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TAT-MYC Amino Acid sequence (SEQ ID NO: 1)

MRERRRQRRRMPLNVSFTNRNYDLDYDSVQPYFYCDEEENFYQQQQQSELQPP
APSEDIWKKFELLPTPPLSPSRESGLOSPSY VAVTPFSLRGDNDGGGGSFSTADQL
EMVTELLGGDMVNQSFICDPDDETFIENHIQDCMWSGFSAAAKLVSEKLASYQA
ARKDSGSPNPARGHSVCSTSSLYLQDLSAAASECIDPSVVIPYPLNDSSSPKSCAS
QDSSATSPSSDSLLSSTESSPQGSPEPLVLHEETPPTTS SIS EEEQEDEEEIDVVSVE
ERQAPGRRSESGSPSAGGHSKPPHSPLVLKRCHVSTHQHNYAAPPSTRKDYPAA
KRVKLDSVRVLRQISNNRKCTSPRISDTEENVERRTHNVLERQRRNELKRSFFAL
ROQIPELENNEKAPKVVILKKATAYILSVQAREQKLISEEDLLRKRREQLKHKILEQ
LRERGELNSKLEGKPIPNPLLGLDSTRTGHHEHENH

Ammne acuds 2-10 are the HIV Tat protem transduction domain
Ao scxds 11-454 are e-Myc

Armuno scids 435-488 are the 14 aomno acid V3 epitope
Amuino actds 472-477 are the & Histidine tag

TAT-MYC Nixleotide sequence (SEQ D NO D)

ATGAGGAAGAAGUGGAGACAGCGACGAAGAATGCCCCTCAACGTTAGCTTIC
ACCAACAGGAACTATGACCTCGACTACGACTOGGTGCAGCCGTATTICTACTY
GOGACGAGGAGGAGAACTTCTACCAGCAGCAGCAGCAGAGCGAGCTGCAGC
CCCCGGCGLTCAGCGAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACOCC
GOCCCTGTOCCCTAGOCGCOGCTCCGGGUTCTOCTCGCCCTCCTACGTIGOGG
TCACACCCTIOTCCCTTOGGGCGAGACAACGACGEOGOTGGCGGGAGCTTCIC
CACGGCCGACCAGUTGOAGATGOTGACCGAGCTGCTGGGAGGAGACATGGT
GAACCAGAGTTICATCTGCGACCCGGACGACGAGATCCTTCATCAAAAACATC
ATCATCCAGGACTGTATGTGGAGCGGCTICTOGGCOGCOGOCAAGCTUGTONC
AGAGAAGUTGGCCTOCTACCAGGCTGOGCGCAAAGACAGUGGLAGUCCGAA
TGAGCGCCGCOGCCTCAGAGTGCATCGACCOCTCGGTGGTICTICCCCTACCET
CTCAACGACAGCAGCTOGCCCAAGTCUTGOGCCTOGCAAGATTCCAGCGUCT
TCICTCCETCCTOGGATTCICTGCTCTCCTCGACGGAGTCCTCCOCGCAGHGL
AGCCCCGAGOCCCTOOTGCTCCATGAGGAGACACCGUCCACCADCAGCAGCG
ACTCTGAGGAGGAACAAGAAGATGAGGAAGAAATCGATGTTIGTTIUTGTGGA
AAAGAGGCAGGUTCCTGGCAAAAGGTCAGAGTCTGGATCACTTTICTGCTGGA
GGCCACAGCAAACCTOCTCACAGCCCACTGGTCCTCAAGAGGTGLCACGTCT
CCACACATCAGCACAACTACGCAGOGOCTCLCTCCACTOGGAAGGACTATCC
TGCTGCCAAGAGGOTCAAGTTGGACAGTGTCAGAGTCCTGAGACAGATCAGC
AACAACCGAAAATGCACCAGCCOCAGGTOCTOGGACACCGAGGAGAXTIGTC
AAGAGGOGAACACACAACGTICUTTGGAGCGCCAGAGGAGGAACGAGCTAAAA
COGAGCTTTTITGCOCTGUGTGACCAGATOCCGGAGTTGGAAAACAATGAAA
AGGOCCCCAAGGTAGTTATCCTTAAA AAAGCCACAGCATACATCCTGTCOGT
CCAAGCAGAGGAGCAAAAGCTCATTTICTGAAGAGGACTTGTTGCGGAAACGA

Fig. 24
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TAT-Bel2A Amino Acid sequence (SEQ ID NO: %)

MRKERRQERRMAHAGRSGYDNREIVMK YIHYKLSQRATSGISIEAAGPALSPVE
PVVHLTLRQAGDDFSRRYRRDFAEMSSQLELTPFTARGCFATVVEELFRDGVNW
GRIVAFFEFGGVMCVESVNREMSPLVDNIALWMTEYLNRHLHTWIQDNGGWDA
FVELYGPSMRPLFDFSWLSLKTLLSLALVGACITLGAYLSHKK GELNSKLE GKPIP
NPLLGLDSTRTGHHHEHY

Amino actds 2-10 are the HIV Tat protein transduction domain

Amino acids 11-312 are Bel24

Amuno acids 213226 are the 14 amino acid VS epitope

Amuno actds 230-233 are the § Histidine tag

TAT-Bcl2A Nucleotide sequence (SEQ IDNG: 43

algaggaagsagogpapacagegacpaagaatggegeacpotgppagaagtggtiscpataacegppagatagigatpas
glacatecattataagetpiogeagageoctacpagtospatetopatogaggecgeggoaecigegateagecepptoreac
ctatgplecacctgaccetecgivaggeeggegacgacticioecgeegelacegacgogactivpeegagatglecagecag
ctgeacctgacgeceticaccgegepgepatoctitgecacaptptopapoapcicticagopaceastaactgosena
geatigtepecticttipapiicpetogopicatpiptpt ppapancatcaaccgapagatategecsetggtegacaacatoge
cctgipgatpactgagtacctgaaccggeaceigracacciggatocaggatancppappcionoatocetiiotoaacipla
cgpecceageatgegeretoigittgatticiectggetgiciotpragactctgeteagtitgacectppippaageitgeaivac
cotggotgoctatelgageoacaagaaggpegagetcaaticpaagettpaagpiaagectatocstaacceteiceteggicte
gatictacgogtacippteateateaccateaccatipn

Fig. 25
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Fig. 26
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