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<210> 1

<211> 743

<212> DNA

<213> Homo sapiens

<220>

<221> CDS

<2272> (200)..(676)

<400> 1
gcagccagaa agctctggag catcagggag actccaactt aaggcaacag catgggtgaa 60

taagggcttc ctgtggactg gcaatgagag gcaaaacctg gtgottgage actggoccct 120
aaggcaggcce ttacagatct cttacactcg tggtgggaag agtttagrgt gaaactgggg 180

tggaattggg tgrccacgt atg tie cct tTT goc tta Ccta tat gti cig tca 232

Met Phe Pro Phe §1a Leu Leu Tyr val Leu Ser

1
gtt tct ttc agg aaa atc tic ate tta caa ctti gta g?g ¢ty gtg tta 280
val Ser pPhe Arg Lys Iie Phe Ile Leu Gin Leu val Gly Leu val Leu

15 20 25
act tac gac ttc act aac tgt gac ttt gag aag att aaa gca goo tat 328
Thr Tyr Asp Phe Thr Asn Cys Asp Phe Glu Lys Ile Lys Ala Ala Tyr
30 35 40
Ctc agt act att tct aaa gac ctg att aca tat atg agt g?g acc aaa 376
Leu Ser Thr Ile Ser Lys Asp Leu Ile Thr Tyr Met Ser Gly Thr Lys
45 50 55
agt acc gag ttc¢ aac aac acc gtc tct tgt age aat cgg cca cat tge 424
ser Thr Giu Phe Asn Asn Thr val Ser Cys Ser Asn Arg Pro His Cys
60 65 70 75
ctt act gaa atC cag agc cta acc ttC aat ccc acc gcc g?c tgc gCg 472
Leu Thr Glu ITe Gin Ser Leu Thr pPhe Asn Pro Thr Ala Gly Cys Ala
80 85 90

tcg CtC goc aaa gaa atg ttc gec atg aaa act aag ggt gec tta get 520

Ser Leu Ala Lys Glu mMet Phe Ala Met Lys Thr Lys Ala Ala teu Ala
95 100 105



atc tgg
Ile Trp

atg aag
Met Lys
125

caa gt
Gin va
140

ctg aaa
Leu Lys

tgc
Cys
110

aag
LyS

tca
Ser

caa
Gin

cca
Pro

agg
Arg

caa
Glin

cag
Gin

g%c tat
Gly Tyr

aga aaa
Arg Lys

tta caa
Leu Gln
145

teg
Ser

agg
Arg

130

Y

gaa
Glu
115

aaa
LyS

ttg
Lau

act
Thr

gtc
val

tgg
Trp

cag
Gin

aca
Thr

cgt
Arg

2

ata
Ile

acc
Thr

cgc
Arg
150

aat
Asn

aat
Asn
135

ttc
Phe

gct
Ala
120

aaa
Lys

aat
Ash

act
Thr

tgt
Cys

cga
Arg

cag
Gln

ctg
Leu

cct
Pro

taaaccatct ttattatrggt catatticac agcccaaaat

aaatcatctt tattaagtaa aaaaadda

<210> 2

<211> 159
<212> PRT
<213> Homo sapiens

<dQ0> 2
Met Phe
1

ITe Phe
Asn Cys

LYS ASp
50

Asn Thr
65

Ser Leu
Met Phe
Tyr Ser

Lys Arg
130

Gln Gly
145

<210> 3

Pro

Ile

Asp

35

Leu

val

Thr

Ala

Glu

115

LyS

Leu

<211> 1116
<212> DNA

pPhe

Leu

20

Phe

Ile

Ser

phe

Met

100

Thr

val

Trp

Ala Leu
5

Gin Leu
Glu Lys
Thr Tyr
Cys Ser

70
Asn Pro
85
Lys Thr
Gln Ile

Thr Thr

Arg Arg
1

Leu

val

Ile

Met

55

Asn

Thr

Lys

Asn

Asn

135

Phe

Tyr

Gly

Arg

Ala

Ala

Ala

126

Lys

Asn

val
Leu
25

Ala
Gly
Pro
Gly
Ala
105
Thr

Cys

Arg

Leu

10

val

Ala

Thr

His

Cys

l.eu

Glin

lLeu

Pro

Ser

Leu

Tyr

Lys

Cys

75

Ala

Ala

Ala

Glu

Leu
155

val

Thy

Leu

ser

60

Ley

Ser

tle

Met

Glin

140

Leu

ser

Tyr

Ser

45

Thr

Thr

Leu

Trp

Lys

125

val

Lys

Phe

Asp

30

Thy

Glu

Glu

Ala

Cys

110

LYS

Ser

Glin

Arg

15

Phe

Iie

Phe

Ite

Arg

Glin

Gin

gca
Ala

gaa
Glu

tta
Leu
155

Lys

Thr

ser

Asn

Gln

80

Glu

Gly

Arg

Leu

268

616

664

716

743



<213> Homo sapiens

<220>
<221> DS
<222> (1)..(1116)

<400> 3

atg
Met
1

ety

cag
Gin

agc
Ser

gat
Asp
65

act
Thr

ttc
phe

atg
Met

tgg
Trp

gat
ASp
145

cag
Gin

gce
Ala

gta
val

tgg
Trp

cece
Pro
225

It
Leu

ggg
Gly

tgg
Trp

atc
Ile

aaa
LYS
50

gag
Glu

tca
Ser

tce
sSer

att
val

cat
His
130

ctc
Leu

tcc
Ser

gag
Glu

tat
Tyr

cag
Gln
210

aaa
Lys

cty
Leu

cgg
Arg

atg
Met

atc
Ile
35

tac
Tyr

gce
Ala

Sty

atce
e

tat
Tyr
115

cag
Glin

ctc
Leuy

dda
Lys

aag
LyS

9949
&ly
195
aga

Arg

cca
Pro

atg
Met

ctg
Leu

gct
Ala
20

tac
Tyr

tecc
Ser

tat
Tyr

tgc
Cys

agyg
Al"’g
100
tac
Tyr

gat
ASp

tat
Tyr

cag
Gin

tgt
cys
180

cca
Pro

3ty

aag
Lys

gt
va

grt
val
5

Tty
Leu

ttC
Phe

agg
Arg

gac
Asp

cte
Leu
85

aat
Asn

ctg
Leu

gca
Ala

gad

Glu
165

tac
Ty

gac
Asp

gag
Glu

ctg
Leu

tct
sSer

ctg
Leu

Sy

aat
Asn

acc
Thr

cag
Gln
70

cta
Leu

&ty

aaa
Lys

gt
va

gtt
val
150

aat
AsN

TCct
ser

aca
Thr

att
I7e

tee
ser
230

cte
Leu

cty
Leu

caa
Gln

tta
Leu

aac
Ash
35

tgc
Cys

gac
ASp

acqg
Thr

CCcC
Pro

acg
Thr
135

cag
Gin

acce
Tht

Tte
Fhe

tac
Tyr

cgg
Arg
215
aaa
LyS

cte
Leu

tgg
Trp

ety

gaa
Glu
40

cty
Leu

acc
Thr

gca
Ala

cac
Hls

agt
ser
120

gt
va

tac
Tyr

tge
Cys

tgg
Trp

cea
Pro
200

gat
Asp

ttt
Phe

ctt
Leuy

oty

3ty
25

ace
Thr

act
Thr

aac
Asnh

gag
Glu

cce
Pro
105

tcc
Ser

acg
Thr

cag
Arg

ddcC
Asn

gtc
val
185

age
Ser

gcc
Ala

att
Ile

ctg
Leu

gct
Ala
10

gca
Ala

gt
Va

ttC
Phe

tac
TYr

cag
Gin
90

gtt
val

ccg
Pro

tgt
Cys

agc
ser

gtc
val
1790

a4ag
Arg

gac
Asp

tgt
Cys

tta
Leu

tct
Ser

gce
Ala

gca
Ala

cag
Gin

cac
His

ctt
Leu
75

cga
Arg

ttc
Phe

aag
LYS

tct
ser

cce
Pro
155

ace
Thr

gt
va

tag
Trp

gca
Ala

att
Ile
235

tta
Leu

gtc
val

gaa
Gliu

gt
Va

tac
TYyr
60

ctc
Leu

gac
ASp

acc
Thr

cac
His

gac
Asp
140

ttc
pPhe

ata
Ile

aag
LyS

tca
Ser

gag
Glu
220

tce
Ser

tgg
Trp

Tttt
rhe

2ty

aca
Thr
45

aga
ATg

cag
Gin

gac
ASD

gca
Ala

gt
va
125

cty
Leu

gac
Asp

gaa
Glu

gct
Ala

gag
Giu
205

aca
Thr

age
sSer

aaa
LysS

ctg

Leu.

gta
val
30

tag
Trp

tte
Phe

gaa
Glu

att
Ile

agt
Ser
110

aga
Arg

tcc
ser

acc
Thr

ety

atg
Met
190

gt
Va

cca
Pro

ctg
Leu

tta
Leu

ctg
Leu
15

cag
Gin

aat
Asn

dac
Asn

&y

ctc
Leu
95

cge
Arg

Tttt
Phe

tac
Tyr

gag
Glu

ttg
Leu
175

gag
Glu

aca
Thr

acg
Thr

gce
Ala

tag
Trp

3ty

att
Ile

gce
Ala

cac
His
80

tat
Tyr

tgg
Trp

tcg
Ser

3ty

tgg
Trp
160

gat
ASp

gat
AsSp

tgc
Cys

cct
Pro

arc
ITe
240

aga
Arg

48

96

144

192

240

288

336

384

432

480

528

576

624

672

720

768



gt
va

cCe
Pro

gac
ASD

gaa
Gly
305

gce
Ala

tct
Ser

gt
va

gt
Va

<210
<211>
<212>
<213>

aag
LYS

ety

acc
Thr
290

agt
ser

gag
Glu

ety

grc
val

gcg
Ala
370

<400> 4
?et Gly Arg Leu ga]

Gly

Gin

Ser

AsSp

65

Thr

Phe

Trp

Ite

ser

Ser

aag
Lys

ctc
Leu
275

cag
Glin

ety

tct
Ser

oty

aca
The
355

ttg
Leu

4
371
PRT
Homo sapiens

Met

Ile

35

Tyr

Ala

Gly

Ile

Tt
Phe
2560

Tttt
Phe

dac
Asn

cce
Pro

cce
Pro

Tce
ser
340

arc
Ite

tga

Ala

20

Tyr

Ser

Tyr

Cys

245
ctc
Leu

gag
Glu

gt
Va

gag
Glu

agg
Ar

325
cte
Leu

3ty

Leu
Phe
Arg
ASp
Leu

85

Asnh

art
Ile

ata
1le

gce
Ala

gag
Glu
310

atg

g Met

cag
Gln

iy

Leu
Gly
Asnh
Thr
Gin
70

Leu

Gly

cce
Pro

cac
His

cac
His
295
cee
Pro

ctg
Leu

cte
Leu

tre
Phe

Leu

Gin

Leu

Asn

55

cys

ASD

Thr

agc
Ser

caa
Gln
280

ctc
Leu

ctg
L.eu

gac
Asp

cce
Pro

acc
Thr
360

Trp

Gly

Glu

40

Leu

Thr

Ala

His

gt
va
265

3ty

cac
H1S

gta
val

cca
Pro

cac
His
345

Tttt
Phe

Gly
Gly
25

Thr
Thr
AsSn

Glu

Pro
105

250
cca
Pro

aac
Asn

aag
LysS

gtc
val

cag
Gln
330

cag
Gln

gt
va

Ala

10

Ala

val

Phe

Tyr

Gln

90

val

gac
Asp

tTte
Phe

atg
Met

cag
Glin
31s

acc
Thr

CCcC
Pro

atg
Met

Ala
Ala
Glin
His
Leu
75

Arg

Phe

ccg
Pro

cag
Gin

gca
Ala
300

ttg
Leu

gag
Giu

ctc
Leu

aat
Asn

val

Glu

val

Tyr

60

Leu

ASp

Thr

aaa
Lys

gag
Glu
285

ay

gce
Ala

gag
Glu

caa
Gin

gac
AsSp
365

Phe
Gly
Thr
45

Arg
Gin

ASD

Ala

tec
Ser
270

tgg
Trp

gca
Ala

aag
LyS

aaa
Lys

&y
350

cge
Arg

Leu
vai
30

Trp
Pha
Glu

Ile

Ser
110

255
atc
Ile

atc
Ile

gag
Glu

act
Thr

gag
Glu
335

&y

tcc
Ser

ey
15

Gln
Asn
Asn
Gly
Leu
95

Arg

ttc
phe

aca
Thr

caa
Gin

gaa
Glu
320

gce
Ala

gat
ASp

tac
Tyr

Gly

ITe

Ala

Gly

His >

80

Tyr

Trp

816

864

912

960

1008

1056

1104

1116



Met

Trp

Ala

val

Trp

Pro

225

Leu

val

Pro

ASp

Glu

305

Ala

Ser

val

val

val

His

130

Leu

Ser

Glu

Tyr

Gin

210

Lys

Leu

LysS

Gly

Thr

280

ser

Glu

Gly

val

Ala
370

<210> 5

Tyr
115
Gin
Leu

Lys

LYS

Arg

Pro

Met

Lys

Leu

275

Glin

Gly

ser

Gly

Thr

355

Leu

Tyr

ASD

Tyr

Gin

Cys

180

Pro

Gly

Lys

val

Phe

260

Phe

Asn

Po

Pro

Ser

340

Ile

Leu
Ala
Glu
Glu
165
Tyr
Asp
Glu
Ley
Ser
245
Leu
Glu
val
Glu
Arg

Leu

Gly

Lys
val
val
150
ASh
ser
Thr
Ile
Ser
230
Leu
Ile
Ile
Ala
Glu
310
Met

GIn

Gly

Pro
Thr
135
Gin
Thr
Phe

Tyr

Lys
Leu
Pro
His
His
295
Pro
Leu

Ley

rhe

ser

120

val

Tyr

Cys

Trp

Pro

200

ASp

Phe

Leu

ser

Glin

280

Leuy

Leu

Asp

Pro

Thr
360

ser

Thr

Arg

Asn

val

185

ser

Ala

ile

Leu

val

265

Gly

val
Pro
His
345

Phe

Pro

Cys

Ser

val

170

Arg

ASD

Cys

teu

Ser

250

Pro

Asn

Lys

val

Gin

330

Glin

val

LyS
Sar
Pro
155
Thr
val
Trp
Ala
Ile
235
Leu
ASD
Phe
Met
Gin
315
Thr
Pro

Met

His

Ile

Lys

ser

Glu

220

Ser

Trp

Pro

Gin

Ala

300

Leu

Glu

Leu

Asn

va'l

125

Leu

Asp

Glu

Ala

Glu

205

Thr

ser

Lys

LYS

Glu

285

Gly

Ala

Glu

Gin

365

Arg

ser

Thr

Gly

Met

180

val

Pro

L.eu

Leu

Ser

270

Trp

Ala

LYS

Lys

Phe

Tyr

Gl

Leu

175

Glu

Thr

Thr

Ala

Trp

Iie

Ile

Glu

Thr

Glu

335

Gly

Ser

ser

Gly

Trp

Asp

ASD

Cys

Pro

Iie

240

Arg

FPhe

Thr

Glin

Glu

320

Ala

ASp

Tyr



<211> 33
<212> DNA
<213> Homo sapiens

<400> 5
caaggagaca gcctcagaag ctattatgca age

<210> 6

<211> 11

<212> PRT

<213> Homo sapiens

<400> 6
Gin Gly Asp Ser %eu Arg Ser Tyr Tyr é&a Ser
1

<210> 7

<211> 33

<212> DNA

<213> Homo sapiens

<400> 7
caaggagaca gcctcagaac ctattatgeca agce

<210> 8

<211l> 11

<212> PRT

<213> Homo sapiens

<400> 8
GIn Gly Asp Ser Leu Arg Thr Tyr Tyr ?éa ser
1 5

<210> 9

<211> 42

-<212> DNA

<213> Homo sapiens

<400> 9
actgggagca getccaacat cggggcaggt tttgatgtac ac

<210> 10

<21l> 14

<212> PRT

<213> Homo sapiens

<400> 10 )
Thr Gly Ser Ser ger Aspn ITe Gly Ala géy Phe Asp val His
1

<210> 11

<211> 42

<212> DNA

<213> Homo sapiens

<400> 11
actgggagca gctccaacat cggggeaggt trtgatgtge ac

<210> 12

<211> 33

<212> DNA

<213> Homo sapiens



<400> 12
gggggaaaca accttggaag taaaagtgtg cac 33

<210> 13

<211> 11

<212> PRT

<213> Homo sapiens

<400> 13 ,
Gly Gly Ash Asn Leu Gly Ser Lys Ser §31 His
L 5

<210> 14

<211> 33

<212> DNA

<213> Homo sapiens

<400> 14 _
tctggagata aattggggga taaatatgct tgc 33

<210> 15

<211> 11.

<212> PRT

<213> Homo sapiens

<400> 15
Ser Gly Asp Lys %eu Gly Asp Lys Tyr gga Cys
1

<210> 16

<211> 33

<212> DNA

<213> Homo sapiens

<400> 16
caaggagaca gcctcagaat ctittatgca aac 33

<210> 17

<211> 11

<212> PRT

<213> Homo sapiens

<400> 17
GIn Gly Asp Ser Leu Arg Ile Phe Tyr éga Asn
1 5

<210> 18

<211> 33

<212> DNA

<213> Homo sapiens

<400> 18
cgggcaaatc agtacattag cacctattta aat 33

<210> 19

<211> 11

<212> PRT

<213> Homo sapiens

<400> 19
Arg Ala Asn GIn Tyr Ile Ser Thr Tyr Leu Asn



<210> 20

<211> 51

<212> DNA

<213> Homo sapiens

<400> 20
aagtccagcc agagtgtttt aaacagctcc aacaataaga actacttage t 51

<210> 21

<211> 17

<212> PRT

<213> Homo sapiens

<400> 21
Lys Ser Ser Gln Ser val Leu Asn Ser Ser Asn Asn Lys Asn Igr lLeu
1 5

Ala

<210> 22

<211> 33

<212> DNA

<213> Homo sapiens

<400> 22 .
cggocgagtc agggtatrtag tagctggtta gec 33

<210> 23

<211 11

<212> PRT

<213> Homo sapiens

<400> 23
ﬁrg Ala ser GlIn g1y ITe Ser Ser Trp Lgu Ala
1

<210> 24

<211> 48

<212> DNA

<213> Homo sapiens

<400> 24
aggtctagtc aaagectcgt ctacagtgat ggagacacct acttgaat 48

<210> 25

<21i> 16

<212> PRT

<213> Homo sapiens

<400> 25
Arg Ser Ser Gin Ser teu val Tyr Ser Asp Gly Asp Thr Tyr kgu Asn
1 5 10

<210> 26

«211> 33

<212> DNA

<213> Homo sapiens



<400> 26
cgggcgagtc agggtcttag cagetggita gec 33

<210> 27

<21l> 11

<212> PRT

<213> Homo sapiens

<400> 27
grg Ala ser Gin Gly Leu Ser Ser Trp Leu Ala
5 10

<210> 28

<211> 48

<212> DNA

<213> Homo sapiens

<400> 28
aggtctagtc aaagectcgt ctacagtgat ggaaacacct acttgaat 48

<210> 29

<211> 16

<212> PRT

<213> Homo sapiens

<4Q0> 29
Arg Ser Ser Gln Ser Leu val Tyr Ser Agp Gly Asn Thr Tyr Leu Asn
1 5 1 15

