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SEQUENCE LISTING

<110> MITSUBISHI RAYON Co..LTD

<1920> Microarray for detection of mutations of beta-globin gene and the
method for detectioning of {hat

130> G115

150> JP 2012-077394
51> 2012-03-29

160> 66

{170> PatentIn version 3.5
Q210>
1D

<212> DNA
{213> Artificial Sequence

— —

Q
J

Q20>
<223> probe

400> 1
ctgtggggea agglgaacg 19

<2100 2

Q1> 19

<212> DNA

<213> Artificial Sequence

{2200
223> probe

400> 2
ctgteggget aggigaacg 19



<2207
L2
222>
223>

<400

3

19

DNA

Artificial sequence

probe

nisc_feature
an.. an
n is inosine

3

ggcaaggliga negiggaig

<2102
QL
212>
CAL).

<220
<223

<2200
<2215
222>
213>

<4005

4

19

DNA

artificial sequence

probe

misc_feature
(1n.. an
n is inosine

4

gegctaggiga neglgeate



210> 5

Q> 19

<212) DNA

213> artificial sequence

{2200
<223> probe

400> 5
tegtgaggee ctgggeagg

210> 6

Q1> 19

<212> DNA

213> artificial sequence

<220>
223> probe

<400> 6
tggtgaggee ccigggeag

Q1> T

1> 16

<212> DNA

213> artificial sequence

<223> probe

220>

221> misc_feature
212> .. 0
<223> 1 is inosine

19

19



<400>

I

ginaggceel gggeag

210>
ARD
VY
ALY,

<2200
223>

<220>
221>
<222
223>

<4007

8

16

DNA

artificial sequence

probe

nmisc_feature
.. @
n is inosine

8

tnaggeecet gggeag

9

19

DNA

artificial sequence

probe

DNA
artificial sequence

16



<220>
228>

<400>

probe

10

ttteggecaaac aattcacce

210>
AR
212>
Q213

<2202
223>

<400>

[

22

DNA

artificial sequence

probe

11

ccatcactt! gecaaagaatl (c

<2105
QI
Q1
<218

<220,
223>

<4005

12

22

DNA

artificial sequence

probe

12

ccafcacttt ggcaaacaatl tc

13

19

DNA

artificial sequence

22

22



2L

<400>

probe

13

accccaccag tgeaggetg

210>
Q1R
QI
213>

<2205
223>

<400>

14

19

DNA

artificial sequence

probe

14

accccaccag ggeaggctg

210>
QI
<D
<213

<2200
213>

<400>

15
21
DNA

artificial sequence

probe

1o

cagtgcagge tgeetatcag a

16

21

DNA

artificial sequence

probe

19

19



400> 16
cagggeagege tgeetatcag a

Q10> 17

QI 19

<212> DNA

<213> artificial sequence

{2200
<223> probe

<400> 17
aacccaccag tgcaggcaa

210> 18

I 19

212> DNA

213> artificial sequence

220>
{223> probe

<400> 18
aacccaccag ggcaggeaa

210> 19

Q211> 1736
<212> DNA
<213> Homo sapiens

<400> 19
aactcctaag ccagigecag aagagecaag gacaggtacg getgteatca cttagaccte

accctgtgga gecacaccet agggttgegee aatctactce caggageagg gagggeagga

21

19

19

60

120



geeagggcetg

caactgtgtt

giclgeegtt

gggeaggtig

tggagacaga

attiteccac

ttggggatet

agaaagtgct

ttgecacact

tgagictatg

ataggaagee

cagigtggaa

tettttgtet

aatgecttaa

aaaaaaactt

gcatattcat

acatatttat

glaatttfge

tettatttet

ggcataaaag

cactagcaac

actgeectgt

gtatcaaggt

gaagactett

cettaggetg

gtecactcet

cgegtgeettt

gagigagelg

ggacgetiga

gataaglaac

gictcaggat

aattcetigct

cattgtgtat

facacagtct

aatcteecta

gggtitaaagt

atttgtaatt

aatactttece

tcagggcaga

clcaaacaga

ggggcaaggl

tacaagacag

gggtttctiga

ctggtiggtet

gatgctgtia

agtgatggece

