatgt
gagatgaagc
tcaaaagagce
ttgataaatt
ggatgactct
gagaggcttc

acattgaagg

1-SEQUENCE LISTINGS

gggaagggtc
ccagagegtg
agcacctccc
gcagcagcag
gcagcagcag
cctggtectyg
cgagagaggt
gcagctgceca
gggccccact
ggccagcacc
cagcgggaga
gggcacttcg
gggcctggge
catgtacgcc
ggccgaatgc
tgagtattcc
ctctggcagce
ctacaagtcc
tccactggcet
caagctggag
ctatggggac
ctcagcegcec
tggaccgtgt
€ggcggeggce
tcaggggctg
catggtgagc
gatggatagc
tttgcccatt
ttctgggtot
cgctgaaggg
ccgaaggaaa
gggagccecgg
cagcaccacc

ctatgaatgt

taccctegge
cgcgaagtga
ggcgecagtt
cagcagcagc
cagggtgagg
gatgaggaac
tgcgteccag
gcacctccgg
ttcceegget
atgcaactcc
gcgagggagg
accatttctg
gtggaggcgt
ccacttttgg
aaaggttctc
cctitcaagg
gctgcagcag
ggagcactgg
ctggccggac
aacccgetgg
ctggcgagec
gctteccteat
ggtggtggtg
ggcggcggcy
gcgggccagg
agagtgcect
tactccggac
gactattact
cactatggag
aaacagaagt
aattgtccat
aagctgaaga
agccccactg

cagcccatct

cgccgtcecaa
tccagaaccc
tgctgcetgcet
agcagcagca
atggttctcc
agcaaccttc
agcctggage
acgaggatga
taagcagctg
ttcagcaaca
cctcggggge
acaacgccaa
tggagcatct
gagttccacc
tgctagacga
gaggttacac
ggagctccgg
acgaggcagc
cgccgeccecec
actacggcag
tgcatggegce
cctggceacac
ggggtggtgg
aggegggagc
aaagcgactt
atcccagtec
cttacgggga
ttccacceca
ctctcacatg
acctgtgege
cttgtcgtct
aacttggtaa
aggagacaac

ttctgaatgt

Page 56

gacctaccga
gggceeccagg
gcagcagcag
gcagcagcaa
ccaagcccat
acagccgceag
cgeegiggec
ctcagctgcc
ctcegetgac
gcagcaggaa
tccecacttec
ggagttgtgt
gagtccaggg
cgctgtgegt
cagcgcaggc
caaagggcta
gacacttgaa
tgcgtaccag
tcecgecgect
cgcctgggeg
gggtgcageg
tctcttcaca
€ggcggeggc
tgtagccccc
caccgcacct
cacttgtgtc
catgcgtttg
gaagacctgc
tggaagctgce
cagcagaaat
tcggaaatgt
tctgaaacta
ccagaagctg

cctggaagcec

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040



1-SEQUENCE LISTINGS

attgagccag gtgtagtgtg tgctggacac
ttgctctcta gectcaatga actgggagag
aaggccttgec ctggcttccg caacttacac
tcctggatgg ggctcatggt gtttgccatg
aggatgctct acttcgcccce tgatctggtt
atgtacagcc agtgtgtccg aatgaggcac
accccccagg aattcctgtg catgaaagcea
gggctgaaaa atcaaaaatt ctttgatgaa
cgtatcattg catgcaaaag aaaaaatccc
accaagctcec tggactccgt gcagectatt
ctgctaatca agtcacacat ggtgagcgtg
tctgtgcaag tgcccaagat cctttctggg
<210> 20

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<400> 20

agagactcag aggcgaccat

<210> 21

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<400> 21

atcagcaaac acagcagctc

<210> 22

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<400> 22

agagctgttg gatgaggacc agaa

<210> 23
<211> 24
<212> DNA
<213>
<220>
<223>

Artificial Sequence

Primer Sequence

gacaacaacc
agacagcttg
gtggacgacc
ggctggcgat
ttcaatgagt
ctctctcaag
ctgctactct
cttcgaatga
acatcctgct
gcgagagagc
gactttccgg

aaagtcaagc

agcccgactc
tacacgtggt
agatggctgt
ccttcaccaa
accgcatgca
agtttggatg
tcagcattat
actacatcaa
caagacgctt
tgcatcagct
aaatgatggc
ccatctattt

Page 57

ctttgcagcec
caagtgggcc
cattcagtac
tgtcaactcc
caagtcccgg
gctccaaatc
tccagtggat
ggaactcgat
ctaccagctc
cacttttgac
agagatcatc

ccacacccag

2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760

20

20

24



1-SEQUENCE LISTINGS

<400> 23
aggctccaaa ggcacttgac tact

<210> 24

<211> 21

<212> DNA

<213> Artificial Sequence

<220> .
<223> Primer Sequence

<400> 24
gaccaagcgg gttgttattg a

<210> 25

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer Sequence

<400> 25
tgccttgtcg gtcatatttt tca

<210> 26
<211> 20
<212> DNA
<213> Artificial sequence

<220>
<223> Primer Sequence

<400> 26
cggagaacca aacggaaagg

<210> 27

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer Sequence

<400> 27
cttcgeccac agtgaatgce

<210> 28

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer Sequence

<400> 28
acagcagccg gtttattgtg cttc

<210> 29
<211> 24
<212> DNA
Page 58

24

21

23

20

19

24

()