<210> 30

<211> 48

<212> DNA

<213> Homo sapiens

<400> 30
aggtctagtc aaagectcat atacagtgat ggaaacactt acttgaat 48

<210> 31
<211> 16
<212> PRT
<213> Homo sapiens

<400> 31

Arg Ser Ser Gln Ser Leu Ile Tyr Ser Agp Gly Asn Thr Tyr Lgu Asn
1 5 1 1

«<210> 32

<211> 48

<Z212> DNA

<213> Home sapiens

<400> 32 :
aggtctagtc aaagcctcgt atacagtgat ggaaacacct acttgaat 48

<210> 33

<21il> 16

<212> PRT

<213> Homo sapiens

<400> 33

Arg ser Ser Glin Ser Leu val Tyr Ser Agp Gly Asn Thr Tyr Lgu AST
1 5 1 1



10

<210> 34

<211l> 33

<212> DNA

<213> Homo sapiens

<400> 34
cgggcgagtc agagtcttag cagctggtia gec 33

<210> 35

<211> 11

<212> PRT

<213> Homo sapiens

<400> 35
érg Ala Ser GIn Ser Leu Ser Ser Trp Leu Ala
5 10

<210> 36

<211> 42

<212> DNA

<213> Homo sapiens

<400> 356
gocttgaact ctggcrcagt ctctactagt tactrtcccca go 42

<210> 37

<211> 14

<212> PRT

<213> Homo sapiens

<400> 37
§1y L.eu Asn Ser g1y ser val Ser Thr igr Tyr Phe Pro Ser

<21(0> 38

<211> 48

<212> DNA

<213> Homo sapiens

<400> 38
aggtctagtc aaagcctcgt ctacagtgat ggagacacct acttgaat 48

<210> 39

<211> 16

<212> PRT

<213> Homo sapiens

<400> 39
grg Ser Ser Gin Ser Leu Val Tyr Ser Asp Gly Asp Thr Tyr Leu Asn
5 10 15

<210> 40

<211> 42

<212> DNA

<213> Home sapiens

<400> 40
actgggagca gctccaacat tggggcgggt tatgttgtac at 42

<210> 41



11
<211> 14
<212> PRT
<213> Homo sapiens

<400> 41
Thr Gly Ser Ser Ser Asn Ile Gly Ala géy Tyr val val His
i 5

<210> 42

<211> 51

<212> DNA

<213> Homo sapiens

<4Q0> 42
aagtccagce agagtgtttt atacaactcc aacaataaga actacttage t 51

<210> 43

<211> 17

<212> PRT

<213> Homo sapiens

<400> 43
Lys Ser Ser GlIn Ser val Leu Tyr Asn Sgr Asn Asn Lys Asn Igr Leu
1 3 1

ala

<210> 44

<211> 33

<212> DNA

<213> Homo sapiens

<400> 44
tctggtgata aattggggga taaatttgct ttc 33

<210> 45

<211> 11

<212> PRT

<213> Homo sapiens

<400> 45
ier Gly Asp Lys geu Gly Asp Lys pPhe %éa Fhe

<210> 46

<211> 33

<212> DNA

<213> Homo sapiens

<400> 46
caaggagaca gcctcagaag ctatcatgcea age 33

<210> 47

<211> 11

<212> PRT

<213> Homo sapiens

<400> 47
GIn Gly Asp Ser Leu Arg Ser Tyr His Ala ser
1 5 10



12

<210> 48

<21%> 33

<212> DNA

<213> Homo sapiens

<4G0> 48
tctggagata atttggggga taaatatatt tge 33

<210> 49

<211> 11

<212> PRT

<213> Homo sapiens

<400> 49
ier Gly Asp Asn geu Gly Asp Lys Tvyr %&e Cys

<210> 50

<211> 33

<212> DNA

<213> Homo sapiens

<400> 50
tctggagata aattggggga aagcltatget tge 33

<230> 51

<211> 11

<212> PRT

<213> Homo sapiens

<400> 51
Ser Gly Asp Lys Leu Gly Glu Ser Tyr Qéa Cys
1 5

<210> 52

<21l> 21

<212> DNA )
<213> Homo sapiens

<400> 52
ggtaaaaact accggeecte a 21

<210> 53
<211> 7

<212> PRT

<213> Homo sapiens

<400> 53
Gly Lvs Asn Tyr Arg Pro Ser
1 5

<210> 54
<21i> 21
<212> DNA
<213> Homo sapiens

<400> 54
gataaaaaca accggoectc a 21

<210> 55
<Z211> 7



<212>
<213>

<400>

PRT .
Homo sapiens

55

ASp Lys Asn Asn Arg Pro Ser
1

<210>
<211>
<212>
<213>

<A400>

5

56
21
DNA
Homo sapiens

56

gataacaaca atcggeectc a

<210>
<21l>
<212>
<213>

<400>

57

7

PRT

Homo sapiens

57

ASp Asn Asn Asnh Arg Pro Ser
1 5

<210>
<211>
<212>
<213>

<400>

58
21
DNA
Homo sapiens

58

gataacaaca atcgcccecte a

<210>
<211>
<212>
<213>

<400>

59
21
DNA
Homo sapiens

59

gatgatagcg accggecctoc a

<210>
<211>
<212>
<213>

<400>

60

7

PRT

Homo sapiens

60

Asp ASp Ser Asp Arg Pro Ser
1 5

<210>
<211>
<212>
<213>

<400>

61
21
DNA
Homo sapiens

61

caagataaga agcggeccte a

<210>
<Z211>
<212>
<213>

62

7

PRT _
Homo sapiens

13

21

21

21

21



<400> 62
GIn Asp Lys Lys Arg Pro ser
1 5

<210> 63

<«211> 21

<212> DNA

<213> Homo sapiens

<400> 63
caagataaca agcggooctc a

<210> 64

<211> 8

<212> PRT

<213> Homo sapiens

<400> 64
Gin Lys Asn Lys Pro Arg Pro Ser
1 5

<210> 65

<211> 7

<212> PRT

<213> Homo sapiens

<400> 65
Gin Asp Asn Lys Arg Pro Ser
1 5

<210> 66

<211> 21

<212> DNA

<213> Homo sapiens

<400> 66
ggtaaaaaca accggcectc a

<210> 67

<211> 7

<212> PRT

<213> Homo sapiens

<400> 67
Gly Lys Asn Asn érg Pro Ser
1

<210> 68

<211> 21

<212> DNA

<213> Homo sapiens

<400> 68
gctgcatcca gtitgcaaag t

<210> 69

<211> 7

<212> PRT

<213> Homo sapiens

<400> 69
Ala Ala Ser Ser Leu ¢In Ser

14

21

21

21



<210> 70
<211> 21
<212> DNA
<213> Homo sapiens

<400> 70
tggacatcca cccgggaagy ¢

<210> 71

<211> 7

<212> PRT

<213> Homo sapiens

<400> 71
Trp Thr Ser Thr grg Glu Gly
1

<210> 72

<211> 21

<212> DNA

<213> Homo sapiens

<400> 72
actgcatcca gtttgcaaag t

<210> 73

<211> 7

<212> PRT

<213> Homo sapiens

<400> 73
{hr Ala Ser ser %eu Gln Ser

<210> 74

<211> 21

<212> DNA

<213> Homo sapiens

<400> 74
aaggtttcta actgggactc t

<Z210> 75

<21l> 7

<212> PRT

<213> Homo sapiens

<400> 75
Lys val Ser Asn Trp Asp Ser
1 5

<210> 76
<211> 21
<212> DNA
<213> Homo sapiens

<400> 76
aacacatcca gttitgcaaag t

15

21

21

21

21



16
<210> 77
<211> 7
<212> PRT
<213> Homo sapiens

<400> 77
Ashn Thr Ser ser Eeu Gin Ser
1

<210> 78

<211> 21

<212> DNA

<213> Homo sapiens

<400> 78
actacatcca gtttgcaaag t

<210> 79
<21l> 7
<212> PRT
<213> Homo sapiens

<400> 79
Thr Thr Ser Sser %eu Gin ser
1

<210> 80

<21l> 21

<212> DNA

<213> Homo sapiens

<400> 80
aaggtttctt actgggactc t

<210> 81

<211> 7

<212> PRT

<213> Homo sapiens

<400> 81
Lys val Ser Tyr Trp Asp Ser
1 5

<210> B2

<211> 21

<Z212> DNA

<213> Homo sapiens

<400> 82
aatgcatcca gtttgcaaag t

<210> 83
<211> 7

<212> PRT

<Z13> Homo sapiens

<400> 83
ésn ala ser ser Leu GIn Ser
5

<210> 84
<211> 21

21

21

21



i7
<212> DNA

<213> Homo sapiens

<400> 84
agcacaaaca gtcgctcttce t

<210> 85

<211> 7

<212> PRT )
<Z213> Homo sapiens

<400> B85
ser Thr Asn Ser gro ser Ser
1

<210> 86

<21l> 7

<212> PRT

<213> Homo sapiens

<400> 86
Asn Thr Ser Ser %ys Gin ser
1

<210> 87
<211> 21
<21Z2> DNA
<213> Homo sapiens

<400> B7
ggtaacagca atcggecectc a

<210> 88
<211> 7

<212> PRT .
<Z213> Homo sapiens

<400> 88
Gly Asn Ser Ash érg Pro Ser
1

<210> 89

<211> 2L

<212> DNA

<213> Homo sapiens

<400> 89
tgggettcta cccgggaate ¢

<210> 90

<211> 7

<212> PRT

<213> Homo sapiens

<400> 90
Trp Ala Ser Thr Arg Glu Ser
1 5

<210> 91
<211> 21
<212> DNA
<213> Homo sapiens

21

21

21



18

<400> 91
caagatagca agcggeccte a

<210> 92
<21l> 7

<212> PRT

<213> Homo sapiens

<400> 92
g%n ASp Ser Lys %rg Pro ser

<210> 93

<211> 21

<Z212> DNA .
<Z213> Homo sapiens

<400> 93
ggtgaaaaca accggeccte a

<210> 94

<211> 7

<212> PRT

<213> Homo sapiens

<400> 94
Gly Glu Asn Asn érg Pro Sser
i

<210> 95

<211> 21

<212> DNA

<213> Homo sapiens

<400> 95
caagattaca agcggeocte a

<210> 96

<211> 7

<2i2> PRT

<213> Homo sapiens

<400> 96
GlIn Asp Tyr Lys %rg Pro ser
1

<210> 97
<211> 35
<212> DNA
<213> Homo sapiens

<400> 97
aactcceggy acagaagtgg taaccatctg gtgtt

<2i0> 98

<211> 11

<212> PRT

<213> Homo sapiens

<400> 98
Asn Ser Arg Asp Arg Ser Gly Asn His Leu val

21

21

21

35



<210>
<211>
<212>
<213>

<400>

99
37
DNA
Homo

a9

19

sapiens

aactcceggg acagcagtga taaccatcta gtggtat 37

<210>
<211>
<212>
<213>

<400

100
12
PRT
Homo

100

sapiens

Asn Ser Arg Asp $er Ser Asp Asn His Leu val val
1 5

<210>
<211>
<212>
<213>

<400>

101
40
DNA
Homo

101

10

sapiens

cagtcctatg acagcaaccet gagtggttcg attgtggrtt 40

<210>
<211>
<212>
<Z213>

<400>

102
13
PRT
Homo

102

sapiens

GIn ser Tyr Asp Ser Asn Leu Ser Gly igr 1te val val
1 5

<210>
<211>
<212>
<213>

<400>

103
40
DNA
Homo

103

cagtcctatyg

<210>
<211>
<212>
<213>

<400>

104
34
DNA
Homo

104

caggtgtggg

<210>
<211>
<212>
<213>

<400>
1

105
11
PRT
Homo

105

sapiens
acagcaacct gagtggttcg attgtggtat 40
sapiens
atagtagtag tgatcatgtg gtat 34
sapiens

Gin val Trp Asp Ser 3er Ser Asp His val val
5

10



20
<210> 106
<211> 28
<212> DNA
<213> Homo sapiens

<400> 106
caggcgtgag acagcagcac tgtggtat 28

<210> 107

<211i> 9

<212> PRT

<213> Homo sapiens

<400> 107

Gin Ala Trp Asp Ser Ser Thr val val
1 5

<210> 108

<211> 28

<212> DNA

<213> Homo sapiens

<400> 108
caggcgtgygg acagcaccac tgcgatat 28

<210> 109

<211> 9

<212> PRT

<213> Homo sapiens

<400> 109
Gln Ala Trp Asp Ser Thr Thr ala Ile
1 5

<210> 110
<211> 34
<212> DNA
<213> Homo sapiens

<400> 110
aactcccggg acagcagtgg taaccatgtg gtat 34

<210> 111
<211> 11
<212> PRT
<213> Homo sapiens

<400> 111
Asn Ser Arg Asp Ser Ser Gly Asn His val val
1 5 10

<210s> 112

<211> 28

<212> DNA

<213> Homo sapiens

<400> 112
cagcagaget acactacccec gatcacct 28

<210> 113
<211> 8
<212> PRT



<213> Homo sapiens

<400> 113
Gln Gin Ser Tyr Thr Thr Pro ITe Thr
1 5

<210> 114

<21l> 28

<212> DNA .
<213> Homo sapiens

<400> 114
cagcagtatt ttactactcc gtggacgt

<210> 115

<21l> 9

<212> PRT

<213> Homo sapiens

<400> 115
GIn Gln Tyr Phe ghr Thr Pro Trp Thr
1

<210> 116

<211> 28

<212> DNA

<213> Homo sapiens

<400> 116
caacaggctg acagtttccc getcactt

<210> 117

<211> 9

<212> PRT )
<213> Homo sapiens

<400> 117
§1n Gin Ala Asp ?er rhe Pro Leu Thr

<210> 118

<211> 28

<212> DNA

<213> Homo sapiens

<4060> 118
atgcaaggta cacactggec tccggect

<210> 119

<211> 9

<212> PRT

<213> Homo sapiens

<400> 119
Met Gin Gly Thr His Trp Pro Pro Ala
1 5

<210> 120

<211> 28

<212> DNA )
<213> Homo sapiens



<400> 120
caacaggcta

<210> 121
<211> 9

<2i2> PRT
<213> Homo

<400> 121

22

acagtttcce tctcactt

sapiens

. GIn GIn Ala Asn Ser Phe Pro Leu Thr
1 5

<210> 122
<211> 27
<212> DNA
<213> Homo

<400> 122
atgcaaggta

<210> 123
<211> 28
<212> DNA
<213> Homo

<400> 123
caacaggctg

<210> 124
<211> 31

<212> DNA
<213> Homo

<400> 124
gtgctgtata

<210> 125
<211> 10
<212> PRT
<Z213> Homo

<400> 125

{a1 Leu Tyr Met Gly Arg Gly Ile Trp val
5

<210> 126
<21i> 37

<212> DNA
<213> Homo

<400> 126
aaagcatggg

<Z210> 127
<Z21i> 12

<212> PRT
<213> Homo

<400> 127

kys Ala Trp Asp Asn Ser Leu Asn Ala ng Gly val
5 1

sapiens

cacactggcc tccggcec

sapians

acagrttcce tctcactt

sapiens

tgggtagagg catttgggtg t

sapiens

16

sapiens

ataacagcct gaatgctcaa ggggtat

sapiens

28

27

28

31

37



23

<210> 128

<211> 28

<212> DNA

<213> Homo sapiens

<400> 128
cagcaatttt atggtcctce tctcactt 28

<210> 129

<211> ©

<21Z2> PRT

<213> Homo sapiens

<400> 129
ETn Gin phe Tyr gTy Pro Pro Leu Thr

<210> 130

<211> 30

<212> DNA

<213> Homo sapiens

<400> 130
caggegtggy acageagege cggggoggta 30

<210> 131

<211> 10

<212> PRT

<213> Homo sapiens

<400> 131

GlIn Ala Trp Asp Ser Ser Ala Gly Gly val
1 5 10

<210> 132

<211> 34

<212> DNA

<213> Homo sapiens

<400> 132
aattatcggg acaacagtgg taaccatctg gtgt 34

<210> 133

<213> 11

<212> PRT

<213> Homo sapiens

<400> 133 . .
Asn Tyr Arg Asp Asn Ser Gly Asn His Leu val
1 5 1

<210> 134

<211> 28

<212> DNA

<213> Homo sapiens

<400> 134
caggcgtggy acagaagtac tgtactat 28

<210> 135
<2131> 9



24
<212> PRT
<213> Homo sapiens

<400> 135
Gin Ala Trp Asp ?rg Ser Thr val Leu
1

<210> 136

<211> 15

<212> DNA

<213> Homo sapiens

<400> 136
aactatggeca tgcac

<210> 137

<211> 5

<212> PRT

<213> Homo sapiens

<400> 137 i
Asn Tyr Gly Met §1s
1

<210> 138

<211> 15

<212> DNA

<213> Homo sapiens

<400> 138
gattttacca tgcac

<210> 139

<211> 5

<212> PRT

<213> Homo sapiens

<400> 139 .
ésp Phe Thr Met gis

<210> 140

<211> 15

<212> DNA

<213> Homo sapiens

<400> 140
gactactata tgtac

<210> 141

<211l> 5

<212> PRT

<213> Homo sapiens

<400> 141
&sp Tyr Tyr Met Eyr

<210> 142

<211> 15

<212> DNA

<213> Homo sapiens

15

15



25

<400> 142
ggcgactata tgeac 15

<210> 143

<211> 5§

<212> PRT

<213> Homo sapiens

<400> 143 .
§1y Asp Tyr Met ?15

<210>- 144
<211> 15
<212> DNA
<213> Homo sapiens

<400> 144
acctatggeca tgcac 15

<210> 145

<211> 35

<212> PRT

<213> Homo sapiens

<400> 145 ,
Thr Tyr Gly Met §15
1

<210> 146

<211> 15

<212> DNA

<213> Homo sapiens

<400> 146
agctatggca trcac 15

<210> 147

<211> 5

<212> PRT

<213> Homo sapiens

<400> 147
Ser Tyr Gly Ile Wis
1 5

<210> 148

<211l> 21

<212> DNA )
<213> Homo sapiens

<400> 148
agtggtggtt actactggag ¢ 21

<210> 149

<21l> 7

<212> PRT

<213> Homo sapiens

<400> 149
ser Gly Gly Tyr Tyr Trp Ser



<210> 150

<211> 15

<212> DNA

<213> Homo sapiens

<400> 150
agctatggea tgcac

<210> 151

<211> 5

<212> PRT

<213> Homo sapiens

<400> 151 )
ier Tyr Gly Met 215

<210> 152

<211> 15

<21Z2> DNA .
<213> Homo sapiens

<400> 152
agttatggca tgcac

<210> 153

<211> 15

<212> DNA )
<213> Homo sapiens

<400> 153
agttatagca tgaac

<210> 154

<211> 5

<212> PRT

<213> Homo sapiens

<400> 154
Ser Tyr Ser Met Asn
1

<210> 155

<211> 15

<212> DNA

<213> Homo sapiens

<400> 155
agttatggca tgetce

<210> 156

<211> 5

<212> PRT .
<213> Homo sapiens

<400> 156
ser Tyr Gly Met %eu
1

26

15

15

15

15



27
<210> 157
<211> 15
<212> DNA
<213> Homo sapiens

<400> 157
agcratgcca tgage

<210> 158

<211> 5

<212> PRT )
<213> Homo sapiens

<400> 158
Ser Tyr Ala Met ger
1

<210> 159

<211> 15

<212> DNA

<213> Homo sapiens

<400> 159
ggctatgtca tgact

<210> 1860

<211> 5

<212> PRT

<213> Homo sapiens

<400> 160
§1y Tyr val Met Ehr

<210> 161

<211> 15

<212> DNA

<213> Homo sapiens

<400> 161
ggctactata tgcac

<210> 162

<211> 5

<212> PRT

<213> Homo sapiens

<400> 162
Gly Tyr Tyr Met His
1 5

<Z210> 163 :
<211> 5

<21iZ2> PRT

<213> Homo sapiens
<400> 163

Asp Phe Thr Met gis
1

<210> 164
<211> 51

15

15

15



28
<212> DNA
<213> Homo sapiens

<400> 164
gttatatggt atgatggaag taataaatac tatgcagact ccgtgaaggg C 51

<210> 165

<211> 17

<212> PRT

<213> Homo sapiens

<400> 165

val Ile Trp Tyr Asp Gly Ser Asn LysS Tgr Tyr Ala Asp Ser val Lys
1 5 1 15

Gly

<210> 166
<211> 51
<212> DNA
<213> Homo sapiens

<400> 166
cttattagtt gggatggtgg tagcacatac tatgcagact ctgtgaaggg C 51

<210> 167

<211> 17

<212> PRT

<213> Homo sapiens

<400> 167

&eu Ile Ser Trp Asp Gly Gly Ser Thr T%r Tyr Ala Asp Ser V§1 Lys
5 1 1

Gly

<210> 168
<211> 51
<2172> DNA
<213> Homo sapiens

<400> 168
tggatcaacc ctaacagtgg tggcacaaac tatgtacaga agtttcaggg ¢ 51

<210> 169

<211> 17

<212> PRT

<213> Homo sapiens

<400> 169

Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr val Gin Lys Phe Gin
1 5 10 15