cactgtgaca

tgttttettt

agggtacagt

cgttttagte

ttettttttt

ddCaddagga

geetagtaca

cttfattttc

gtaatgtittt

tt{aaaaaalg

ctaatctett

gecatetatt

caccatggtg

gaacgtggat

gitlaaggag

taggcactiga

accectiggac

{gggcaacee

tggcteaccet

agetgeacgt

ceecttettt

{tagaatggs

tettttattt

ttetteteeg

aatatctctg

ftactattitg

ttttattett

gatatgtgta

cittettett

tetttcaggg

gettacatit

cafctgactic

gaagttggtle

accaatagaa

ctetetetge

ccagaggttce

faaggigaag

ggacaaccte

ggatectgag

fctatggita

daacagacga

getgttcata

caattfftac

agatacatta

gaatatatgt

aattgataca

cacatattga

ttaatatact

caataatgat

geticigaca

clgaggagaa

gigaggecct

actgggeatg

ctattggtet

ttlgagtect

gelcatggea

aagggeacct

aacttcaggg

agticatgte

atgatigecat

acaatigttt

tattatactt

agtaacttaa

gtgettattt

taatcatfat

ccaaatcagg

tttttgttta

acaatgtate

180

240

300

360

420

480

600

660

780

840

(o)
<D
o]

960

1020

1080

1140

1200

1260



atgeetettt

atatetctge

tgctaatage

tggattatic

cteeccacage

ttcaccecace

geecacaagt

ttecectaagt

210> 20

Q1D 626

<212> RNA

Q213

<400> 20
acauuugcuu

ugacuccuga

uuggugeuga

aguccuuugg

auggcaagaa

geaccuuuge

ucaggeuccu

ccecaccagu

gcaccattet

atataaatat

agetacaatce

tgagiccaag

fcetgggcaa

cagtgeagge

afcactaage

ccaactacta

Homo sapiens

cugacacadac

ggagaagucl

gegcccugsec

ggaucugucce

dgugcucgsgu

cacacugagu

gggcaacsgug

gcaggcugee

aaagaataac

t{ctgeatat

cagctaccat

claggecett

cgtgeteggtce

tgeetateag

fcgetittett

aactggegga

gguguucacu

gecguuacug

aggeugeugs

acuccugaug

gecuuuagug

gagcugceacu

cuggucugug

laucdgadag

agtgataatt

aaattgtaac

tectgetttta

ttgetaatca

tgtgtgcteg

aaagtggteg

gelgtecaat

tattatgaag

agcaaccuca

CCCUEUEEEE

uggucudcec

cuguuaugegg

auggcecugee

gugacadgc

ugecuggececea

uggugecugs

tctgggttaa

tgatgtaaga

tittatggtt

fgttcatace

cecateactt

clggtgtgee

f{ctattaaa

ggeettgage

adatagacdcce

caaggugaac

uuggacccag

caacccladg

ucaccuggac

gcacguggau

ucacuuugge

uguggcuaau

ggcaatagea

ggtitcatat

gggalaagge

tettatette

lggecaaagaa

taatgcecetg

ggticettts

atctgg

auggugcauc

guggaugaag

agguucuuug

gugaaggcuc

aaccucaagg

ccugagaacl

dadagaduuca

geeeuggecee

1320

1380

1440

1500

1560

120

180

300

360

480



acaaguauca cuaagcucge uuuycuugcug uccaauuucu auuaaagguu ccuuuguuce

cuaaguccaa cuacuaaacu gggggauauu augaagggee uugagcaucu ggauucugel

laauaaaaaa cauuuauudu cauugce

210>
21D
AV
ALY

<2202
223>

<400>

21

20

DNA

artificial sequence

primer

21

actcetaage caglgecaga

220>
2
<212
213>

<400>

22
20
DNA
artificial sequence

primer

modified_base
(.. M
Cvh is labeled

22

cactcagtgt ggcaaagetg

10

540

600

626

20

20



<210
Q1D
QD
Q213

220>
223>

<400>

23

24

DNA

artificial sequence

primer

23

gtatcatgee tetttgeace atte

210>
QI
QD
213>

<2202
<218

<2120>
<2
<212
213>

<400>

24

22

DNA

artificial sequence

primer

modified_base
(..
Cvh is labeled

24

cagatgctca aggecctteca ta

25

19

DNA

artificial sequence

probe

11

24

22



<400

25

gagecacace ctagggtte

Q10
QI
<21
AL)