<213>

<220>
<223>

<400>

Artificial Sequence

Primer Sequence

29

tggcattcag tctcacacca ctgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

30
24
DNA
Artificial Sequence

Primer Sequence
30

accactcacc atcatctcaa ggca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31
24
DNA
Artificial Sequence

Primer Sequence

31

tgctcttctt tgccagatcc tcgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

32

20

DNA

Artificial sequence

Primer Sequence

32

gccttacect tgcagettac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

33

20

DNA

Artificial Sequence

Primer Sequence

33

gagcatgctg tccactctgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34
24
DNA
Artificial Sequence

Primer Sequence

34

cttgcgcatt cccaagtcag atgt

1-SEQUENCE LISTINGS
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24

24

24

20

20

24



1-SEQUENCE LISTINGS

<210> 35

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 35

tttcctctce ttctcgtget gett
<210> 36

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 36

gagcctgcta cagatggtca

<210> 37

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 37

tgtctaccag caggacgaag

<210> 38

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 38

cctcctgaag aatcgattcc

<210> 39
<211> 20
<212> DNA

<213> Artificial Sequence

<220>
<223> Primer Sequence

<400> 39
gaggtccaca cactgaagtt

<210> 40

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
page 60

24

20

20

20

20



<400> 40
tttctgggct ggccaaacat aagc

<210> 41
<211> 24
<212> DNA
<213> Artificial sequence

<220> .
<223> Primer Sequence

<400> 41
acacaaggta atgtgtgggt ccga

<210> 42

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Seguence
<400> 42

cggcaggtgt ttgtgtgtgg aaat

<210> 43

<211> 24

<212> DNA

<213> Artificial Sequence
<220> .

<223> Primer Sequence
<400> 43

agaagacaca cagcacagca gaca

<210> 44

<211l> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer Sequence

<400> 44
tagtgaaacc agtgtgtctg ccca

<210> 45

<211> 24

<212> DNA

<213> Artificial sequence

<220> )
<223> Primer Sequence

<400> 45
agcgttcagce acttctgagg tctt

<210> 46
<211> 21
<212> DNA

1-SEQUENCE LISTINGS
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24

24

24

24

24

24




1-SEQUENCE
<213> Artificial Sequence

<220>
<223> Primer Sequence
<400> 46

cgctctggtt catctgctct g

<210> 47

<211> 22

<212> DNA ‘

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 47

tcatcaaagg tgctctcgtc tg

<210> 48

<211> 24

<212> DNA

<213> Artificial Sequence
<220> _

<223> Primer Seqguence
<400> 48

tggagaggaa gttcagccat caga

<210> 49
<211> 24
<212> DNA
<213> Artificial sequence

<220> .
<223> Primer Sequence

<400> 49
aggagagctg ctttcgetta gtct

<210> 50

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 50

acctgctcag cctttgtctc tgat

<210> 51

<211> 24

<212> DNA .

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 51

agatccaggc ttgcttactg tcct

Page

LISTINGS
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22

24

24

24

24

eea




1-SEQUENCE LISTINGS

<210> 52

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Seguence

<400> 52

attctgggtt gggagtgcaa ggaa 24
<210> 53

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Seqguence

<400> 53

aggagacatg cccaggatga aaca 24
<210> 54

<211l> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<400> 54

actaggcagg acattgacat ccca 24
<210> 55

<211> 24

<212> DNA

<213> Artificial Sequence

<220> )

<223> Primer Sequence

<400> 55

acagtaaacc tctccacaca tggc 24
<210> 56

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<400> 56

tatgacaccce agggcettteg ttcea 24
<210> 57

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence
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1-SEQUENCE LISTINGS

<400> 57
taacgttcce tgegegttta caga

<210> 58

<211> 18

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Seguence

<400> 58
tcccaaatce tgacccca

<210> 59

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 59

accacacagc ccctaggaga

<210> 60

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence

<400> 60
acagggtggc ccaaatagaa ¢

<210> 61

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer Sequence
<400> 61

cctgtettgg acaagcggag a

<210> 62

<211> 24

<212> DNA

<213> artificial Sequence
<220>

<223> Primer Sequence
<400> 62

gggtcatttc caccacctca aaca

<210> 63
<211> 24
<212> DNA
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<213> Artificial Ssequence

<220> .
<223> Primer Sequence
<400> 63

ggagaaaggc cttacagtag tctc

1-SEQUENCE LISTINGS
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24