Gly

<210> 170
<211> 51



29
<212> DNA
<213> Homo sapiens

<400> 170
tggatcaace ctaacagtgg tggcacaaac catgcacgga agtttcaggg ¢

<210> 171
<211> 17
<212> PRT
<213> Homo sapiens

<400> 171
Trp Ite Asn Pro Asn Ser Gly Gly Thr égn His Ala Arg Lys ige Gln
1 5 _

Gly

<210> 172

<211> 51

<212> DNA

<213> Homo sapiens

<400> 172
gttatatggt atgatggaag taataaacac tatgcagact ccgtgaaggg ¢

<210> 173

<211l> 17

<212> PRT

<213> Homo sapiens

<400> 173
Xai ITe Trp Tyr ?sp Gly Ser Asn Lys Hgs Tyr Ala Asp Ser Xg] Lys
1

Gly

<210> 174
<211> 51
<212> DNA
<213> Homo sapiens

<400> 174
gttatatcat atgatggaag ttataaatac tatgcagact ccgtgaaggyg C

<210> 175

<21l> 17

<212> BRT

<213> Homo sapiens

<400> 175
val Ile Ser Tyr Asp Gly Ser Tyr Lys lyr Tyr Ala Asp Ser §%1 LYS
1 5 0

Gly

<210> 176
<211> 48

51

51

51



30
<212> DNA _
<213> Homo sapiens

<400> 176
ttcatccatt acagtgggac cacctactac aacccgtecc tcaagagt 48

<210> 177
<211> 16
<212> PRT
<213> Homo sapiens

<400> 177
Phe Ile His Tyr Ser Gly Thr Thr Tyr T%r Asn Pro Ser iLeu igs ser
1 5 1

<210> 178
<211> 51
<212> DNA
<213> Homo sapiens

<400> 178
gttatatcat atgatggaag taataaatac tatgcagact ccgtgaaggg ¢ 51

<210> 179

<211> 17

<212> PRT

<213> Homo sapiens

<400> 179
val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Xg? LyS
1 5 10

Gly

<210> 180
<21l> 51
<212> DNA
<213> Homo sapiens

<400> 180
gttatatggt atgatggaag taatacatac tatgcagact ccgtgaaggg C 51

<210> 181

<211> 17

<212> PRT

<213> Homo sapiens

<400> 181
val Ile Trp Tyr Asp Gly Ser Asn Thr T%r Tyr Ala Asp Ser gg] Lys
1 5 1

Gly

<210> 182
<211> 51
<212> DNA
<213> Homo sapiens

<400> 182



31 :
gttatatggt atgatggaag tagtaaatac tatgcagact ccgtgaaggy ¢ 51

<210> 183

<211> 17

<212> BRT

<213> Homo sapiens

<400> 183
val ITe Trp Tyr Asp Gly Ser Ser Lys ;%r Tyr Ala Asp Ser {%1 Lys
1 5

Gly

<210> 184
<211> 51
<212> DNA
<213> Homo sapiens

<400> 184
tacattagtg gtcgtactag tagcgtatac tacgcagact ctgtgaaggg ¢ 51

<210> 185

<211> 17

<212> PRT

<213> Homo sapiens

<400> 185

Tyr Ite Ser Gly Arg Thr ser Ser val Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 186
<21l> 51
<212> DNA
<213> Homo sapiens

<400> 186
gttatatdgt ttgatggaag taataaatac tatgcggact ccgtgaaggg ¢ 51

<210> 187

<211> 17

<212> PRT

<213> Homo sapiens

<400> 187
val ilTe Trp Phe Asp Gly Ser Asn Lys T%r Tyr Ala Asp Ser {g? Lys
1 5 1

~

Gly

<210> 188
<211> 51
<212> DNA
<213> Homec sapiens

<400> 188



32
gttttatggt ttgatggaag ttataaaaac tatgcagact ccgtgaaggg C 51

<210> 189

<21l> 17

<212> PRT

<213> Home sapiens

<400> 189
val Leu Trp Phe Asp Gly Ser Tyr Lys ?gn Tyr Ala Asp Ser V§1 Lys
1 5 1

Gly

<210> 190

<211> 51

<212> DNA

<213> Homo sapiens

<400> 190
gcaattagtg gtagtggtgg aagtacacac tacgcagact ccgtgaaggg © 51

<210> 191

<21l> 17

<212> PRT

<213> Homo sapiens

<400> 191 ,
é?a Ile ser Gly Ser Gly Gly Ser Thr His Tyr Ala Asp Ser Vg] LyS
3 10 1

Gly

<210> 192
<21ls> 51
<212> DNA
<213> Homo sapiens

<400> 192
ggaattagtg gtagtggtgg tagcacatac tacgcagact ccgtgaaggg C 51

<210> 193

<211> 17

<212> PRT

<213> Homo sapiens

<400> 193
§1y ITe ser Gly ger Gly Gly Ser Thr T%r Tyr Ala Asp Ser {g? Lys
1

Gly

<210> 194
<211> 51
<212> DNA
<213> Homo sapiens

<400> 194



33

tggatcaacc ctaacaatgg tggcacaaac tatggacaga agtttcaggg ¢

<210>
<211>
<212>
<213>

<400>
1

Gly

<210>
<211>
<212>
<213>

<400>

195
17
PRT
Homo sapiens

195

Trp ITe Asn Pro Ash Asn Gly Gly Thr ?gn Tyr Gly Gln Lys i?e Gin
5

196
51
DNA
Homo sapiens

196

gttatatggt atgatggaag taataaatac tatgtagact ccgtgaaggg c

<210>
<Z211>
<212>
<213>

<400>
1

Gly

<210>
<211>
<212>
<213>

<400>

197

17

PRT .
Homo sapiens

197

val Ile Trp Tyr Asp Gly Ser Asn Lys E%r Tyr val -Asp Ser {g1 LYyS
5

198

a1

DNA _
Homo sapiens

188

gctattagtc gtagtggtag taccacatac tacgcagact ccgtgaaggg C

<210>
<211>
<212>
<213>

<400>

199

17

PRT .
Homo sapiens

199

Ala Ile ser Arg Ser Gly Ser Thr Thr ggr Tyr Ala Asp Ser {g? Lys
1 5

Gly

<210>
<211>
<212>
<213>

<400>

200

51

DNA

Homo sapiens

200

51

51

51



34
gttaaatggt atgaaggaag taataaatac tatggagact ccgtgaaggg ¢ 51

<210> 201
<211> 51
<212> DNA
<213> Homo sapiens

<400> 201
gctattagtt atagtgygcgg tagcacatac tacgcagget ccgtgaaggg ¢ 51

<210> 202

<211> 17

<212> PRT

<213> Homo sapiens

<400> 202

Ala Ile Ser Tyr Ser Gly Gly Ser Thr T%r Tyr Ala Gly Ser {%i Lys
i 5 1 '

Gly

<210> 203
<211> 36
<212> DNA
<213> Homo sapiens

<400> 203
ctagrgggag ctaccaacta ctacggtatg gacgtc 36

<210> 204

<211> 12

<212> PRT

<213> Homo sapiens

<400> 204
Leu val Gly Ala Thr Asn Tyr Tyr Gly ggt Asp val
1 5

<210> 205

<211> 30

<212> DNA

<213> Homo sapiens

<400> 205
ccttactact acttctacgg tatggacgtc 30

<210> 206
<211> 10
<212> PRT
<Z13> Homo sapiens

<400> 206
Pro Tyr Tyr Tyr Phe Tyr Gly Met Asp VST
1 5 1

<210> 207
<211> 36
<212> DNA
<213> Homo sapiens



<400>

35
207

gatgggggta gcagtggetg geccctottt gectac

<210>
<211>
<212>
<213>

<400>

208

12

PRT

Homo sapiens

208

Asp Gly Gly Ser ger Gly Trp Pro Leu ;Be Ala Tyr
1

<210>
<211>
<212>
<213>

<400>

209

36

DNA _
HOomO saptens

209

gataggggta ccagtggctg gccactcttt gactat

<210>
<211>
<212>
<213>

<400>

210

12

PRT

Homo sapiens

210

Asp Arg Gly Thr ser Gly Trp Pro Leu ige Asp Tyr
1 5

<210>
<211>
<212>
<213>

<400>

211

39

DNA )
Homo sapiens

211

gcecctcagt gggagetagt tcatgaaget tttgatatc

<210
<211>
<212>
<213>

<400>

232

i3

PRT

Homo sapiens

212

Ala Pro Gln Trp §1u teu val His Glu an Phe Asp 1le
1

<210>
<Z211>
<212>
<213>

<400>

213
51
DA
Homo sapiens

213

ggggactcct ggaacgacag attaaactac tacttctacg atatggacgt ¢

<210>
<211>
<212>
<213

<400>

214

17

PRT

Homo sapiens

214

Gly Asp Ser Trp Asn ASp Arg Leu Asn Tyr Tyr Phe Tyr Asp Met
1 5 10 15

ASp

36

36

39

51



36

val

<210> 215

<211> 36

<212> DNA

<Z213> Homo sapiens

<400> 215
gaagttggca gctcgteggg taactggtte gaccec

<210> 216

<211> 12

<212> PRT

<213> Homo sapiens -

<400> 216
Glu val Gly ser ger Ser Gly Asn Trp Pge AsSp Pro
i 1

<210> 217

<211> 45

<212> DNA

<213> Homo sapiens

<400> 217
gaggtccggg cgtatagcag tggotggtac goecgectttg actac

<210> 218

<211> 15

<212> PRT

<213> Homo sapiens

<400> 218
Giu val Arg Ala Tyr Ser Ser Gly Trp I%r Ala Ala Phe Asp {gr
1 5

<210> 219

<211> 48

<212> DNA

<213> Homo sapiens

<400> 219
gtaagaagtg ggagctacta cgaacagtat tactacggta tggacgtc

<210> 220

<211> 16

<212> PRT

<213> Homo sapiens

<400> 220
val Arg ser Gly ger Tyr Tyr Giu GIn T%r Tyr Tyr Gly Met ggp val
1 1

<210> 221

<211> 36

<212> DNA

<213> Homo sapiens

<400> 221

36

45

48



37
agtgggatct actacgacta ctacggtatyg gacgtc

<210> 222

<211> 12

<212> PRT

<213> Homo sapiens

<400> 222
ser Gly Ile Tyr Tyr Asp Tyr Tyr Gly §gt Asp val
1 5

<210> 223
<211> 48
<212> DNA
<213> Homo sapiens

<400> 223
ggggcagcca ctgetataga ttactactac tectacggta tggacgtc

<210> 224

<211> 16

<212> PRT

<213> Homo sapiens

<400> 224
Gly Ala Ala Thr Ala Ile Asp Tyr Tyr 15r ser Tyr Gly Met égp val
1 ‘ 5

<210> 225

<211> 48

<212> DNA

<213> Homo sapiens

<400> 225
ggggggggta taccagtagc tgactactac tactacggta tggacgtce

<210> 226
<211> 16
<212> PRT
<213> Homo sapiens

<4Q0> 226
Gly Gly Gly Ile gro val Ala Asp Tyr {%r Tyr Tyr Gly Met gép val
1

<210> 227

<211> 48

<212> DHA

<213> Homo sapiens

<400> 227
0ggggoggta tagcagtgge tgactdctac ttctacggta tggacgtc

<210> 228

<211> 16

<Z212> PRT

<213> Homo sapiens

<400> 228
Gly Gly Gly Ile gla val Ala Asp Tyr E%r Phe Tyr Gly Met ggp val
1

36

48

48

48



38

<210> 229

<211> 48

<212> DNA )
<213> Homo sapiens

<400> 229
ggggggggta tagcagtgge tgactactac tactacggta tggacgtc

<210> 230

<211> 16

<212> PRT '
<213> Homo sapiens

<400> 230
Gly Gly Gly Ile g1a val Aala Asp Tyr {%r Tyr Tyr Gly Met égp val
I

<2i0> 231
<211> 30
<212> DNA
<213> Homo sapiens

<400> 231
gatagtacaa ctatggccca ctttgactac

<210> 232

<211> 10

<212> PRT

<213> Homo sapiens

<400> 232 .
Asp Ser Thr Thr Met Ala His Phe Asp {gr
1 5

<210> 233

<211> 27

<212> DNA

<213> Homo sapiens

<400> 233
gatctcaact ggggagcttt tgatatc

<210> 234

<211> 9

<212> PRT

<213> Homo sapiens

<400> 234
Asp Leu Asn Trp Gly Ala Phe Asp Ile
1 5

<210> 235
<211> 36
<212> DNA
<213> Homo sapiens

<400> 235
ggagacagct cgaactacta ctccggtatg gacgte

<210> 236
<211> 12

48

30

27

36



39
<Z212> PRT

<213> Homo sapiens

<400> 236
Gly Asp Ser Ser ?sn Tyr Tyr Ser Gly ﬁgt Asp val
1

<210> 237
<211> 30
<212> DNA
<213> Homo sapiens

<400> 237
gggaactgga acgacgatgce ttttgatatc 30

<210> 238

<211> 10

<212> PRT

<213> Homo sapiens

<400> 238
g?y Asn Trp Asn gsp Asp Ala Phe Asp Ile
10

<210> 239

<211> 48

<212> DNA

<213> Homo sapiens

<400> 239
atggggrtta ctatggttcg gggagccctc tactacggta tggacgtc 48

<210> 240

<211> 16

<212> PRT

<213> Homo sapiens

<400> 240
Met Gly Phe Thr get val Arg Gly Ala Lgu Tyr Tyr Gly Met ﬁgp val
i 1

<210> 241
<211> 30
<212> DNA
<213> Homo sapiens

<400> 241
ccgagatatt ttgactggtt attaggcgac 30

<210> 242

<211> 10

<212> PRT

<213> Homo sapiens

<400> 242
ﬁrg Pro Tyr Phe Asp Trp Leu Leu Gly Asp
5 10

<210> 243

<211> 42

<212> DNA

<213> Homo sapiens



<400>

40
243

ggcgceceacyg actacggtga cttctactac ggtatggacg tc

<210>
<211>
<212>
<213>

<400>

244

39

DNA .
HOmo sapiens

244

gatcgggagg gagcgacttg gtactacggt atggacgtc

<210>
<211>
<212>
<213>

<400>

245

13

PRT

Homo sapiens

245

ésp Arg Glu Gly gWa Thr Trp Tyr Tyr ggy Met Asp val

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

<210
<211>
<Z212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

246
16
PRT
Artificial sSegquence

Description of Artificial Sequence: Synthetic consensus
sequence

MOD_RES
7). (N
val or Ile

MOD_RES
(32)..(12)
AsSn or Asp

246

Arg sSer Ser Gin Ser Leu Xaa Tyr Ser Asp Gly Xaa Thr Tyr Lgu Asn
5 1

10

247

7

PRT

Artificial Sequence

pescription of artificial Sequence: Synthetic consensus
seguence

MOD_RES
(4)..(4

Tyr or Asn
247

Lyvs val Ser Xaa Trp Asp Ser
1 . 5

<210>

<211>

248
9

42

39



<212>

41

PRT

<213> Artificial Sequence

<220>
<223>

<400>

pescription of artificial Seguence:

seguence

248

get Gin Gly Thr ?is Gln Pro Pro Ala

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<Z223>

<400>
1
<210>
<211>
<212>
<213>

<220>
<223>

249

11

PRT

artificial Seguence

pescription of Artificial Seauence:

sequence

MOD_RES
(3)..(5)
Gly or ser

MOD_RES
(6)..(6)

Ley or Ile

249

250

7

PRT

artificial Seguence

pescription of Artificial Sequence:

seguence

MOD_RES
(1..(D

Asn or Thr

MOD_RES
(2)..(2)
Thr or Ala

250

Xaa Xaa ser ser Leu Gln Ser
5

251

9

PRT

artificial Sequence

pescription of artificial Sequence:

sequence

synthetic consensus

synthetic consensus

Arg Ala ser Gin Xaa Xaa Ser Ser Trp Lgu Ala
5 1

synthetic consensus

synthetic consensus



<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

42

MOD_RES
(4)..(4)

Asn or Asp

251

GIn Gln Ala Xaa Ser Phe Pro Leu Thr
5

252

7

PRT

Artificial Sequence

pescription of Artificial Sequence:

sequence

MOD_RES
(3)..(3)
Lys or Asn

252

Gln Asp Xaa Lys grg Pro ser
i

<210>

253

<211> 5

<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa Tyr Gly Met His
1

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>
<400>

1

Gly

val Ile Trp Xaa Asp Gly Ser Asn Lys
5

PRT
Artificial Sequence

pescription of artificial Sequence:

seguence

MOD_RES
(.. (D

Ser or Asn
253
5

254

17

PRT

Artificial sequence

pescription of Aartificial Sequence:

sequence

MOD_RES
(4)..(4)
Tyr or Phe

254

synthetic consensus

synthetic consensus

synthetic consensus

Tyr Tyr Ala Asp Ser val Lys
10 15



<210>
<21l>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

43

255
16
PRT
Aartificial sequence

pescription of Artificial Sequence: Synthetic consensus
sequence

MOD_RES
(5)..(5)

Pro or Ala

MOD_RES
(11.. (1D
Tyr or Phe

255

Gly Gly Gly Ile Xaa val Ala Asp Tyr Tyr Xaa Tyr Gly Met Asp val
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

256

17

PRT

Artificial sequence

pescription of Artificial Sequence: synthetic consensus
sequence

MOD_RES
(8)..(8)

Tyr or Asn

256

val Ile ser Tyr Asp Gly Ser Xaa Lys E%F Tyr Ala Asp Ser {g? Lys
1 5

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

257

5

PRT

arvificial Sequence

pescription of Artificial Sequence: Synthetic consensus
seguence

MOD_RES
(..
Asp or Gly

MOD_RES
(2)..(2)
Tyr or Asp



<221>
<222>
<223>

<400>

44
MOD_RES

(5)..(5)

Tyr or His

257

Xaa Xaa Tyr Met Xaa
1 5

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

258

17

PRT

Aartificial seguence

Description of Artificial Sequence: Synthetic consensus
sequence

MQOD_RES
(1. L
Tyr or His

MOD_RES
(12)..(12)
val or Ala

MOD_RES
(13)..(3
GlIn or Arg

258

Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Xaa Xaa Xaa Lys Phe Gln
1 5

Gly

<210>
<Z211>
<212>
<213>

<220>
<223>

<220>
<2Z21>
<222>
<223>

<220>
<221>
<222>
<Z223>

<220>
<221>
<222>
<223>

<400>

10 15

259

12

PRT

Artiticial sequence

pescription of Artificial Seguence: Synthetic consensus
seguence

MOD_RES
(2)..(2)
Gly or Arg

MOD__RES
(4)..(4)

Ser or Thr

MOD_RES
(11)..(11)
Ala or Asp

259

ésp Xaa Gly Xaa Ser Gly Trp Pro Leu Pge Xaa Tyr
5 ‘ 1



45

<210> 260
<211> 363
<212> DNA
<213> Homo sapiens
<400> 260
caggtgcage tggtggagtc tgggggaggce gtggtocage cigggaggtc coctgagactc 60
tcctgtgecag cgtctggatt caccttcagt aactatggea tgeactgggt ccgecagget 120
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat 180
gcagactceg tgaagggecg attcaccatc tccagagaca attccaagaa cacgetgtat 240
ctgcaaatga acagcctgag agccgaggac acggetgtat attactgige gagtctagtg 300
ggagctacca actactacgg tatggacgtc tggggccaag ggaccacggt caccgtctee 3160
tca 363
<210> 261
<211> 121
<212> PRT
<213> Homo sapiens
<400> 261
GIn val GlIn Leu val Glu ser Gly Gly Gly val val Gin Pro Gly Arg.
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr
20 25 30
Gly Met His Trp val Arg GlIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45
Ala val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val
50 55 60
Lys Gliy Arg phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
g5 30 95
Ala ser Leu val Gly Ala Thr Asn Tyr Tyr Gly Met Asp val Trp Gly
100 105 110
GIn Gly Thr Thr val Thr val Ser Ser
115 120
<210> 262
<211> 326
<Z21Z> DNA
<213> Homo sapiens
<400> 262
tettctgage tgactcagga ccctgetgtg tetgtggect tgggacagac agtcaggatc 60



acatgccaag
caggeeecty
ttctotgget
gatgaggctg
acggagggac
<210>
<211>
<212>
<213> Homo
<400> 263

Ser Ser Glu
1

263
108
PRT

Thr val Arg

ser Trp Tyr

35

Gly Asn

ser
65

Gly

Asp Glu Ala

Leu val pPhe

<210>
<211>
<212>
<213> Homo

<400> 264
gaagtgcagce

264
360
DNA

tcctgrgcayg
€cggggaagy
gcagactctg
atgcaaatga
tactactact
<210>
<211>

<212>
<213>

265
120
PRT
HOMo

gagacagcct
tacttgtcat
ccagctcagg
actactactg

caagctgacce

sapiens

Leu Thr Gl

5

Ile Thr

20

Cy

Gin G1n

Ly

Tyr Arg Pr

Al
70

Asn Thr

Asp Tyr

85

Ty

Gly Gly G1

sapiens

tggtggagtc
cctetgygatt
grctggagtg
tgaagggccg
acagtctgag

tctacggtat

sapiens

cagaagctat
ctctggtaaa
aaacacagct

taactccecgy

gtceta

n Asp Pro

s Gin Gly

s Pro Gly

40

c Ser

55

Gly

a Ser Leu

r Cys Asn

Thr

y LyS

tgggggagtc
cacctttgat

ggrctctert
attcaccatc
aactgaggac

ggacgtctgg

46
tatgcaaget

aactaccgge
tccttgacca

gacagaagtg

val
10

Ala ser

Asp Ser Leu

25

Gin Pro

Ite Pro Asp

Thr
75

Thr Ile

ser Arg

90

Asp

Leu Thr val

105

gtggtacagc
gattttacca
attagttogg
tccagagaca
agcgectigt

ggccaaggga

ggtaccagca gaagccagga

ccteagggat

CCcagaccga

tcactgggge tcaggcggaa

gtaaccatct ggtgttttcg

val Ala Leu

Arg Ser Tyr

30

val teu val

45

Arg Phe Ser

60

Gly Ala GlIn

Arg Ser Gly

Leu

ctggggggtc
tgcactgggt
atggtggtag
acagcaaaaa
attactgtgce

ccacggreac

Gly Gn

15

Tyr Ala

Ile Ser
Gly

ser

Glu
80

Ala

Asn
95

cctgagactc
ccgtcaaget
cacatactat
ctccetgtat
aagaggtect

cgtctectca

120
180
240
300
326

60
120
180
240
300
360



<4Q0> 265
Glu val Glin
1

Leu
5

val Glu

ser Gly

Gly

Ser Leu

Thr Met

Ser Leu

50

Lys Gly

Met G1n
Ala

Arg

Gly Thr

APrg

His

35

Ile

Arg

Met

Gly

Thr

L.eu

20

Trp

Ser

Phe

ASh

Pro

100

val

Ser

val

Trp

Thr

ser

85

Tyr

Thr

Cys

Arg

ASD

Ile

70

Leu

Tyr

val

Ala

Gin

Gly

55

ser

Arg

Tyr

Ser

Ala

Ala

40

Gly

Arg

Thr

Phe

Ser

ASD

Tyvr

115

<210>
<211>
<212>
<213> Homo

<400> 266
tettetgage

266
328
DNA

acatgccaag
caggccecta
ttctotgget
gatgaggctg
€ggcggaggyg
<Z210>
<z211>
<212>
<213>

<400>

267
169
PRT
Homo

267
1

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccagctcagg
actattactg

accaagctga

sapiens

20

120

ccctgetgty
cagaacctat
ctctgataaa
aaacacagct
taactcccgg

ccgrecta

47

val val
10

Ser Phe

25

Gly

Pro Gly Lys

ser Thr Tyr

Asn Ser

75

Glu Asp ser

S0

Gly Met

105

tctgtggect
tatgcaaget
aacaaccggce
tcettgacca

gacagcagtyg

Ser Ser Giu Leu Thr GIn Asp Pro Ala val ser
5

10

Thr val arg Ile Thr Cys GIn Gly %gp Ser Leu

Ser Trp gyr Gin Gin Lys Pro 2gy Gln Ala Pro
5

val Gln pPro

Thr Phe Asp

30
Gly Leu Glu
43

Tyr Ala

60

ASpP

Lys Asn Ser

Ala Leu Tyr

Asp val Trp

110

tgggacagac
ggtaccagca
cctcagggat
tcactgggac

ataaccatct

val Ala Leu
Arg Thr Tyr
30

Ile Leu val
45

Gly
15

Gly

Asp Phe

Trp val

ser val

Leu Tyr

80

cys

Gin

agtcaggatc
gaagccagga
cccagaccga
tcaggeggaa
agtggtattt

Gly &ln
15
Tyr Ala

Ilte ser

60
120
180
240
300
328



48
Asp Eys Asn Asn Arg Pro Ser Gly Ilte Pro Asp ggg Phe ser Gly Ser
0 55

ggr Ser Gly Asnh Thr Ala Ser teu Thr Ile ;?r Gly Ala Gln Ala Glu
70

Asp Glu Ala Asp ggr Tyr Cys Asnh Ser ggg Asp Ser Ser Asp ggn His

teu val val phe Gly Gly Gly Thr Lys Leu Thr val tLeu
: 100 105

<210> 208
<211> 363
<212> DNA
<213> Homo sapiens

<400> 268
caggtgcage tggtgcagrc tggggctgag gtgaagaage ctggggectc agtgaaggtc 60

tcctgeaagg cttctggata caccticacc gactactata tgtactgggt gcgacaggec 120
cctggacaag ggcctgagtg gatgggatgg atcaacccta acagtggtgg cacaaactat 180
gtacagaagt ttcagggcag ggtcaccatg accagggaca cgiccatcag cacagectac 240
atggagctga gcaggatgag atccgacgac acggeegtgt attactgtge gagagatggg 300
ggtagcagtg getggeccct ctttgectac tggggectgg gaaccetggt caccgtetee 360
tca 363

<210> 269
<211> 121
<212> PRT
<213> Homo sapiens

<400> 269
%Wn val 61n Leu val Gin Ser Gly Ala Ggu val Lvys Lys Pro G;y Ala
5 . 1 1

ser val Lys ggl Ser Cys Lys Ala ggr Gly Tyr Thr Phe ggr Asp Tyr

Tyr Met ggr Trp val arg Gln Ala Pro Gly Gin Gly Zgo Glu Trp Met
40

Gly ggp ITe Aspn Pro Asn Ser Gly Gly Thr Asn gyr val Gln Lys Phe
~ 55 0

GgIn Gly Arg val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr aAla Tyr
65 : 70 75 80

Met Glu Leu Ser ggg Met Arg Ser Asp ggp Thr Ala val Tyr ggr Cys

Ala Arg asp Gly Gly Ser Ser Gly Trp Pro Leu Phe Ala Tyr Trp Gly



100

49
105

Leu Gly Thr Leu val Thr val Ser Ser
115

<210>
<211>
<212>
<213> Homo

<400> 270
cagtctgtge

270
340
DNA

tcctgeactg
crtccaggaa
cctgaccgat
caggctgagg
attgtggrtt
<210>
<211>
<212>
<213> Homo

<400> 271
Gin Ser val
1

271
113
PRT

Arg val Thr

Phe val

35

AsSp

Ile
50

Leu TYr

ser
65

Gly Ser

Gln Ata Glu

Leu Sser Gly

Leu

<210>
<211>
<212>
<213>

272
363
DNA
Homo

sapiens

tgacgcagece
ggagcagetc
cagcceecaa
tectetggete
atgaggctga
ttcggeggag

sapiens

Thr
5

Leu

Ile
20

Ser
His Trp
Asp

ASn

Lys Ser

Gin

Cys

Tyr

AsSn

Gly

120

gecectcagty
caacafcggg
actcctcatc
caagtctggc
ttattactge

ggaccaagct

PIrg Pro

Thr

Gly

GlIn
40

Gln

AsSn
35

Arg

Thr Ser

70

Glu
85

ASD

Ser Ile

100

sapiens

Ala

val

AsSp Tyr

val phe

tctyggggecee
gcaggrrrtg
tatgataaca
acctcagect
cagtcctatg

gaccgtecta

val
10

Ser Ser

ser ser

25

Ser

Leuy Pro Gly

Pro ser Gly

Ala Ser Leu

75

Tyr Cys Gin

Gly Gly

110

cagggcagag ggtcaccate
atgtacactg gtaccagcag
acaatcggec ctcaggggtc
ccetggecat cactgggete

acagcaacct gagtggttcg

Gly Ala Gly G1n

15

Pro

Asn Ile Gly Ala

30

Gly

Ala
45

Thr Pro Lys Leu

val
60

Pro Asp Arg Phe

Ala ile Thr Gly Leu

80

Ser Tyr Asp Ser

95

Ash

Thr teu Thr val

110

Lys

60
120
180
240
300
340



<400> 272
caggtgcage

tcctgoaagg
cctggacaag
gcacggaagt
atggagctga
ggtaccagtg
tca

<210> 273

<211> 121

<212> PRT

<213> Homo

<400> 273
Gin val GIn
1

Ser

val Lys

His
35

Tyr Met

Gly Trp Ile

50

Gin
65

Gly Arg

Met Glu Leu

val Arg Asp

Gln Thr

115

Gly

<210>
<211>
<212>
<213> Homo

<400> 274
cagtctgtge

274
340
DNA

tcctgeactg
cttccaggaa

cctgaccgat

caggctgagg

tggtgcagtc
cttctggata
ggctggagty
ttcagggcag
gcagygctgag
gctgygecact

sapiens

Leu val
3

val
20

Ser
Trp val
Pro

Asnh

val Thr

Gln

Cys

ATg

Asn

Met

tggggctgag
catctteace
gatgggatgg
ggtcaccatg
atctgacgac

ctttgactat

ser Gly

ala

Lys

Ala
40

Gin

Ser
55

Gly

Thr Arg

70

Ser Arg

85

Gly

val

sapiens

tgacgcagec
ggagcagcic
cagcccecaa
tctotggetce

atgaggctga

Leu

Thr

Thr

Arg Ser

ser Gly

val ser

120

gcccteagtg

caacatcggg

50
gtgaagaagc
ggcgactata
atcaacccta
accagggaca
acggcegtgt
tggggccagg

Glu val

10

Ala

ser Gly

25

Tyr

Pro Gly Gln

Gly Thr Asn

Asp Thr Ser

75

Asp Asp Thr

90

Pro Leu

tctggggecce
gcaggttttg

actcctcatc tttgataaca

caagtctgge accrcagect

ttattactgc cagtcctatg

ctggggectc
tgcactgggt
acagtggtgq
cgtecatcag
attactgtgt

gaacactggt

LYS Lys Pro

Thr
30

ITe Phe

Gly Leu Glu

45

His Ala Arg
60

ITe Ser Thr

Ala val Tyr

Phe Asp Tyr

110

cagggcagag
atgtgcactg
acaatcgcecc
ccctggeeat

acagcaacct

agtgaaggtc
gcagacaggec
cacaaaccat
cacagectac
gagagatagg

caccgtctce

Gly Ala

15

Gly Asp

Trp Met

Lys Phe

Ala Tyr

80

Tyr
95

Cys

Trp Gly

ggtcaccatc
gtaccagcetyg
ctcagaggtc

cactgggete

gagtggttcg

60
120
180
240
300
360
363

60
120
180
240
300



51

attgtggtat ttcggoggag ggaccaagct gaccgtecta 340
<210> 275
<211> 113
<212> PRT
<213> Homo sapiens
<400> 275
§1n Ser val Leu Ehr Gln Pro Pro Ser XST ser Gly Ala Pro G;y Gin
1

Arg val Thr ITe Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly
20 25 30

Phe Asp val His Trp Tyr Gln Leu Leu Pro Gly Thr gga Pro Lys Leu
35 40

Leu Ite Phe Asp Asn Asn_égn Arg Pro Ser Gly ESW Pro Asp Arg Phe
50

ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu

65 70 75 80
GIn Ala GTu Asp Glu Ala Asp Tyr Tyr Cys GIn Ser Tyr Asp Ser Asn
85 g0 G5

Leu Ser Gly Ser Ile val val Phe Gly Gly Gly Thr Lys Leu Thr val
100 105 110

Leu

<210> 276

<211> 378

<212> DNA

<213> Homo sapiens

<400> 276

caggtgcage tggtggagtc tgggggagge gtggtecage ctgggaggte cctgagactc 60

tcctgtgcag cctetggatt cattttecagt agetatggea ttcactgggt ccgecagget 120
ccaggcaagy ggctggagty ggtggcagtt atatcatatg atggaagtta taaatactat 180
gcagactcceg tgaagagocg attcaccatc tccagagaca attcecaagaa cacgorgrat 240
ctgcaaatga acagcctgag agctgaggac acggotgigt attactgtgce gagaggggac 300
tcctggaacyg acagattaaa ctactacttc tacgatatgg acgtctgggy ccaagggacc 360
acggtcaccyg tetectea 378
<210> 277

<21i> 126

<212> PRT

<213> Homo sapiens

<400> 277



Gin val GIn

Ser Leu Arg

His
35

Gly Ile

val Ile

50

Ala

Gly Arg

GIn Met

Ala Arg Gly

Met Asp Val

115

<210>
<211>
<212>
<213> Homo

<400> 278
' tcctatgage

278
319
DNA

acctgctoty
cagtcccctg
ttctctggct
gatgaggctg
gaccaagctg
<210>
<211>
<212>
<213>

<400>

279
106
PRT
Homo

279

ser Tyr Glu teu Thr Gin Ala Pro Ser val Ser
1 5

Thr Ala ser

Cys Trp Tyr
35

52
Gly val
10

Leu ga? Glu ser Gly Gly

Leu Ala

20

Ser Ala ser Phe

25

Cys Gly

Ala
40

Trp val Arg GIn Pro Gly Lys

ser Tyr Asp Gly

55

Ser Tyr Lys Tyr

Thr Tle

70

phe ser Arg Asn Ser

75

ASD

Asn Ser Ala Glu Thr

85

Leu Arg ASD

90

Ser Trp Asn Asp Arg Leu Asn

Thy Thr

120

Gly Gin Gly val Thr

sapiens

tgactcagge accctcagtg tccgtgtecc
gagataaatt gggggataaa tatgettget
tgetggicat ctatcaagat aagaagegge
ccaactctgg gaacacagcc actctgacca
actattactg tcaggcgtgg gacagcagca

accgtecta

sapiens

10

Ile Thr Cys Ser Giy Asp Lys Leu
20 25

Gin GIn Lys Pro Géy GlIn ser Pro
4

val Gln Pro

Ile Phe Ser

30

Gly Leu Glu

45

Tyr Ala

60

AsSp

Lys Asn Thr

Ala val

Tyr Tyr pPhe

110

val ser

125

caggacagac
ggtatcagca
cctcagggat
tcagcgggac
ctgtggtatt

TYr

ser

Gly
15

Arg

Ser Tyr

Trp val

ser val

Leu Tyr

80

Tyr Cys

Tyr ASp

agccageatc
gaagccagge
ccctgagega
ccaggctatg

tcggeggagy

val ser Pro Gly Gln
15

Gly Asp Lys
30

val Leu val
45

Tyr Ala

Ile Tyr

60
120
180
240
300
319



53

Gln égp Lys Lys Arg Pro ?gr Gly Ile Pro Glu Arg Phe ser Gly Ser

égn Ser Giy Asn Thr Ala Thr Leu Thr Ile Ser

70

Asp Glu Ala Asp ggr Tyr Cys Gln Ala Trp Asp
90

phe Gly Gly Gly Thr Lys Leu Thr
100

<210>
<211>
<212>
<213> Homo

<400> 280
caggtgcage

280
366
DNA

acctgeacty
cagcacccag
tacaacccgt
tccctgaage
gttggcaget
tccteca
<210>

<211>

<212>

<213> Homo

<400> 281
§1n val Gin

281
122
PRT

Thr Leu Ser

Gly Tyr Tyr

35

Ile
56

Trp Gly

Leu
65

LYS Ser

ser Leu Lys

Cys Ala Arg

sapiens

tgcaggagtce
tctctggtag
ggaagggcct
ccctcaagag
tgaactctgt

cgtcgggtaa

sapiens

Leu GIn
5

L.ey Thr

20

Trp Ser

phe Ile

Arg Leu

Glu
cys
Trp
His

Thr

gggcccagga
cteccateage
ggagtggatt
tcgacttace
gactgcegeg
ctggttegac

Ser Gly

Thr val

Ile Arg

40

Tyr Ser

Leu Ser

70

Leu Asn

85

Glu val

100

ser

Gly

val Thr

ser ser

val Leu

105

ctggtgaagc
agtggtggtre
gggtteatce
ctatcagtag
gacacggeeg

ccetggggcce

Pro Gly

10

Leu

ser
25

Gly Gly

GIn His Pro

Gly Thr Thr

Thr
75

val Asp

Ala
80

Ala ASD

Ser
105

Gly Asn

60

Gly Thr Gln

ser Ser Thr

cttcacagac
actactggag
attacagtgo
acacgtctaa
tgtattactg

agggaaccct

val Lys Pro

Ser Ile sear

30

Gly

Tyr ASN

60

ser Lys ser

Thr ala val

Trp Phe

Gly

AsSp
110

Ala Met
80

val val

cctgteectc
ctggatccge
gaccacctac
gagccagtic
tgcgagagaa

ggtcaccgtc

Ser Gln

15

Ser Gly

Leu Glu

Pro Ser

GIn pPhe

80

Tyr
95

Tyr

Pro Trp

60
120
180
240
300
360
366



54

Gly G¢In Gly Thr Leu val Thr val Ser Ser
115 120

<210>
<211>
<212>
<213> Homo

<400> 282
tcctatgage

282
319
DNA

acctgetctg
cagtceectyg
ttctctgget
gatgaggctg
gaccaagerg
<210>
<211>
<Z21i2>
<213> Homo

<400> 283
Ser Tyr Glu
1

283
106
PRT

Thr Ala ser

Cys Trp

Gln Asp

50

Asn Ser

Gly
65

asp Glu Ala

Phe Gly Gly

<210>
<211>
<212
<Z213>

<400>

284
378
DNA
Homo

284

sapiens

tgactcagec
gagataaatt
tggtggtcat
ccaactctgg
actattactg

accgtecta

sapiens

Thr
5

Leu G1

ITe Thr

20

Cy

Gin Gln

Ly

Lys Arg Pr

Al
70

Asn Thr

Asp Tyr

85

Ty

Gly Thr

sapiens

Lys

accctcageg
gggggataaa
ctatcaagat

gaacacagcc

tcaggegtyg

n Pro Pro

s Ser Gly

s Pro Gly

40

o Ser
55

Gly

a Thr Leu

r Cys Gin

Leu Thr

tcegtgrece
tatgcttget
aacaagcgge
actttgacca

gacagcacca

val
i0

Ser Ser

Asp Leu

25

LysS

GIn ser Pro

Ile Pro Glu

Thr Ile Ser

75

Ala Trp

a0

Asp

val
105

Leu

caggacagac
ggtatcagca
cctcagggat
tcagcgggac

ctgcgatatt

val ser Pro

Gly

ASp

val
45

val

Arg Phe Ser

60

Gly Thr G1n

ser Thr Thr

agccagcatc
gaagccagge
cecctgagega
ccaggctatg

tcggeggagg

Gly Gln

15

Tyr Ala

Ite Tyr

Gly ser

Ala Met

80

Ala Tle

95

caggtgcagc tggtagagtc tgggggaggc gtggtccage ctgggaggtc cctgagacic

tcetgtgcag cctctggatt caccttcagt agctatggca ttcactgggt ccgecagget

60
120
180
240
300
319

60
120



ccaggcaagg
gcagactccyg
ctgcaaatga
tcetggaacy
acggtcaccg
<210>
<211>

<212>
<Z213>

285
126
PRT
Homo

<400> 285
Gin val Gln
1

ser Leu Arg

His
35

Gly 1le

val Ile

50

Ala

Lys Gly Arg

Leu GIn Met

Ala Arg Gly

val
115

Met Asp

<210> 286
<211> 319
<212> DNA
<Z213> Homo

<400> 286
tccratgage

acctgetcty
cagtccecty
ttetetggct
gatgaggctg

gaccaagctg

<210> 287

35

ggctggagtg ggtggecagtt atatcatatg

tgaagggecg attcaccatc tccagagaca

acagcctgag agctgaggac acggotgtgt

acagattaaa ctactacttc tacgatatgg

tctectca

sapiens

Leu val
5

Leu
20

Ser

Trp val

Ser Tyr

rPhe Thr

Asn Ser

85

Asp Ser

100

Trp Gly

sapiens

Glu

Cys

Arg

ASp

Ile

70

L.eu

Trp

Glin

tgactcagce accctcagty
gagataaatt gggggataaa
tactggtcat ctatcaagat
ccaactctgg gaacacagec

actattactg tcaggegtyg

accgtccta

Ser

ala

Gin

Gly

35

Ser

Arg

Asn

Gly

Gly

Ala

Ala

40

Ser

Arg

Ala

Asp

Thr
126

Gly Gly val

10

Ser Phe

25

Gly

Pro Gly Lys

Asni Lys Tyr

Asp Asn Ser

75

Glu Asp Thr

90

Leu Asn

val Thr

tccgtgtece
tatgcttget
aacaagcgge
actttgacca

gacagcagca

atggaagtaa taaatactat

attccaagaa cacgctgtat

attactgtgc gagaggggac

acgrctgggg ccaagggace

val

Thr

Gly

TVr

60

Lys

Ala

Tyr

val

Gin

Phe

Leu

45

Ala

AsSh

val

Tyr

Ser
125

Pro

ser

30

Glu

ASD

Thr

Tyr

Phe

110

Ser

caggacagac
ggtatcagca
cctcagggat
tcagcgggac
ctgtggtatt

Gly

Arg
15

Ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
95

Cys

Tyr Asp

agccagecatc
gaagccagge
ccctgagega
ccaggctatg

tcggeggagg

180
240
300
360
378

60
120
180
240
300
319



56

<211> 106
<212> PRT
<213> Homo sapiens
<400> 287
ser Tyr Glu Leu Thr GIn Pro Pro Ser val Ser val Ser Pro
1 5 10
Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys
20 25 30
cys Trp Tyr GIn Gln Lys Pro Gly GIn Ser Pro val Leu val
35 40 45
GIn Asp Asn Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe ser
50 55 60
Asn ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Glin
65 70 75
Asp GTu Ala Asp gyr Tyr Cys Gin Ala Tgp Asp Ser Ser Thr
5 90
phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 288
<211> 372
<212> DNA
<213> Homo sapiens
<400> 288
caggtgcagt tggtggagtc tgggaggagge gtdgtccage ctgggaggtc
tcctgtgcag cgtctggata taccttcaat agetatggca tgceactgggt
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa
gcagactceg tgaagggccg attcaccatc tccagagaca tttccaagaa
ctgcaaatga acagcctgag agccgaggac acggetgtgt attractgtge
cgggcgrata gcagtggety gracgocgee tttgactact ggggocagag
accgtctect ca
<210> 28BS
<21i> 124
<212> PRT
<213> Homo sapiens
<400> 289

1

GIn val Glin Leu gaT Glu Ser Gly Gly Gly val

10

Ser Leu Arg Lgu ser Cys Ala Ala Sser Gly Tyr
2 25

val GIn Pro

Thr Phe Asn
30

Gly GIn

15

Tyr Ala

Ile Tyr

Gly Ser

Ala Met

80

val val

95

cctgagactce
chccaggct
tacatactat
cactctrgtat
gagagaggtc

aaccctggtce

Gly Arg
15

Ser Tyr

Gly Met His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val

60
120
180
240
300
360
372



35
Ala val Ile Trp Tyr As
50
Lys Gly Arg pPhe Thr 11
65 70
Leu GIn Met Asn Ser Le
85
Ala Arg Glu val Arg Al
100
Tyr Trp Gly Gln Gly Th
115
<210> 290
<211> 325
<212> DNA
<213> Homo sapiens
<400> 290
TCticigage tgactcagga
acatgccaag gagacagect
caggccecctg tagttgtcett
ttctctgget ccagetcagg
gatgaggetyg actattatty
cggagggacc acgctgaccy
<210> 291
<Z211> 108
<212> PRT
<213> Homo sapiens
<400> 291
ser Ser Glu Ley Thr Gl
1 5
The val arg ITe Thr Cy
20
Asn Trp Tyr Gin GIn Ly
35
Gly Lys Asn Asn Arg Pr
50
Ser Ser Gly Asn Thr Al
65 70
Asp Glu Ala Asp Tyr Ty

57
40

p Gly Ser Asn Thr Tyr

55

e Ser Arg asp Ile ggr

U Arg Ala Glu Asp Thr
90

a Tyr Sser Ser Gly Trp

105

val Thr val ser

120

r Leu

cccrgetygty tetgtggect
cagaatcttt tatgcaaact
ctatggtaaa aacaaccgge
aaacacagct tccttgacca
taactcccgg gacagcagtg

tccta

val ser
10

n Asp Pro Ala

s GIn Gly Asp Ser Leu

25

s Pro Gly GIn

40

Ala Pro

o Ser Ile

55

Gly Pro Asp

Ile Thr
75

a Ser Leu Thr

r Cys Asn Ser Arg Asp

45

Tyr Ala Asp Ser val
60

Lys Asn Thr Leu Tyr

80
Ala val Tyr Tyr Cys
a5
Tyr Ala Ala Phe Asp
110

ser

tgggacagac agtcaggatc
ggtaccagca gaagccagga
cctcagggat cccagaccga
tcactgegge tcaggeggaa

gtaaccatgt ggtatttcgg

val Ala Leu Gly Gin

15

17e pPhe Ala

30

Arg Tyr

val val Phe

45

val Tyr

Arg Phe Ser Gly Ser
60

Ala ala Gln Glu

80

Ala

Ser Ser Gly Asn His

60
120
180
240
300
325



58

85 90
val val phe Gly Gly Gly Thr Thr Leu Thr val Leu
100 105
<210> 292
<211> 375
<212> DNA
<213> Homo sapiens
<400> 292
caggtgcagc tggtggagtc tgggggaggc gtggtccage ctgggaggtce
tcctgtgcaa cgtctggatt caccttcagt agttatggea tgcactgggt
ccaggcaagg ggctggagtg ggtggeagtt atatggtatg atggaagtag
gcagactccg tgaagggecg attcaccate tccagagaca attccaagaa
ctgcaaatga acagcctgag agccgaggac acggecgtgt attactgtge
agtgggagct actacgaaca gtattactac ggtatggacg tctggggeca
gtcgccgict cctea
<210> 293
<211> 125
<212»> PRT
<213> Homo sapiens
<400> 293
Ggln val ¢in Leu val Glu Ser Gly Gly Gly val val Gin Pro
1 5 10
Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Phe Thr phe Ser
‘ 20 25 30
Gly Met His Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu
35 40 45
Ala val Ile Trp Tyr Asp Gly Ser Ser Lys Tyr Tyr Ala Asp
50 55 60
Lys Gly Arg phe Thr ITe Ser Arg Asp Asn Ser Lys Asn Thr
65 70 75
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr
85 80
Ala Arg val Arg Ser Gly Ser Tyr Tyr Glu Gln Tyr Tyr Tyr
100 105 110
Asp val Trp Gly Gin Gly Thr Thr val Ala val Ser ser
115 120 125
<210> 294
<211> 322

<212> DNA

95

cctgagacte
ccgeeagyct
taaatactat
cacgctgtat
gagagtaaga

agggaccacg

Gly Arg

15

Ser Tyr

Trp val

ser val

Leu Tyr
80

Tyr Cys

Gly mMet

60
120
180
240
300
360
375



<213> Homo

<400> 294
gacatccaga

atcacttgcec
gggaaagcce
aggticagtyg
gaagatttig
agggacacga
<210>
<211>
<212>
<213> Homo
<400> 285

Asp Ile Glin
1

295
107
PRT

Asp Arg val

Leu Ash Trp

35

Ala Ala
50

Tyr

ser
65

Gly Phe

Glu Asp Phe

Thr pPhe Gly

<210>
<211>
<212>
<213>

296
363
DNA
Homo

<400> 296
gaggtygcagc

tcctgtgeag
ccagggaagg
gcagactctg
ctgcacatga
atctactacg

tca

sapiens

tgacccagtc
gggcaaatca
ctaaggtcct
gcagtggatt
caacttacta

ctggagatta

sapiens

Met Thr Gl

5

Thr Ile Th

20

Tyr Gln Gl

Ser Ser Le

Glu Thr As

70

Thr
85

Ala Ty

Gin
100

Gly Th

sapiens

tggtggagic
ccterggatt
ggctggagtg
tgaagggccg
acagcctgag

actactacgg

tccatectec
gtacattage
gatttatget
tgagacagat
ctgtcagcag

ad

n ser Pro

r Cys Arg

n Lys Pro

40

u Gin
55

Ser

p Phe Thr

r Tyr Cys

r Arg Leu

tgggggaggc

caccttcagt
ggtttcatac
attcaccatc
agacgaggac

tatggacgtc

59

ctgtctgcat
acctatttaa
gcatccagtt
ttcactctea

agctacacta

Ser Ser Leu

10

Ala Gin

25

Asn

Gly Lys Ala

Gly val Pro

Ile
75

Leu Thr

Glin
80

Gin Ser

Glu Ile

105

LYS

ttggtacagc
agttatagca
attagtggtc
tccagagaca
acggctgtgt
tggggccaag

ctgtaggaga
attggtatca
tgcaaagtgy
ccatcagcag

cceccgatcac

Ser Ala ser

Ile ser

30

Tyr

Pro Lys val

ser Phe

60

Arg

Ser ser Leu

Tyr Thr Thr

ctggggggtc
tgaactgggt
gtactagtag
atgccaagaa
attactgtgce

ggaccacggt

cagagtcacc
gcagaaacca
ggtcccatca
tctgeaacct

ctttcggeca

vai
15

Gly

Thr Tyr

Leu Ile

ser Gly

Gin Pro

80

Pro Ile

g5

cctgagacte
ccgecagget
cgratactac
ctcactgtat
gagaagtggg

caccgtocrcc

60
120
180
240
300
322

60
120
180
240
300
360
363



<210>
<211>
<212>
<213> Homo

<400> 297
ﬁlu val G1n

297
121
PRT

Ser Leu Arg

Ser Met Asn

35

Ser Tyr Ile

50

Lys Gly Arg

Leu His Met

Ala Arg Ser

Gin Thr

115

Gly

<210>
<211>
<212>
<213> Homo

<400> 298
gacatcgtga

298
340
DNA

atcaactgca
tggtaccage
gaaggcgogy
atcagcagcc
ccgtggacgt
<210>
<211>
<212>
<213>

<400>

299
113
PRT
Homo

299

sapiens

Leu val
5

Leu
20

Ser

Trp val

ser Gily

Phe Thr

Asn Ser

85

Gly Ile

Thr val

sapiens

tgacccagtc
agtccageeca
agaaaccagg
tcectgaceg
tgcaggcrga
ttcggecaag

sapiens

Glu

Cys

Arg

Arg

Ile

70

Leu

TYr

Thr

ser Gly

Ala

Ala

Ala
40

Gln

Thr
55

Ser

ser Arg

Arg Asp

Tyr Asp

va'l
120

tccagactece
gagtgtttta
acagcctect
attcagtggc
agatgtggca
ggaccaaggt

Ser

60

Gly Gly

10

Ley

Ser Phe

25

Gly

Pro Gly Lys

ser val Tyr

Ala
75

Asp Asn

Glu Asp Thr

80

Tyr Gly

ctggetgtgt
aacagcteca
aagctgectca
agcgggrctry
gtttattact

ggagatcaaa

Asp Ile val Met Thr Gln Sser Pro Asp Ser Leu
1 5 10

val Gin pPro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr

Asp
60

Lys Asn Ser

Ala val Tyr

val
110

Met Asp

ctctgggega
acaataagaa
tttactggac
ggacagattt

gtcagcagta

Ala val ser

Gly
15

Gly

ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
95

Cys

Trp Gly

gagggccecce
ctacttaget
atccaccecgg
cactctcacc

ttttactact

Leu Gly
15

60
120
180
240
300
340



Glu

ser

Pro

Pro

65

Ile

Tyr

Lys

<210>
<211>
<21.2>
<213>

<400>

Arg

Asn

Pro

50

Asp

ser

Phe

Ala

Asn

35

Lys

Arg

ser

Thr

300
375
DNA
Homo

300

caggtgcage

tectgtgcag

ccaggcaagy

gcagactccg

ctgcaaatga

gccactgeta

Pro Ile
20

Lys Asn

Leu Leu

Phe ser

Lau GIn

85

Thr Pro
100

sapiens

£gytggagtc
cgtctggatt
ggctggagtg
tgaagggeceg
acagcectgag

tagattacta

gtcaccgtct ccteca

<210>
<21l>
<212>
<213>

<400>
GIn val ¢In Lteu val Glu ser Gly Gly géy val
5

1

301
125
PRT
Homo sapiens

301

Asn

Tyr

Ile

Gly

70

Ala

Trp

Cys

Leu

Tyr

sar

Glu

Thr

Lys

Ala

40

Trp

Gly

ASD

Phe

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ctactcctac

ser

25

Trp

Thr

ser

val

Ser

Tyr

ser

Gly

Ala

90

Gin

61
Glin

Gin

Thr

Thr

75

val

Gly

gtggtccage

agctatggca

atatggratg

tccagagaca

acggetgtgt

ggtatggacg

Ser Leu Arg Egu ser Cys Ala ala ggr Gly phe

Gly met His Trp val Arg Gin iéa Pro Gly Lys
35

Ala val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr
50 55

Ser val ieu
30

Gin Lys Pro

Arg Glu Gly
60

Asp Phe Thr

Tyr Tyr Cys

Thr Lys val
110

ctgggaggtc
Tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

tctggggect

ASN

Gly

Gly

Leu

Gin

95

Glu

cctgagacte
ccgccagget
taaatactat
cacgctgtat
gagaggggca
agggaccacg

Ser

Gin

val

Thr

80

Glin

Ile

val Gln Pro Gly Arg
15

Thr phe Ser Ser Tyr
30

Gly Leu Glu Trp val
45

Tyr Ala Asp Ser val

60

60
120
180
240
300
360
375



62

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 g5
Ala arg Gly Ala Ala Thr Ala Ite Asp Tyr Tyr Tyr Ser Tyr Gly Met
100 105 110

asp val Trp Gly Leu Gly Thr Thr val Thr val Ser Ser
115 120 125

<210> 302
<211> 322
<212> DNA
<213> Homo sapiens

<400> 302
gacatccaga tgacccagtc tccatcttce gtgtctgcat ctgtgggaga cagagtcacc 60

atcacttgtc gggcgagtca gggtattagt agctggttag cctggtatca gcggaaacca 120

ggaaaagcce ctaagttcct gatctatact gcatccagtt tgcaaagtgg ggtcccatca 180

cggttcageg geagtggatce tgggacagat ttcactctca ccatcagcag cctgeagect 240
gaagattctg caacttacta ttgtcaacag gctgacagtt tcccgctcac tritcggeag 300
agggaccaag gtggagatca aa 322
<210> 303

<211> 107

<212> PRT

<213> Homo sapiens

<400> 303

asp Ile GIn Met Thr Gln Ser Pro Ser SSr val ser Ala Ser V%1 Gly

1 5 1 1

Asp Arg val Thr Ile Thr Cys Arg Ala Ser Gin Gly Ile Ser ser Trp
20 25 30

Leu Ala ggp Tyr GIn Arg Lys Pro Giy Lys Ala Pro Lys pPhe Leu Ile
40 45

Tyr Tgr Ala ser Ser Leu GIn Ser Gly val Pro ggr Arg Phe Ser Gly
5 55

ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 : 80

Glu Asp Ser Ala g?r Tyr Tyr Cys Gin ng Ala Asp Ser phe Pgo Leu
0 9

Thr phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105



63

<210> 304
<211> 375
<212> DNA
<213> Homo sapiens
<400> 304
caggtgcage tggtggagtc tgggggagge gtggtccagce
tcctgtgeag cgtctggatt caccttcagt agctatggea
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg
gcagactccg tgaagggecg attcaccatc tccagagaca
ctgcaaatga acagcctgag agecgaggac acggetgtgt
ggtataccag tagctgacta ctactactac ggtatggacg
grcaccgtct cctca
<210> 305
<211> 125
<212> PRT
<213> Homo sapiens
<400> 305
Gin val G1n Leu val Glu Ser Gly Gly Gly val
1 5 : 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly pPhe
20 25
Gly Met His Trp val Arg Gln Ala Pro Gly Lys
35 40
Ala val 1le Trp Tyr Asp Gly Ser Asn Lys Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90
Ala Arg Gly Gly Gly Ile Pro val Ala Asp Tyr
100 105
Asp val Trp Gly GIn Gly Thr Thr val Thr val
115 120
<210> 306
<211> 337
<212> DNA
<213> Homo sapiens
<400> 306

gatgttgtga tgactcagtc tccactctcc ctgeccgtca

ctgggaggte
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

tctggggcca

val Gin Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Ala

60

ASp

Lys Asn Thr

Ala val Tyr

Tyr Tyr Tyr

110

ser
125

Ser

cccttggaca googgoctee

cctgagactce
ccgccagget
traaatactat
cacgctgtat

gagagggagg

agggaccacg

Gly
15

Arg

ser Tyr

Trp val

ser val

Leu Tyr

80

Tvyr
95

Ccys

Gly Met

60
120
180
240
300
360
375

60



64

atctcctgca ggtctagtca aagcctcgtc tacagtgatg gagacaccta cttgaattgg 120
tttcagcaga ggccagacca atctccaagg cgoctaattt ataaggtttc taactgggac 180
tctggggtee catacagatt cagcggeagt gggtcaggea ctgatttcac actgcaaatc 240
agcagggtgg aggctgagga tgttgggatt tactactgca tgcaaggtac acactggect 300
ccggcctttc ggccaaggga cacgactgga gattaaa 337
<210> 307
<211> 112
<212> PRT
<213> Homo sapiens
<400> 307
Asp val val Met Thr Gin Ser Pro Leu Ser Leu Pro val Thr Leu Gly
1 5 10 15
Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gin Ser Leu val Tyr Ser
20 25 30
Asp Gly Asp Thr Tyr Leu Asn Trp Phe GIn Gin Arg Pro Gly GIn Ser
35 40 45
Pro Arg Arg Leu Ile Tyr Lys val Ser Asn Trp Asp Ser Gly val Pro
50 55 60
Tyr Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr teu Gin Ile
65 70 75 80
ser Arg val Giu Ala Glu Asp val Gly Ile Tyr Tyr Cys Met Gln Gly
85 20 95
Thr His Trp Pro Pro Ala Phe Gly GlIn Gly Thr Arg Leu Glu Ile Lys
100 105 110
<210> 308
<211> 322
<212> DNA
<213> Homo sapiens
<400> 308
gacatccaga tgacccagtc tccatcttcec gtgtcigeat ctgtaggaga cagagtcacc 60
atcacttgtic gggcgagtca gggtcttage agcetggttag cctggtatea geagaaacca 120
gggaaagcee ccaagctcct gatgtataac acatccagtt tgcaaagtgg ggtcccatca 180
aggttcagey geagtggatc tgggacagat ttcagtctca ccatcageag cctgcagect 240
gaagattttg caagttacta ttgtcaacag gctaacagtt tccctctcac ttttcggegg 300
agggaccaag gtggagatca aa 322
<210> 309
<211> 107
<212> PRT
<213> Homo sapiens



<400> 309
Asp Ile Gin
1

Asp Arg val

Leu Ala Trp

35

asn Thr

50

Tyr

Ser
65

Gly Ser

Glu Asp Phe

Thr Phe Gly

310
337
DNA

<210>
<211>
<212>
<213> Homo

<400> 310
gatgttgtga

atctcctgca
tttcagcaga
tctggggtcc
agcaggytyy
ccggeettte
<210>
<21i>
<212>
<213>

<A00>

311
112
PRT
Homo

311

Met Thr G1

Thr Ile Th

20

Tyr GIn Gl

Ser Ser Le

Thr As

70

Gly

Ala ser

85

Ty

Gly Th

sapiens

tgactcagtc
ggtctagtca
ggccaggeca
cagacagatt
aggctgagga
ggccaaggga

sapiens

n Ser Pro

r Cys

Arg

Pro
40

n Lys

U Gin
55

Ser

p Phe Ser

r Tyr Cys

rLys val

tccactetec
aagcctegte
atctecaagy
cagcggeatt

tgttggggtt
cacgactgga

65

ser Ser val

10

Ala Gin

25

Ser

Gly Lys Ala

Gly val Pro

Ile
75

Leu Thr

Gln Ala

90

Gln

Glu Ile

105

Lys

ctgcecegtca
tacagtgatg
cgcctaattt
gggtcaggea
tactactgca

gattaaa

Asp val val Met Thr Gln Ser Pro Leu Ser Leu
1

5

10

Gin Pro Ala Ser Ile Ser Cys Arg ggr Ser Gln

Asp Gly %gn Thr Tyr Leu Asn ng Phe Gin Gln

Pro Arg Arg Leu Ile Tyr Lgs val Ser Aspn Trp
50 5

Ser Ala Ser

Gly Leu Ser

30

Pro Lys

ser

Arg
60

S5er Ser Leu

Asn Ser

cccttggaca
gaaacaccta
ataaggtttc
ctgacttcac

tgcaaggtac

Leu

Phe

Phe

val

Gly
15

ser Trp

Leu Met

ser Gly

Gin Pro

80

Pro
95

Leu

gcecggectee
cttgaattgg
taactgggac
actgaaaatc

acactggect

Pro val Thr Leu Gly
15

Ser Leu val
30

Tyr Ser

Arg Pro Gly Gin Ser

45

Asp Ser Gly val Pro
60

&0
120
180
240
300
337



66

Asp Arg Phe Ser Gly Ile Gly Ser Gly Thr Asp
65 70 75

ser Arg val Glu Ala Glu Asp val Gly val Tyr
85 90

Thr His Trp Pro Pro Ala Phe Gly Gén Gly Thr
105

<210>
<211>
<212>
<213> Hemo

<400> 312
gacatccaga

312
322
DNA

atcacttgtc
gggaaagcee
aggttcageg
gaagattttg
agggaccaag
<210>
<211>
<212>
<213> Homo

<400> 313
caggtgcage

313
375
DNA

tcctgtgcag
ccaggcaagg
gcggactccg
ctgcaaatga
ggtatagcag
gtcaccgtcet
<210>
<211>

<212>
<213>

314
125
PRT
Homo
<400> 314

1

100

sapiens

tgacccagtc
gggcgagtea
ccaagetect
gcagtggatc
caagttacta

gtggagatca

sapiens

tggtggagtc
cgtctggatt
gactggaatg
tgaagggceg
acagcctgag
tggctgacta

cctca

sapiens

tecatettee
gggtcttage
gatgtataac
tgggacagat
ttgtcaacag

daa

tgggggaggd
ccecttcagt
ggtggcagtt
attcaccatc
agccgaggac

ctacttctac

gtgtctgeat
agctggttag
acatccagtt
ttcagtctea

gctaacagtt

gtggtccage
aactatggca
atatggtttg
tccagagaca
acggctgtgt
ggtatggacyg

Gin val Glin teu val Glu Ser Gly Gly Gly val
5

10

Ser Leu Arg %eu Ser Cys Ala Ala ger Gly pPhe
0 5

Gly Met gis Trp val Arg Gln gga Pro Gly Lys
5

phe Thr Leu Lys Tle
80

Tyr Cys Met Gin Gly
95

Arg Leu Glu Ile Lys

110

ctgtaggaga
cctggtatea
tgcaaagtygg
ccatcageag

tceecteteac

ctgggaagtc
tgcactoggt
atggaagtaa
atcccaagaa
attactgtge

tctggggeca

cagagtcacc
gcagaaacca
ggtcccatca
cctgeagect

tttteggegy

cctgagactce
ccgccaggct
taaatactat
cacgctgtat

gagagyagagy
agggaccacg

val Gln Pro Gly Lys
15

Pro Phe Ser Asn Tyr

30

Gly Leu Glu Trp val
45

60
120
180
240
300
322

60
120
180
240
300

360

375



val Ile

50

Ala

Gly Arg

Leu Gin Met

Ala Arg Gly

Asp val Trp

115

<210>
<211>
<212>
<213> Homo

<400> 315
gatgttgtga

315
337
DNA

atctcctgea
tttcaacaga
tctggggtcec
agcagggtgg
ccggectttc

<210>
<211>
<212>
<Z213> Homo

<400> 316
gsp val val

316
112
PRT

Gln Pro Ala

Asp Gly Asn

35

Pro Arg

50

Arg

AsSp Phe

Arg
65

‘Ser Arg val

Trp Phe As

Il
70

Phe Thr

Asn Ser Le

Gly Gly 11
100

Gly GIn G1

sapiens

tgactcagtc
ggtctagtca
ggccaggeca
cagacagatt
aggctgagga
ggccaaggga

sapiens

Met ghr G1

Ser Iie Se

20

Thr Tyr Le

Leu Ile Ty

sSe
70

Ser Gly

ala Gl

85

Glu

p Gly Ser
55

e ser Arg
u Arg Ala
val

e Ala

Thr
120

y Thr

tccactetece
aagcctcata
atctccaagg
cagcggeagt
tgttgggatt

cacgactgga

n ser Pro

r Cys Arg

u Asn Trp

40

r Lys val

Ser

rGly

u Asp val

Asn

Ala

67

Lys Tyr

Asn Pro

75

ASp

Asp Thr

20

ASp Tyr

105

val Thr val

ctgcecgtea
tacagtgatg
cgcctaattt
gggtcaggca
tattactgeca

gattaaa

Leu Ser

10

Leu

Ser Glin

25

Ser

Phe GIn Gln

Ser Asn Trp

Gly Thr Asp

75

Ile
1]

Gly Tyr

Tyr Ala Asp
60

Lys Asn Thr

Ala val Tyr

Tyr Phe Tyr

110

Ser Ser
125

ccettggaca
gaaacactta
ataaggtrttc
ctgatttcac

tgcaaggtac

pro val Thr

Ile
30

Ser Leu

Pro
45

Arg Gly

Asp Ser

Gly
60

Fhe Thr Leu

Tyr Cys Met

ser val
Leu Tyr

80
Tyr Cys
95

Gly Met

geeggeetcec
cttgaattgg
taactgggac
actgaaaatc

acactggcect

Leu
i5

Gly
TYr Ser
Gln ser
val

Pro

Iie
80

Lys

Glin

Gly
a5

60
120
180
240

300

337



68

Thr His Trp Pro Pro Ala Phe Gly GB? Gly Thr
1

100

<210> 317

<211> 322

<212> DNA

<213> Homo sapiens

<400> 317

gacatccaga tgacccagtc tccatcttce gtgtctgeat

attacttgtc gggcgagtca gggtattage agetggttag

gggaaagcce ctaaggtcct gacctatact acatccagtt

aggttcagcg gcagtggatc tgggacagat ttcactctca

gaagattttg ctacttactt ttgtcaacag gctgacagtt

ggggaccaag gtggagatca aa

<210> 318

<211> 107

<212> PRT

<213> Homo sapiens

<400> 318 '

asp Ile Gln Met Thr Gln Ser Pro Ser Ser Vval

1 5 10

Asp arg val Thr Ile Thr Cys Arg Ala Ser Gln
20 25

Leu Ala Trp Tyr Gln GIn Lys Pro Gly Lys Ala

35 40
Tyr Thr Thr Ser Ser Leu Gln Ser Gly val Pro
50 55

Sser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile

65 70 75

Giu Asp Phe Ala Thr Tyr Phe Cys Gin GIn Ala

: 85 90

Thr Phe Gly Gly Gly Thr Lys val Giu Ile Lys
130 105

<210> 319

<211> 375

<212> DNA

<213> Homo sapiens

<400> 319

caggtgcaac tggtggagtc
tcctgtgeag cgtctggatt

tgggggagygc gtggtccage
caccttcagt aactatggea

Arg Leu Glu Ile Lys
110

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgeagect

tcectctcac ttttcggegy

ser Ala Ser val Gly
15

Gly Ile Ser

30

ser Trp

Pro Lys val Leu Thr

Ser Phe

60

Arg ser Gly

Ser Ser Leu Gln Pro

80

Ser Phe Pro

85

ASp Let

ctgggaggtc cctgagactc

tgcactgggt ccgecaggcet

60
120
180
240
300
322

60
120



69

ccaggcaagy ggctggagtyg ggtggcagtt atatggtatg

gcagactccg tgaagggccg attcaccatc tccagagaca

ctgcaaatga acagcctgag agccgaggac acggetgtgt

ggtatagcag tggctgacta ctactactac ggtatggacg

gtcaccgtct

<210>
<211>
<212>
<213>

320
125
PRT
Homo

<400> 320
ng val Gln

Ser Leu Arg

Gly Met

val
50

Ala

Lys Gly

Arg
63

Leu GIn Met

Ala Arg Gly

Asp val Trp

115

<210
<211>
<212>
<Z213> Homo

<400> 321
gatgttgtga

321
337
DNA

atctcctgea
titcagcaga
tctggggtec
agtagggtgy
ccggeetttc

<210> 322

cctea

sapiens

Leu val
5

Leu
20

Ser
Trp val
Trp Tyr
Phe Thr

ser
85

ASn

Gly

Gln

sapiens

tgactcagtc
ggtctagtca
ggccaggeea
cagacagatt
aggctgagga
ggccaaggga

Glu

Cys

Arg

Asp

Iie

70

Leu

Ile

Gly

Ser Gly

Ala

Ala

Ala
40

GlIn

Gly
55

Ser
Ser Arg
Arg Ala
val

Ala

Thr
120

Thr

tccactctce
aagcctegta
atctccaagg
cagcggeagt
tgttggggrt

cacgactgga

Gly Gly val

190

Ser Phe

25

Gly

Pro Gly Lys

Asn Lys Tyr

ASp Asn Ser

75

Glu Asp Thr

90

Ala

Asp
105

Tyr

val Thr val

ctgcecgrea
tacagtgatg
cgcctaattt
gggtcaagea
tattactgca

gatrtaaa

atggaagtaa
attccaagaa
attactgtgc
tctggggeca

val GIn Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Ala

Asp
60

Lys Asn Thr

Ala val Tyr

Tyr Tyr Tyr

110

Ser
125

ser

ccecttggaca
gaaacaccta
ataaggtttc
ctgatttcac

tgcaaggtac

taaatactat
cacgctgtat
§agaggagyg

agggaccacg

Gly
15

Arg

Asn Tyr

Trp val

ser val

Leu Tyr

80

Tyr
95

Cys

Gly Met

gceggectec
cttgaattgg
ttactgggac
actgaaaatc

acactggect

180
240
300
360
375

60
120
180
240
300
337



<211>
- <212>
<213>

112
PRT
Homo

<400> 322
Asp val val
1

Gin Pro Ala

Asp Gly Asn

35

Pro Arg Arg
50

AsSp Arg Phe

65

Ser Arg val

Thr His Trp

<210>
<211>
<212>
<213> Homo

<400> 323
gacatccaga

323
322
DNA

atcacrtrgte
gggaaagecec
aggttcageg
gaagattttg

agggaccagyg

<210>
<211>
<212>
<Z213>

<400>

324
107
PRT
Homo

324

sapiens

Met Thr G1
5

Ser Ile

20

Se

Thr Tyr Le

Leu Tie

Ty

ser Gly Se

70

Ala G1

85

Glu

Pro Al

100

Pro

sapiens

tgacccagtc
gggcgagtca
ctaaactcct
gcagtggatc
taaattacta

gtggagatca

sapiens

n ser

r Cys

u Asn

r oLys

rGly

u Asp

a Phe

Pro

Arg

Trp

40

val

Ser

val

Gly

Leu

Ser

25

Phe

ser

ser

Gly

Gin
105

ser

10

Ser

Gin

Tyr

Thr

val

90

Gly

70

Leu

GIn

Glin

Trp

ASp

75

TYyr

Thr

tecatcttce gtgtetgeat

gagtcttagc agctggttag

gctccataat gcatccagtt

tgggacagat ttcactctca

ttgtcaacag gctaacagtt

aa

Asp Ile GIn Met Thr Gin Ser Pro ser ser val
1 5

10

Asp Arg val Thr ITe Thr Cys Arg éga Ser GlIn

20

Leu Ata Trp Tyr GIn Gin Lys Pgo Gly Lys Ala
35 4

pro val Thr Leu

15

Gly

val
30

Ser Leu Ty Ser

Pro Glin

45

Arg Gly ser

Asp Ser val

60

Gly Pro

Phe Thr Ile

80

Leu Lys

Gin
95

Tyr Cys Met Gly

Glu Iie

110

Arg Leu LyS

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagect

tcecctotcac tttteggegg

ser Ala ser val Gly
13
Ser Leu Ser ser Trp
30

Pro Lys Leu Leu Leu
45

60
120
180
240
300
322



71
His Asn Ala Ser Ser teu Gln Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser iLeu Gin Pro
65 70 75 80

Glu Asp pPhe val ggn Tyr Tyr Cys Gln GIn Ala Asn Ser Phe ggo Leu
90

Thr Phe Gly Gly Gly Thr Arg val Glu Ile Lys
100 105

<210> 325
<211> 357
<212> DNA
<213> Homo sapiens

<400> 325
caggtgcage tggtggagtc tgggggagyc gtggtccage ctgggaggtc cctaagactc 60

tectgtygcag cgtctggatt caccttaagt agttatggea tgotctgggt ccgecagget 120
ccaggcaagg goctggagty ggtggeagtt tratggtttg atggaagtta taaaaactat 180
gcagactccg tgaagggecg attcaccatc tccagagaca attccaagaa cacgetgtat 240

ctgcaaatga acagcctgeg agccgaggac acggetgtgt attactgtgc gagagatagt 300

acaactatgg cccactttga ctactggggc cagggaaccc tggtcaccgt ctectca 357
<210> 326
<211> 119
<212> PRT
<213> Homo sapiens
<400> 326
§1n val GIn teu val Glu Ser Gly Gly Ggy val val GlIn Pro G;y Arg
5 1 1

Ser Leu Arg Egu ser Cys Ala Ala ger Gly Phe Thr Leu Ser Ser Tyr
5 30

Gly Met %gu Trp val Arg GIin Ala Pro Gly Lys Gly Lgu Glu Trp val
40 4

Ala val Leu Trp Phe Asp Gly Ser Tyr Lys Ash Tyr Ala Asp Ser val
50 35 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Giu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Ser Thr Thr Met Ala His Phe Asp Tyr Trp Gly Gin Gly
100 105 - 110



Thr Leu val Thr val Ser Ser

115
<210> 327
<211> 331
<212> DNA
<213> Homo sapiens
<400> 327
cagactgtgg tgacccagga gccatcgttc
acttgtggct tgaactctgyg ctcagtctct
accccaggeoe aggetecacy cacgetcatc
cctgatcget tctctggete catcettggg
caggcagatg atgaatctga ttattacigt
tttcggcgga gggaccaage tgaccgtect
<210> 328
<211> 110
<212> PRT
<213> Homo sapiens
<400> 328
GIn Thr val val Thr Gin Glu Pro
1 5
Thr val Thr Leu Thr Cys Gly Leu
20
Tyr Phe Pro Ser Trp Tyr Gin Gin
35 40
Leu ITe Tyr Ser Thr Asn Ser Arg
50 55
Ser Gly ser ITe Leu Gly Asn Lys
65 70
GIn Ala Asp Asp gTu Ser Asp Tyr
5
Gly 1te Trp val pPhe Gly Gly Gly
100
<210> 329
«<211> 337
<212> DNA
<213> Homo sapiens
<400> 329

72

tcagtgtcce
actagttact
tacagcacaa
aacaaagctg
gtgctgtata

a

Phe
10

Ser Ser

Asn
25

ser Gly

Thr Pro Gly

Ser Ser Gly

Ala Ala Leu

75

Tyr Cys val

90

Thr
105

Lys Leu

gatgttgtga tgactcagtc tccactctcc ctgeccgtca

atctcctgca ggtctagtca aagcctcgta tacagtgatg

tttcagcaga ggccaggeca atctccaagg cgectaartt

ctggagggac
tccccagetg
acagtcgetc

ccctcaccat

tgggtagagg

val ser

val

Ser

Ala
45

Gin

val
60

Pro
Thr Ile
Leu

Tyr

Thr val

Pro

Ser

30

Pro

Asp

Thr

Met

Leu

agtcacacte
gtaccagcag
ttctggggtc

cacgggggec
catttggytg

Gly
15

Gly
Thr Ser
Arg Thr
Phe

ATQ

Ala
80

Gly

Gly
95

Arg

110

ccottggaca gocggeootco

gaaacaccta cttgaattgg

ataaggttic

ttactgggac

60
120
180
240
300
331

60
120
180



73

tctggggtee cagacagatt cagcggcagt gggtcaggea

agtagggtgy aggctgagga tgttggggtt tattactgca

ccggectttc ggccaaggyga cacgactgga gatcaaa

<210>
<211>
<212>
<213> Homo

<400> 330
isp val val

330
112
PRT

Gin Pro Ala

Gly Asn

35

Asp

Pro Arg

Arg
50

Asp Phe

65

Arg

ser Arg val

Thr His Trp

<210>
<211>
<212>
<213> Homo

<400> 331
gacatccaga

331
322
DNA

atcacttgte
gggaaageec
aggttcageg
gaagatrtitg

agggaccagg

<210>
<211>
<212>
<213>

<400>

332
107
PRT
Homo

332

sapiens

Met'ghr G1

ser Ile

20

Se

Thr Tyr Le

Iie

Leuy

Se
70

ser Gly

aAla Gl

85

Glu

Pro Al

100

Pro

sapiens

tgacccagtc
gggcgagtca
ctaaactcct
gcagtggatc
taacttacta

gtggagatca

sapiens

n

r

U

Tyr

r

u

a

Ser

Cys

Asn

Lys

Gly

Asp

rphe

Pro

Arg

Trp

40

val

Ser

val

Gly

Leu

Ser

25

Phe

Ser

Gly

Gly

Glin
105

Ser
10

Ser
Gin
Tyr
Thr
val
90

Gly

Leu
Gn
Gin
Trp
Asp
75

TYr

Thr

tecatcttce grgretgeat

gagtcttagc agctggttag

gctctataat gcatccagtt

tgggacagat ttcactctca

ttgtcaacag gctaacagtt

da

asp Ile Gin met Thr GlIn Ser Pro Ser Ser val
1 5

10

ctgatttcac actgaaaatc

tgcaaggtac acactggect

pro-val Thr Leu

15

Gly

Ser Leu val Tyr Ser
‘ 30

Pro Gin

45

Arg Gly ser

Asp val

60

ser Gly Pro

phe Thr Ile

80

Leu Lys

Glin
95

Tyr Cys Met Gly

Giu 1le

110

Arg Leu Lys

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggccccatca
ccatcagcag cctgeagect

tcecctctcac tttteggegg

ser Ala Ser val Gly
15

240
300
337

60
120
180
240
300
322



Asp Arg val

Leu Ala

35

Tyr Asn Ala

50

Ser

Gly
65

Ser

Glu Asp

Thr

<210>
<21l>
<212>
<213> Homo

<400> 333
gacatccaga

333
322
DNA

atcacttgtc
gggaaagccc
aggttcagcg
. gaagattttg
agggaccaag
<210>
<211>

<212>
<213>

334
354
DNA,
Homo

<400> 334
gaggtgcage

tcetgtgeag
ccagggaagyg
gcagacteccg

ctgcaaatga

aactyggggag

<210>
<?211>
<212>
<213>

335
118
PRT
Homo

TTrp

Phe

phe Gly

Thr ITe Th

20

Tyr GIn G1

Ser Ser Le

Gly Thr As

70

Thr
85

val Ty

Gly Gly Th

sapiens

tgacccagte
gggcgagtca
ccaagctect
gcagtggatc
caagtrtacta

gtggagatca

sapiens

tgttggagte
cctetggatt
ggctggagtg
tgaagggcceg
acagcctgag

cttttgatat

sapiens

r Cys Arg

Pro
40

n Lys

u Gin
55

Ser

p Phe Thr

r Tvyr Cys

r Arg val

cceatcttec
gggrcttage
gatgtataac
tgggacagat
ttgtcaacag

ad

tgggggaggc

cacctttage
ggtctcagca
gttcaccatc
agccgaggac

ctggggccaa

74

Ala ser Glin

25

Gly Lys Ala

Gly Ala Pro

Ile
75

Leu Thr

GIn Ala

90

Gln

Glu Ile

Lys
105

gtgtctgecat
agctggttag
acatccagtt
ttcagtctca

gctaacagtt

ttggracagc
agctatgcca
attagtggta
tccagagaca
acggcegtat

gggacaatgg

Ser Leu ser

30

Pro leu

Ser Phe

60

Arg

Ser Ser Leu

Asn Ser Phe

ctgtaggaga
cctggtatca
tgcaaagtgg
ccatcagcag

TCcctctcac

Cctggggggtc
tgagctgggt
giggtggaag
attccaagaa
attactgtagc

tcaccgtete

Ser Trp

Leu Leu

Ser Gly

Gin Pro

80

Pro
95

Leu

cagagtcacc
gcagaaacca
ggrceccatca
cctgecagect

tttteggcyg

ccrgagactc
ccgecagget
tacacactac
cacgctgtat
gaaagatctc

TtCa

60
120
i80
240
300
322

60
120
180
240
300
354



<400> 335
Glu val Gln
1

Ser Leu Arg

Met Ser

35

Ala Ile

50

Ser

Lys Gly Arg

Leu Gln

Met

Ala Lys Asp

val Thr
115

Met

<210>
<211>
<212>
<Z213>

336
337
DNA
Homo

<400> 336
cagtctgtge

tcctgeactg
cttccaggaa
cctgaccaat
cagtctgagg
ggggtatttc
<2310>
<21l>
<212>
<213>

<400>

337
112
PRT
Homo

337

Leu Leu

Leu
20

ser
Trp val
ser Gly
Phe Thr

ser
85

AsSn

Leu
100

ASn

val ser

sapiens

tgacgcagec
ggagcagcetc
cagcccccaa
tctetggetce
atgaggctga

ggcggaggga

sapiens

Glu

Cys

Arg

Ser

Ile

70

l.eu

Trp

Ser Gly

Ala

Ala

Ala
40

Gin

Gly
55

Gly
Ser Arg
Ala

Arg

Gly Ala

Ser

gcectecagtg
caacattggg
actcctcatce
caagtctggce
ttattactgce

ccaagctgac

75

Gly Gly Leu
10

ser Phe

25

Galy

Pro Gly Lys

Ser Thr His

AsSp Asn ser

75

Glu Asp Thr

90

Phe Ile

105

ASp

tetggggeee
gcgggttatg
tatggtaaca
acctcagcct
aaagcatggg

cgtccta

Gin ser val Leu Thr Gin Pro Pro Ser val Ser

1

5

10

Arg val Thr Ile Ser Cys Thr Gly Ser Ser Ser
20 25

35

Tyr val val His Trp Tyr GlIn Glin Leu Pro Gly
40

val GIn Pro Gly

15

Gly

Thr phe Ser Ser

Tyr
30

Gly Leu Glu val

45

Trp

Tyr Ala val

60

ASp Ser

Lys Asn Thr Leu Tyr

80

Ala val Tyr Tyr Cys‘

95

Gln Thr

110

Trp Gly Gly

cagggcagag ggtcaccatc
ttgtacattg gtaccagcag
gcaatcggec ctcaggggre
ccctggecat cactggactc

ataacagcct gaatgctcaa

Gly ATa Pro Gly GIn
15
Asn rle Gly aAla Gly
30

Thr Ala Pro Lys Leu
45

60
120
180
240
300
337



76

Leu Ile Tyr Gly Asn Ser %gn Arg Pro Ser Gly
50

ser Gly Ser Lys Ser Géy Thr Ser Ala Ser Leu
65 7

GIn Ser Glu Asp Glu Ala Asp Tyr Tyr ggs LyS
85

Leu Asn Ala GIn Gly val phe Gly Ggg Gly Thr

<210>
<211>
<212>
<213> Homo

<400> 338
gaggtrgcage

tcctgtgeag

338
363
DNA

ccagggaagg
gcagactceg
ctgcaaatga
agctegaact
tca

<210>
<211>
<212>
<213> Homo
<400> 339

Glu val 6in
1

339
121
PRT

Ser Leu Arg

Thr
35

val Met

S5er Gly Ile

50

LYS
€5

Gly Arg

Leu GTn Met

Ala Lys Gly

100

sapiens

tgttggagtc
getetggatt
ggctggagry
tgaagggecy
acagcectgag

actactcegg

sapiens
Ley Leu
5

Leu
20

ser
Trp val
ser

Gly

phe Thr

Glu

Cys

Arg

Ser

1le

tgggggaggc
ctccttrtaga
ggtctcagga
gttcaccatc
agcegaggac

tatggacgtc

ser Gly

Ala

Gly

Ala
40

Gin

Gly
55

Gly

Ser Arg

70

Asn Ser

85

Asp Ser

Leu

ser

Arg Ala

Asn Tyr

1

ttggcacagce
ggctatgtca
attagtggta
tccagagaca
acggecgtat

tggggccaag

Gly Gly

10

Leu

Ser Phe

25

Gly

Pro Gly Lys

Sser Thr Tyr

ser
75

Asp Asn

Glu Asp Thr

90

Tyr Ser Gly

val Pro Asp
60

Ala Ile Thr
Ala Trp Asp

Lys Leu Thr

110

€gggggagrc
tgacttgggt

gtggtggtag
attccaagaa
attactgtge

ggaccacggt

Ala Gln

Ser Phe Arg

30

Gly Leu Glu

45

Tvr Ala Asp

Lys Asn Thr

Ala val

Met Asp val

Pro

Tyr

Gln Phe

Gly Leu

80

Asn Ser
95

val Leu

cctgagactc
ccgecagget
cacatactac
cacgctgtgt
gaaaggagac

catcgtetec

Gly
13

Gly

Gly Tyr

Trp val

sSer val

Leu Cys

80

Tyr
95

Cys

Trp Gly

60
120
180
240
300
360
363



105

77

ctggetgtgt

tacaactcca

aagcrgctca

agcgggictg

atttattact

ggaaatcaaa

Asp

Ser

25

Trp

Ala

Ser

val

100
GIn Gly Thr Thr val Ile val Ser Ser
115 120
<210> 340
<211> 340
<212> DNA
<213> Homo sapiens
<400> 340
gacatcgtga tgacccagic tecagactcc
atcaactgca agtccagcca gagtgtttta
rggtaccagc agaaaccagg acagecrect
gaatccggog tccctgaccg attcagtgge
atcagcagcc tgcaggctga ggatgtggea
cctetcactt tteggeggag ggaccaaggt
<210> 341
<211> 113
<212> PRT )
<213> Homo sapiens
<400> 341
Asp ITe val Met ghr Gin Ser Pro
1
Glu Arg Ala Thr Ile Asn Cys Lys
20
Ser Asn Ash Lys Asn Tyr Leu Ala
35 40
Pro Pro Lys Leu Leu Ile Tyr Trp
50 55
Pro Asp Arg Phe Ser Gly Ser Gly
65 70
ITe Ser ser Leu Glin Ala Glu Asp
85
phe Tyr Gly Pro Pro Leu Thr Phe
100
Lys
<210> 342
<211> 357
<212> DNA

<213> Homo sapiens

sar
10

ser
Tyr
ser
Gly
Ala
90

Gly

Leu

Glin

Gin

Thr

Thr

75

Ile

Gly

ctctgggega gagggecace
acaataagaa ctacttagct
tttactggyc ttctacccgg
ggacagattt cactctcacc

gtcagcaatt tratggtect

Ala

Ser

Glin

Arg

60

ASp

Tyr

Thr

val
val
Lys
Glu
Phe
Tyr

LYS

110

Ser

Leu

30

Pro

Ser

Thr

Cys

val
110

L.eu

15

Tyr

Gly

Gly

Leu

GIn

95

Glu

Gly

AsSn

Gin

val

Thr

80

Gin

Tle

60
120
180
240
300
340



<400> 342
caggtgeagc

tcctgcaagg
cctggacaag
ggacagaagt
atggagctga
tggaacgacyg
<210>
<211>
<21Z2>
<213> Homo
<400> 343

Gin val Glin
1

343
119
PRT

ser

val Lys

His
35

Tyr Met

Gly Trp Ile

50

GIn Gly Arg
65

Met Glu Leu

Ala Arg Gly

Thr val

115

Met

<210>
<Z211>
<212>
<213> Homo

<400> 344
tcctatgage

344
322
DNA

acctgttctg
cagtcecctg
ttctctgget
gatgaggctg

agggaccaag

tggtgcagtc
cttctggata
ggcttgagtg
ttcagggeag
gcaggctgag
atgctttrtga

sapiens
Leu val
5

val
20

Sar

Trp val

Asn Pro

val Thr

ser Arg

85

Asn
100

Trp

Thr val

sapiens

tgactcagtc
gtgataaatt
tgctggtcat
ccaactctgg
actattactg

ttgaccgtee

tggggctgag

Gin

Cys

Arg

Asn

Met

70

Leu

Asn

Ser

78
gtgaagaage

caccttcacc ggctactata

gatgggatgg atcaacccta

ggtcaccatg accagggaca

atctgacgac acggcecegtgt

tatctggggc caagggacaa

ser Ala GTu vai

10

Gly

Ala ser

25

Lys Gly Tyr

Ala
40

Gln Pro Gly Gln

Asn Thr

55

Gly Gly Asn

Thr Arg Asp Thr Ser

75

Arg Ser Asp Asp Thr

90

Ala phe

105

ASp ASp ASp

Ser

accctcagtg tcegrgtece
gggggataaa tttgetttct
ctatcaagat agcaagcggc
gaacacagcc actctgacca
tcaggegtgg gacageageg
ta

ctggggectc
tgcactgggt
acaatggtgg
cgtccatcag
attactgtgc

tggtcaccgt

LYyS Lys Pro

Thr
30

The Phe

Gly Leu Glu

45

TYF Gln

60

Gly

ITe Ser Thr

Ala val Tyr

Ile Trp Gly

~

caggacagac
ggtatcagca
cctcagggat
tcagegggac

€Cgagggggt

agtgaaggtc
gcgacaggec
cacaaactat
cacagcctac
gagagggaac
ctcttca

Gly Ala

15

Gly Tyr

Trp Met

Lys Phe

Ala Tyr

80

TYyr
95

Cys

Gln Gly

agccageatc
gaagccaggce
ccctgagega
ccaggctatg

atttcggcog

60
120
180
240
300
357

60
120
180
240
300
322



<210>
<211>
<212>
<213> Homo

<400> 345
ier Tyr Giu

345
107
PRT

Thr Ala ser

Phe Trp Tyr

GIn Asp

50

ser

Asn
65

ser Gly

Asp Glu Ala

val phe Gly

<210>
<211>
<212>
<213> Homo

<400> 346
caggtgcaac

346
375
DNA

tcctgtgeag
ccaggeaagg
gtagactceg
ctgcaaatga
tttactatgg
gtcaccygtet
<210>
<211>

<212>
<213>

347
125
PRT
Homo

<400> 347
1

sapiens

Leu Thr Gl

5

IlTe Thr

Cy
20

Gin GIn

Ly

Lys arg Pr

Al
70

Asn Thr

AsSp

Gly Th

sapiens

tggaggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
trcggggage

cetea

sapiens

Tyr

n ser Pro

s Ser Gly

s Pro Gly

40

o Sser
25

Gly

a Thr Leu

Cys Glin

r Lys Leu

19ggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ccictactac

ASsp

Gin

The

Ala

Thr

79

val
10

Ser ser

Lys Leu

25

ser Pro

Ite Pro Glu

ITe Ser

75

Trp

ASp
90

val Leu

105

gtggtccage
agcratggeca
atatggtatg
tccagagaca
acggergtyt
ggtatggacg

val Ser Pro

Gly Asp Lys

30

val Leu val

45

Arg Phe

50

ser

Gly Thr Gln

ser ser Ala

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtge

1tctggggcca

Gly Gln

15

Phe

Ile Tyr

Gly ser

Ala Met

80

Gly
o5

Gly

cctgagacte
ccgecagget
taaatactat
cacgctgtat

gagaatgggg

agggaccacg

GIn val Gin Leu giu Glu Ser Gly Gly Géy val val Gln Pro g;y Arg
1

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe ggr Ser Tyr
20

25

60
120
180
240
300
360
375



His
35

Gly Met

val 1le

50

Ala

LysS
65

Gly arg

Ley Gln Met

Ala Arg Met

Asp val Trp

115

<210>
<211>
<212>
<Z213> Homo

<400> 348
tcttctgage

348
325
DNA

acatgccaag
caggceectg
ttectetgact
gatgaggcty
cggagggacc

<210>
<211>
<212>
<213>

<400

348
108
PRT
Homo

349
I

Thr val Arg Ile Thr Cys
20

Y

Ser Trp gyr GIn Gin Lys
5

Gly Ggu Asn Asn Arg Pro
5

65

Trp val Arg

Trp Tyr Asp

Phe Thr Ile

Asn 5er Leu

- 85

Gly Phe Thr

160

Gly GIn Gly

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccagttcagg
actattattyg

aagctgaccg

sapiens

ser Ser Glu Leu Thr Gln
5

Ser ser Gily Asn Thr ¢1a

GlIn
Gly
55

Ser
Arg
Met

Thr

Ala

40

Ser

Arg

Ala

val

Thr
120

Pro

Asn

Asp

Glu

80

Gly Lys

Lys Tyr

Asn Ser
75

Asp Thr
a0

Gly Ala

Thr val

ccctgetgtg totgtggect

cagaagctat catgcaagct

ctatggtgaa aacaaccggce

aaacacagcet tccttgacca

taattatcgg gacaacagtg

tccta

ASD

Gin

Pro

Ser

55

Ser

ero Ala

Gly

Gly
40

Gly 1le

teu Thr

ASD
25

Gin

val
10

Ser
ser Leu
Ala Pro
Pro

AsSp

Thr
75

Ile

TYyr

ATQ

Gly Leu Glu

45

val Asp

60

Lys Asn Thr

Ala val Tyr

Leu Tyr Tyr

110

Ser Ser

125

tgggacagac
ggtaccagca
cctecagggat
tcactggggce

gtaaccatct

val Ala Leu

Ser Tyr
30

Leu val
45

val

Arg Phe Ser

60

Gly Ala Gln

Trp val

ser val

Leu Tyr

80

TYyr
95

Cys

Gly Met

agtcaggatc
gaagccagga
cccagaccga
tcaggcggaa

gatgttitcgg

Gly Gln

15

His Ala

Iie Tyr
ser

ASp

Glu
80

Ala

60
120
180
240
300
325



81

Asp Glu Ala Asp ggr Tyr Cys Asn Tyr ggg ASD

t.eu val Phe Ggy Gly Gly Thr Lys. Leu Thr val
100

<210> 350
<211i> 357
<212> DNA
<213> Homo

<400> 350
gaggtgcagce

tcetgtgeag

ccagggaagg
gcagactccg

ctgcaaatga

tatttigact

<210> 351
<211> 119
<212> PRT _
<213> Homo sapiens

<400> 351
Glu val Glin Leu Eeu
1

Ser Leu

Ala met

Ser Ala
50

Lys Gly
65
Leu Gin

val Glu

Thr Leu

Arg

Ser

35

ile

Arg

Met

Pro

val
115

<210> 352
<211> 365

sapiens

tgttggaate
cctctggatt
ggcrggagtg
tgaagggeeg
acagcctgag

ggttattagg

Leu

20

Trp

Ser

Phe

ASN

Ser
val
Arg
Thr
Ser
85

Tyr

val

Glu

Cys

Arg

Ser

Ile

70

Ley

Phe

Ser

Ser

Ala

Glin

Gly

55

Sep

Alrg

ASD

Ser

tggggg9aggce
cacctttagc

ggtctcaget
gttcaccatc
agccgaggac

cgactgyggac

Gly

Ala

Ala

40

Ser

Arg

Ala

Trp

105

trggtacage

agctatgcca

attagtcgta

tccagagaca

acggecgtat

cagggaacco

Gly

Ser

25

Pro

Thr

Asp

Glu

Leu
105

Gly
10

Gly
Gly
Thr
Asn
ASp
90

Leu

Leu

Phe

Lys

Tyr

Ser

75

Thr

Gly

Asn Ser Gly Asn His

Leu

ctggggggtc
tgagctgggt
gtggtagtac

attccaagaa

attactgtgt

tggtcacegt

val

Thr

Gly

Tyr

60

LYS

Ala

ASp

GIn

Phe

lLeu

45

Ala

ASn

val

Trp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

95

cctgagactc
ccgecaggct
cacatactac
cacgctgtat
ggaaccgaga

ctectca

Gly Gly

15

Ser Tyr

Trp val

ser val

Leu Tyr
80

Tyr Cys

G¢ln Gly

60
120
180
240
300
357



82

<212> DNA )
- <213> Homo sapiens
<400> 352
caggtgcage tggtggaglic 9gggggagge gtggiccage ctgggaggtc cctgagactc 60
Tcctgtgeag cgtctggatt caccttcagt agctatggca tgcactgggt ccgecagget 120
ccaggcaagg ggctggagtg ggtggcagtt aaatggtaty aaggaagtaa taaatactat 180
ggagactccg tgaagggecy attcaccatc tccagagaca attccaagaa cacgetgtat 240
ttgcaaatga acagtctgag aggcgaggat acggctgtgt attactgtgc gagaggegel 300
cacgactacg gtgacttcta ctacggtatg gacgtctggg gecaagggac cacggtcace 360
gtctcetca 369
<210> 353
<211> 123
<212> PRT
<213> Homo sapiens
<400> 353
Gln val Gin Leu val Glu ser Gly Gly Gly val val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala ser Gly pPhe Thr Phe Ser Ser Tyr
20 25 30
Gly Met His Trp val Arg GIn Ala pPro Gly Lys Gly Leu Glu Trp val
35 40 45
Ala val Lys Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Gly Asp Ser val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Gly Glu Asp Thr Ala val Tyr Tyr Cys
85 g0 g5
Ala Arg Gly Ala His Asp Tyr Gly Asp Phe Tyr Tyr Gly Met Asp val
100 105 110
Trp Gly Gln Gly Thr Thr val Thr val Ser Ser
115 120
<210> 354
<211> 319
<212> DNA
<213> Homo sapiens
<400> 354
tcctatgaac tgactcagece agectcagtg fTecgtgtcee caggacagat agccageatc 60
acctgctetg gagataattt ggogggataaa tatatttgcet ggtatcagea gaagecaggce 120
cagtcccoctg tgegggtcat ctatcaagat aacaagegge cctcagggat ccctgagegt 180



83

ttetctgget ccaattctgg gaacacagce actctgacca

gatgaggetg actattactg tcaggegtgg gacagcagea

gaccaagctg

<210>
<211>
<212>
<213>

353
106
PRT
Homo

<400> 355
ier Tyr Glu

ITe Ala Ser

Cys Trp Tyr

35

Gln Asp Asn

50

Asn Ser

65

Gly

Asp Glu Ala

phe Gly Gly

<210>
<211>
<Z212>
<213> Homo

<400> 356
gaggtgcage

356
366
DNA

teetgtgeag
ccagggaagg
gcaggctccg
ctgcaaatga
gagggagcga
tcctea
<210>

<211>

<212>
<213>

357
122
PRT
Homo

<400> 357

accgtecta

sapiens

Leu ghr Gl

Ije Thr

Cy
20

Gin GIn Ly

LYS Arg

Al
70

Asn Thr
Ty

Asp Tyr
85

Gly Thr
100

Ly

sapiens

tgttggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

cttggtacta

sapiens

Pro

n Pro Ala

s 5er Gly

s Pro Gly

40

s5er
55

Gly
a Thr Leu
Glin

r cys

s Leu Thr

Ser

ASD

25

Gin

Ile

Thr

va'l

val
10

Ser

Asn Leu

Ser Pro

Pro Glu

Ile ser

75

Trp
90

ASp

Leu

105

tgggggaggc
cacctttage

ggtctcagcet
gttcaccatc
agccgaggac

cggtatggac

ttggtacagc
agctatgeca
attagttata
tccagagaca

acggccgtat

gtctggggec

Glu val GIn Leu Leu Glu Ser Gly Gly Gly Leu

tcagcgggac ccaggetatg

ctgtggtatt tcggcggagg

val Ser pro

Gly Asp Lvs

30

val Arg val

45

Arg Phe

60

Ser

Gly Thr Gln

Ser Ser Thr

ctggggggtc
tgagctgggt
gtggcggtag
attccaagaa
attactgtgce

aagggaccac

Gly Gln

15

Tyr Ile

Ile Tyr

Gly Ser

Ala Met

80

val val

95

cctgagactc
ccgecagget
cacatactac
cacgctgtat
gaaagatcgy

ggtcaccgtc

val Gln Pro Gly Gly

240
300
319

60
120
180
240
300
360
366



Ser Leu Arg

Ala Met Ser

35

Ala Ile

50

ser

Gly Arg

Gin Met

Ala Lys Asp

Gly Gln Gly

115

<210>
<211l>
<212>
«<213>

358
319
DNA
Homo

<400> 358
tcctatgaac

acctgctctg
cagtccoctg
ttetetgget
gatgaggctg
gaccaagctg
<210>
<211>
<212>
<213> Homo

<400> 359
ier Tyr Glu

359
106
PRT

Thr Ala ser
Cys Trp Tyr
35

GIn Asp Tyr

84

Leu Ala Ala

20

ser ser

25

Cys Gly pPhe

Ala
40

Trp val Arg G1n Pro Gly Lys

Ser Tyr Ser Gly Thr

55

Gly Ser Tyr

phe Thr rle

70

ser Arg ser

75

ASp ASh

Ser Leu Ala Glu Thr

85

Asn Arg Asp

30

Glu Gly Ala Thr Trp Tyr Tyr

Thr val
, 120

val Thr Ser Ser

sapiens

tgactcagee accctcagig rcegtgtecec
gagataaatt gggggaaagc tatgcttget
tactggtcat ctatcaagat tacaagcgge
ccaactctgyg gaacacagec actctgacca
actattactg tcaggcgtgg gacagaagta

accgtcecta

sapiens

teu Thr GIn Pro Pro Ser val Ser
5 .

ITe Thr Cys Ser Gly Asp Lys Leu
20 25

Gin Gin Lys Pro Gly Gln Ser Pro
40

Lys Arg Pro Ser Gly Ile Pro Glu

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala Gly

Lys Asn Thr

Ala val Tyr

Gly Met

caggacagac
ggtatcagca
ccteagggat
tcagegggac

ctgtactatt

val Ser Pro
Gly Glu Ser
30
val Leu vail
45

Arg Phe Ser

15

Ser Tyr

Trp val

ser val

Leu Tyr

80

Tyr

Cys
95 :

val Trp

agccageatc
gaagccagge
ccctgagege
ccaggctratg

tcggcagagg

Gly GIn
15
Tyr Ala

Ile Tyr

Gly Ser

60
120
180
240
300
319



: 85
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr ITe ser Gly Thr Gin Ala Met
65 7 75 80
Asp Glu Ala Asp ggr Tyr Cys Gin Ala ggp Asp Arg Ser Thr ga? Leu

phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105

<210> 360
<211> 366
<212> DMA
<213> Homo sapiens

<400> 360
cagatgcagc tggtggagtc tgogggaggce gtggtccage ctgggaggtce cctgagactc

tcctgtgcag cgtctggatt caccttcaga acctatggca tgcactgggt ccgocagget
ccaggcaagg gactggagtg ggtggeagtt atatggtatg atggaagtaa taaacactat
gcagactccg tgaagggccg attcaccatc accagagaca attccaagaa cactctgaat
ctgcaaatga acagcctgag agccgaggac acggetgtgt attactgtge gagagecect
cagtgggagc tagttcatga agcttttgat atctggggec aagggacaat ggtcaccgrc
tcttca

<210> 361
<211> 122
<212> PRT
<213> Homoc sapiens

<400> 361
g1n Met Gin Leu gaT GTu ser Gly Gly Gly val val GIn Pro %gy Arg
10

Ser Leu Arg Esu Ser Cys Ala Ala ggr Gly phe Thr phe Arg Thr Tyr
30

Gly Met His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ala val ITe Trp Tyr Asp Gly Ser Asn Lys His Eyr Ala Asp Ser Vval
50 55 0

Lys Gly Arg Phe Thr Ile Thr Arg Asp Asn Ser Lys Asn Thr Leu Asn

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tgr Cys
85 80 g

Ala Arg Ala Pro GIn Trp Glu Leu val His Glu Ala Phe Asp Ile Trp
100 105 110

60
120
180
240
300
360
366



86
Gly Gln gWy Thr Met val Thr val ser Ser
15

<210> 362
<211> 325
<212> DNA
<213> Homo sapiens

<400> 362
tectatgtge tgactcagee accetcggtg tcagtggecc caggacagac ggocaggatt 60

acctgtgggg gaaacaacct tggaagtaaa agtgtgcact ggtaccagcea gaagecagge 120
caggccectg tgotggtogt ctatgatgat agcgaccgge cctcatggat ccctgagega . 180
ttctctgget ccaactctgg gaacacggec accctgacca tcagcagggy cgaagecgug 240
gatgaggccg'actattactg tcaggtgtgg gatagtagta gtgatcatgt ggtatttcgg 300

cggagggacce aaggtgaccyg tccta 325
<210> 363

<211> 108

<212> PRT

<213> Homo sapiens

<400> 363

ser Tyr val Leu Thr GIn Pro Pro Ser val Ser val Ala Pro Gly GlIn

1 5 10 15

Thr Ala Arg Ile Thr Cys Gly Gly %gn Asn Leu Gly ser %gs ser val
20

His Trp Tyr GIn Gln Lys Pro Gly GIn Ala Pro val Leu val val Tyr
35

40 45

ASp ASp Ser Asp Arg Pro Ser Trp Ile Pro Glu Arg Phe Ser Gly Ser

50 55 60
Asn Ser Gly Asn Thr Ala Thr Leu Thr ITe Ser Arg Gly Glu Ala Gly
65 70 75 80
Asp Glu Ala Asp Tyr Tyr Cys Gln val Trp Asp Ser Ser Ser Asp His

85 80 95
val val phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105

<210> 364
<21l> 981
<212> DNA
<213> Homo sapiens
<400> 364
gctagcacca agggeccatc ggtettecee ctggegeect gotccaggag cacctocgag 60

agcacagcgg ccctgggetyg cctggtcaag gactacttcc ccgaaccggt gacggtgrcy 120

tggaactcag gcgctctgac cagcggegtg cacaccttcc cagetgtoct acagtectca 180



ggactctact
tacacctgea
aaatgtigtyg
ctectteeccecec
gtggtggotgg
gtggaggtgc
grggtcagcg
aaggtctccea
cagccccgag
caggteagece
gagagcaatg
ggcteetrIct
gtctrctcat
teeetgtete
<210>
<211>
<212>
<213>
<400>

365
326
PRT
Homo

365
1

ser Thr

Phe Pro

35

va'l
50

Gly

Leu ser

65

Tyr Thr

Thr val
val

Pro

Thr Leu

Ala ser Thr Lys §1y
Ser
Glu
His
Ser
Cys
Glu
Ala

115

Met

ccetcageag
acgtagatca
tcgagtgecce
caaaacccaa
acgtgageca
ataatgccaa
tcctcaccgt
acaaaggcct
aaccacaggt
tgacctgect
ggcagccgga
tcctctacag
gctcegtgat
cgggtaaatg

sapiens

Glu Ser

20

Pro val

Thr

Phe

val val

Pro

Thr

Thr

Pro

Thr

cgtggtgacc
caagccecage
accgtgccca
ggacaccctc
cgaagaccce
gacaaagcca
tgtgcaccag
ccecageeccee
gtacaccctg
ggtcaaaggce
gaacaactac
caagctcacce
gcatgaggcet

a

ser val

Ala Ala

val Ser

40

Ala val

55

val Pro

70

val
85

Asn
Arg Lys
Pro

Gly

ITe Ser

ASp

Cys

Ser

Arg

His Lys

val

Cys

Phe
120

val

Thr Pro

87
gtgcccteca
aacaccaagg
gcaccacctg
atgatctcce
gaggtccagt
cgggaggagc
gactggctga
atcgagaaaa
cceecatece
ttctacccca
aagaccacac
gtggacaaga

ctygcacaace

Phe Pro

10

l.eu

Leu Gly Cys
25

Trp Asn Ser

teu Gln Ser

ser Ser Asn

75

Pro ser

80

Asn

Glu
105

Cys Pro

Leu Phe Pro

Giu val Thr

gcaacttcgg
tggacaagac
tggcaggace
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
gggaggagat
gcgacatcge
ctceccatget
gcaggtggea

actacacgca

Ala pro Cys

Leu val Lys

30

Ala
45

Gly teu

Ser Gly Leu
60

phe Gly Thr

Thr Lys val

Pro Pro

110

Cys

Pro Lys

125

Pro

Cys val val

caccecagace
agttgagcgce
gtcagtctic
ggrcacgtgc
cgtggacgge
cacgtriccgrt
gtacaagtgc
aaccaaaggy
gaccaagaac
cgtggagtag
ggactccgac

gcaggggaac
gaagagcctc

ser
15

Arg
AsprTyr
Thr ser
ser

Tyr

Thr
80

Gin

ASp
35

LVs
Ala Pro
Lys Asp

val Asp

240
300
360
420
480
540
600
660
720
780
840
900
960
981



130

val
145

Ser His

val Glu val

Ser Thr Phe

Leu Asn

Ala Pro

210

Pro Gln val

225

Gln val ser

Ala val Gliu

Thr Pro Pro

275

Thr
290

teu val

ser val

305

Met

ser teu Ser

<Z210>
<211>
<212>
<213> Homo

<400> 366
cgtacggtgy

ggaactgect

366
324
DNA

tggaaggtgg
agcaaggaca
aaacacaaag

agcttcaaca

Glu Asp

Pro

135

Glu val

150

His Asn

165

val
Lys Glu
Glu

Lys

Tyr Thr

Ala

val

TYr

Thr

Leu

Lys Thr

ser val

Lys Cys

200

1le
215

sSer

Pro Pro

230

Thr
245

Leu

Trp Glu
260

MeT Leu

ASp Lys

His Glu

Cys

Ser

Asp

Ser

Ala

Leu val

Asn Gly
Ser
Arg

Trp

Leu His

310

Pro Gly

sapiens

ctgcaccatc
ctgttgtgty
ataacgccct
gcacctacag

tCtacgecty

ggggagagtg

Lys

tgtctrcate
cctgctgaat
ccaatcgggt
cctcagcage
cgaagtcacc

ttag

88

Gin Phe Asn

155

Pro
170

Lys Arg

Leu Thr val

185

Lys val Sser

Lys Thr Lys

Glu
235

ser Arg

Lys Fhe

Gin
265

Glu

Gly Ser Phe

GIn GIn Gly

Asn His Tyr

315

ttceecgecat
aactrtctatc
aactcccagg
accctgacge

catcagggee

140

Trp Tyr val

Glu Glu Gln

Gln
190

val His

AsSh Lys

Gin Pro

Met Thr

Tyr Pro Ser

Ash Asn Tyr

270

Phe Leu

285

Tyr

Asn val Phe

300

Thr Gin Lys

ctgatgagca
ccagagagge
agagtgtcac
tgagcaaage

tgagctcgece

Gly

Gly
160

ASp

Phe
175

AsSh

ASp Trp

Leu Pro

Arg Glu

Lys Asn

240

Asp Ile

255

Lys Thr

ser Lys

ser Cys

Ser Leu

320

gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

60
120
180
240
300
324



<210>
<211>
<212>
<213> Homo

<400> 367
%rg Thr val

367
107
PRT

Gln Leu Lys

Tyr Pro Arg

35

Ser Gly Asn

50

Thr

Tyr
65

Ser

Lys His Lys

Pro val Thr

<210>
<211
<212>
<213> Homo

<400> 368
ggccaaccga

368
321
DNA

gccaacaagg
gcctggaagg
Cdaagcaaca
tcccacagaa
gceccctacag
<210>
<211>
<212>
<213>

<400>

369
106
PRT
Homo

369

sapiens

Ala Ala
5

ser Gly Th

20

Glu Ala

Ly

Ser Glin Gl

Leu Ser Se

70

val Tyr Al

85

i.ys Ser Ph
100

sapiens

aagcggegec
ccacactggt
cagatagcag
acaagtacgc
gctacagctg

aatgttcata

sapiens

Pro

ser val

r Ala

Ser

Gln
40

s val

u Ser val

55

r Thr Leu

a Cys Glu

e Asn Arg

ctcggtcact
gtgtctcata
cccegteaag
ggccagcage
ccaggtcacg

9

Phe

val

25

Trp

Thr

Thr

val

89

ITe Phe

10

val Cys

Lys val
Giu Gln

ser
75

Leu

Thr His

90

Glu Cys

ctgttcccge
agtgacttct
gcgggagtgg
tatctgagece

catgaaggga

g1y Gin Pro Lys Ala Ala Pro Ser val Thr Leu
5

Glu Glu Leu GIn Ala Asn Lys Ala Thr Leu val
25

Phe Tyr pro Gly Ala val Thr val aAla Trp Lys

Pro pPro Sser

Leu Leu Asn

30

Asn Ala

45

ASp

Asp Ser

60

Lys

tys Ala Asp

GIn Gly Leuy

cctectetga
acccgggagce
agaccaccac
tgacgcctga

gcaccgtgga

Phe Pro Pro
Cys Leu Ile
30

Ala Asp Ser

Asp Glu

15

Asn Phe

Ley Gin
Ser

Asp

Glu
80

Tyr

Ser Ser

95

ggagcttcaa
cgtgacagtg
accctccaaa
gcagtggaag
gaagacagtg

ser Ser
15

ser Asp

Ser Pro

60
120
180
240
300
321



35

val g%s Ala Gly val Glu Thr
Lys Tyr Ala Ala Ser Ser Tyr
65 70

Ser His Arg Sser ggr Ser Cys

Glu Lys Thr val Ala pPro Thr
100

<210>
<211>
<212>
<213> Homo

<400> 370
agaaaaagga

370
15
DNA

<210> 371
<211> 5
212> PRT
<213> Homo

<400> 371

sapiens

aagtc

sapiens

Arg Lys Arg Lys val
1 5

<210>
<211>
<212>
<213> Homo

<400> 372
atgttccett

372
504
DNA

caacttgtag
gcagcctatce
accgagttca
agcctaacct
aaaactaagg

actcaggcaa

ggattgrgge

gactacaaag

<210>
<211l>
<212>
<213>

<400>

373
168
PRT
Homo

373

sapiens

ttgeottact
ggctggtgtt
tcagtactat
acaacaccgrt
fcaatcccac
ctgccttage
tgaagaagag
gtcgcttcaa

acgatgacga

sapiens

40

55

Leu

atatgttctg
aacttacgac
ttctaaagac
ctcrtgtage
cgcecggetge
tatctggtge
gacaaccaat
tcgacctrta

Caad

Thr Thr

Gin val

Glu Cys

S0

Ser

90

Ser
105

tcagtttctt
ttcactaact
ctgattacat
aatcggecac
gcgrcgetog
ccaggetatt
aaatgtctgg

ctgaaacaac

45

60

tcaggaaaat
gtgactttga
atatgagtgg
attgccttac
ccaaagaaat
cggaaactca
aacaagtgtc

agcatcacca

Pro Ser Lys Gln Ser Asn Asn
Leu Thr Pro Glu Gln Trp Lys
80

Thr His Glu Gly Ser Thr val

95

cttcatetta
gaagattaaa
gaccaaaagrt
tgaaatccag
gttcgeeaty
gataaatgct
acaatrtacaa

tcaccatcac

15

60
120
180
240
300
360
420
480
>04



Met

Ile

Asn

Lys

Asn

65

Ser

Met

Tyr

Phe

Phe

Cys

ASp

50

Thr

Leu

Phe

Ser

Pro

Ile

ASp

35

l.eu

val

Thr

Ala

Glu

Phe

Leu

20

Phe

Ile

Ser

Phe

Met

100

Thr

Ala

GIn

Glu

Thr

Cys

Asn

85

LYS

Glin

lLeu

Leu

Lys

Tyr

sSer

70

Pro

Thr

Ile

Leu
val
Ile
Met
55

Asn
Thr

LYS

ASnh

Tyr

Gly

Arg

Ala

Ala

Ala

91
l.eu Ser
10

val

ey val

25

Leu

Ala Ala Tyr

Gly Thr Lys

Pro His Cys

75

Gly Ala

Ala Ala

105

Leu

Thr ¢1n Ala

115

Thr Asn

Lys
130

Arg Phe

145

Asn

Asp Tyr Lys

<210>
<211>
<212>
<213> Homo

<400> 374
atgttccctt

374
519
DNA

caacttgtag
gcagcctate
accgagttca
agcctaacct
aaaactaagg
actcaggcaa
gtgtcacaat

caccatcacc

Cys Leu

Arg Pro

Glu

Leu

120

Gin val

Leu Lys

150

Asp Asp

sapiens

trgcctrtact
ggctggtgtrt
tcagtactat
acaacaccgyt
Tcaatcccac
ctgecttage
tgaagaagag
tacaaggatt

atcacgacta

Asp

Asp LYS

atatgtrctg
aacttacgac
ttctaaagac
ctettgtage
cgecggetge
tatctggtge
gagaaaaagg
gtggcgtegc

caaagacgat

Ser

Gln

Gin Leu

Gin

tcagtttett
ttcactaact
ctgattacat
aatcggccac
gcgtegetey
ccaggctatt
aaagtcacaa
ttcaategac

gacgacaaa

val ser Phe

Thr Tyr Asp

30

Ser Thr

45

Leu

ser Thr Glu

60

Leu Thr Glu

ser Leu Ala

I'te Trp Cys

110

Met Lys Lys

Gin

Gly
140

Leu

His His His

tcaggaaaat
gtgactttga
atatgagtgg
attgccttac
ccaaagaaat
cggaaactca
ccaataaatg

ctttactgaa

Arg

15

rhe

Ile

Phe

Ile

Lys

Pro

Lys

Thr

sSer

AsSh

Gin

80

Gly

Gly

Thr

Arg
Trp

Arg

His
160

His

cttcatctta
gaagattaaa
gaccaaaagt
tgaaatccag
gttcgeeatg
gataaatgct
tctggaacaa

acaacagcat

60
120
180
240
300
360
420
480
519



<210>
<21l1>
<212>
<213>

<400>

375
173
PRT
Homo sapiens

375

mMet Phe Pro Phe
1

Iile

Asn

Lys

Asn

65

Ser

Met

Tyr

Lys

Glin
145

fhe

Cys

Asp

50

Thr

L.eu

phe

Ser

Gly

e

ASp

35

Leu

val

Thr

Ala

Glu

115

LYS

leu

His His Mis

<210>
<2311>
<212>
<213>

376
28

PRT ‘
Homo saptieéens

<400> 376

1

Leu

20

Phe

Ile

Ser

Pphe

Met

100

Thr

va'l

Trp

His

Ala

5

Gin

Glu

Thr

Cys

Asn

85

Lys

Glin

Thr

Arg

His
165

met Phe Pro prhe ?1a

Ile phe ITe Leu GlIn

<210>
<211>
<212>
<213>

377
481
DNA
Homo sapiens

Leu

Leu

LyS

Tyr

ser

70

Pro

Thr

Ile

Thr

Ar

15

ASD

Leu

Leu

Leu

val

Ile

Met

55

Asn

Thre

LYS

Asn

Asn

135

phe

Tyr

Leu

val

Tyr

Gly

Lys

Ser

Arg

Ala

Ala

Ala

120

Lys

Asn

LyS

Tyr

Gly

val

Leu

25

Ala

Gly

Pro

Gly

Ala

105

Thr

Cys

Arg

ASp

val

Leu
25

Leu

10

val

Ala

Thr

His

cys

90

Leu

Gin

Leu

Pro

Asp

Leu
10

val

92

ser
Leu
Tyr

Lys

Ala
Ala
Glu
Leu

155

AsSp

Sar

Ley

val

Thr

Leu

Ser

60

Leu

Ser

Ile

Met

Gin

140

Leu

ASp

val

Thr

Ser

Tyr

Ser

45

Thr

Thr

Leu

Trp

LYyS

125

val

Lys

LyS

Phe

Asp

30

Thr

Glu

Glu

Ala

Cys

110

LysS

Ser

Gin

Ard

15

Phe

Ile

Phe

Ile

Lys

95

Pro

Arg

Glin

Glin

LYS

Thr

Ser

Asn

Gln

80

Glu

Gly

Arg

Leu

His
160

Ser Phe Arg Lys
15



<400> 377
atggagacag

tacgacttea
aaagacctga
tgtagcaatc
cgctgegegt
tggtgeccag
accaataaat
actttactga
T

<210>
<211>
<212>

<213> Homo

<400> 378
Mat GTu Thr
1

378
160
PRT

Gly Ser Thr

Ala Asp Tyr

35

Thr
50

Gly Lys

Pro His

65

Cys

Arg Cys Aala

Thr Leu Ala

Ala
115

Thr Gln

Gin
130

5er Leu

GIn GIn His

145

<210>- 379
<211> 495
<212> DNA

acacactcct
ctaactgtga
ttacatatat
ggccacactg
cgctegecaa
gctattcgga
gtctggaaca

dacaadagca

sapiens

gctatgggta
ctttcagaag
gagtgggact
ccttactgaa
ggaaatgttc
aactcagata
agtgicacaa

ccaccaciac

93
ctgcrgetet
attgaagcag
aaaagtaccg
atccagagcec
gccaggaaaa
aatgctacte
ttactaggat

caccatgact

gggttccagg
actatcteccg

acttcaacaa
taaccttcaa
ctaaggctac
aggcaatgaa
tgtggcgteg

ataaagacga

Asp

Gly

20

Leu

Ser

L.eu

Ser

Leu

100

Met

Leu

His

Thr

5

Tyr

Arg

Thr

Thr

Leu

85

Trp

Lys

Gly

His

Lau

AsSp

Thr

ASD

Glu

70

Ala

Cys

Lys

Leu

His
150

Leu

rhe

Ile

Phe

55

Ile

LYsS

Pro

Arg

Leu

Thr

Ser

40

ASh

Gin

Glu

Gly

Thr

12¢

Arg

His

Tep

Asn

25

Lys

Asn

Ser

met

Tyr

Thr

Arg

ASp

val

10

Cys

Asp

Thr

Leu

Pha

S0

ser

ASH

Phe

Tyr

Leu
Asp
Leu
val
Thr
75

Ala
Glu
LYys

Ile

Lys
155

Leu

phe

Ile

ser

60

Phe

Arg

Thr

Cys

Leu

Gin

Thr

45

Cys

Asn

Lys

alin

Leu

125

The

ASp

Ser

Pro

Thr

Ile

110

Glu

Leu

ASD

ttccaccggt
tactattict
caccgtctee
TCCLacceec
cctegetete
gaagaggaca
cttcattcga

tgacgacaaa

val
i5

Pro

Ile Glu

Met Ser

Asn Arg

Thr Pro

80

Lys Ala

95

Asn Ala

Gin val
Lys

Ley

ASp LYS
i

60
120
180
240
300
360
420
480
481



<Z213> Homo

<400> 379
atggagacag

tacgacttca
aaagacctga
tgtagcaatc
cgctgegegt
tggtgcccay
aaaaggaaag
cgtcgettea
gacgatgacg
<210>
<211>
<212>

<213> Homo

<400> 380
Met Glu Thr
1

380
165
PRT

sapiens

acacactcct
ctaactgtga
ttacatatat
ggccacactg
cgctcgecaa
gctattcgga
tcacaaccaa
ttcgaacttt

acada

sapiens

Asp Thr
5

Leu

gctatgggta
ctttcagaag
gagtgggact
ccttactgaa
ggaaatgttc
aactcagata
taaatgtcty

actgaaacasa

Ley Leu

Trp

Gly Ser

Ala

Asp

Thr
50

Gly

Pro His

65

Arg Cys

Thr Leu
Thr

Gln

Leu
130

cys

Thr

ASp

Thr

Tyr

35

Lys

cys

Ala

Ala

Ala

115

Glu

Leu

ASp

Gly

20

Led

Ser

Leuy

Ser

Leu

160

Met

Gin

Leu

ASD

Tyr

Arg

Thr

Thr

Leu

85

Trp

LysS

val

Lys

LYyS

Asp

Thr

Asp

Glu

70

Ala

Cys

LYS

Ser

Glin
150

phe

Ile

Lys

Pro

Arg

Gln

135

GlIn

Thr

Ser

40

Asn

Gin

Glu

Gly

Arg

Leu

His

Asn

Tyr

94

ctgctgetct
attgaagcag
aaaagtaccg
atccagagec
gccaggaaaa
aatgctactc
gaacaagtgt

cagcaccaco

val
10

Leu

AsSn
25

Cys ASp

Lys Asp Leu

va'l

Thr

Thr
75

Ser Leu

Phe Ala

90

Met

ser Giu

105

LYS Arg Lys

Leu Gly Leu

His
155

His His

gggrtccagg
actatctcceg

acttcaacaa
taaccttcaa
ctaaggcetac
aggcaatgaa
cacaattact

accaccacca

Leu Leu

Trp

ttccaccggt
tactatttct
caccgtctec
tccecaccecc
cctegetcte
gaagaggaga
aggartgtgg
tgactataaa

va'l
15

Pro

rhe

Ile

ser

60

rhe

Arg

Thr

val

Gln

Thr

45

Cys

Asn

Lys

Gln

Thr

125

Arg

His

Lys

Tyr

ser

Pro

Thr

1le

110

Thr

Arg

ASD

Ile

Met

AsSnN

Thr

Lys

Asn

Asn

Phe

TYTr

Glu

Ser

Arg

Pro

80

Ala

Ala

Lys

Ile

Lys
160

60

120
180
240
300
360
420
480
495



95

165
<210> 381
<211> 20
<212> PRT
<213> Homo sapiens
<400> 381
Met Glu Thr Asp Thr Leu Leu lLeu Trp val Leu Leu Leu Trp val Pro
1 5 10 15
Gly ser Thr Gly
20
<210> 382
<211> 8
" <21l2> PRT
<213> Artificial Sequence
<220> ) ]
<223> pescription of Artificial Sequence: Synthetic linker
peptide
<400> 382

Ser Giy Gly Ala Pro Met Leu Ser
1 5