220>
<223

<4007

26
19
DNA

artificial sequence

probe

26

gagccacaca ctagggitg

210>
QI
Q1
Q1P

<220
223>

<4002

27

19

DNA
artificial sequence

probe

27

gggelggegea faaaagtica

<2207
21

400>

28

19

DNA

artificial sequence

probe

28

gggetgegeg taaaagica

12

19

19

19



210> 29

Q119

212> DNA

213> artificial sequence

<2200
{223> probe

400> 29
ggeigggeat aaaagicag

210> 30

Q1> 19

<212> DNA

213> artificial sequence

220>
<223> probe

<400> 30
ggctgggeac aaaagtcag

210> 31

2119

<212> DNA

213> artificial sequence

{2200
<223> probe

<400> 31
ctgggcataa aagfcaggg

13.

19

19

19



<210>
QIR
AV
AEY

220>
<228

<400>

32

19

DNA

artificial sequence

probe

32

ctggecatag aagicageg

210>
A0
Q21
213>

<220>
223>

400>

33

19

DNA

artificial sequence

probe

33

cagacaccat ggtgcatcet

210>
QI
212>
<213

<220>
<218

<400>

34

19

DNA

artificial sequence

probe

34

cagacaccag ggtgeatet

210>
<21

35
19

14

19

19



<212> DNA
213> artificial sequence

{2205
<223> probe

<400> 35
acaccatggl geatctgac

210> 36

Q1> 19

<212> DNA

213> artificial sequence

{2200
223> probe

400> 36
acaccatgge gcatctgac

210> 37
Q119
{212> DNA
<213> artificial sequence

220>
<223> probe

400> 37
ctgaclcetg aggagaagt

213> artificial sequence

15

19

19



220>
<223> probe

400> 38
ctgactceta aggagaagt

210> 39

QI 19

212> DNA

213> artificial sequence

<2200
<223> probe

406> 39
ggagaaglct geegttact

210> 40

211> 18

<212> DNA

213> artificial sequence

{2200
<223> probe

<400> 40
ggagaaggic fgeegtia

210> 41

> 19

<212> DNA

<213> artificial sequence

16

19

19



223> probe

400> 41
cgitactgee ctgtgegge

210> 42

QI 1T

<212> DNA

213> artiflicial sequence

{2200
<{223> probe

400> 42
gttactgeee tggggee

210> 43
21> 19
<212> DNA

213> artificial sequence

220>
<223> probe

<400> 43
gcaaggtgaa cglggatga

Q210> 44

Q219

212> DNA

213> artificial sequence

220>
<223> probe

17

19

17

19



<400,

44

gcaaggigag cgtggatga

<210
Q1D
Q21
Q1P

<2207
223

<4005

45
17
DNA

artificial sequence

probe

45

aagltggtigg tgaggee

<2100
QD
AYY,
<213

220>
<2237

<400>

46

17

DNA

artificial sequence

probe

46

aagtfggtge taaggee

220>
213>

<4007

41
19
DNA

artificial sequence

probe

41

ccigggeage ttggtatea

18

19

17

17

19



210>
ARD.
21>
23

<2207
223

<400>

48

19

DNA

artificial sequence

probe

48

cctgggeagt tiggtatea

Q10>
QD
QI
Q13

<220>
Q13>

<400>

49

19

DNA

artificial sequence

probe

49

ggcagetige tatcaaggt

220>
213>

<400>

50
19
DNA
artificial sequence

probe

50

ggcaggttiege tatcaaggt

19

19

19

19



Q10>
A
Q1L
Q1

<2207
Q223

<4007

5l

19

DNA

artificial sequence

probe

51

ggiggictac ccttggace

Q210>
Q1D
Q1D
Q1

<2205
<223

<400

52

19

DNA

artificial sequence

probe

52

ggtggictaa ccttggace

210>
QI
<21
At

220>
213>

<400>

53

19

DNA

artificial sequence

probe

53

ctgttatggg caaccctaa

210>
2

54
19

20

19

19

19



<212> DNA
218> artificial sequence

220>
<223> probe

<400> 54
ctgttatgga caaccctaa

<210> 55

Q1> 19

212> DNA

213> artificial sequence

220>
<223> nprobe

400> 55
cggigecttt agtgatgge

210> 56
Q1 19
<212> DNA

213> artificial sequence

<220>
{223> probe

<400> 56
cggigeettt aagtegatgg

210> 57

Q11> 16

212> DNA

213> artificial sequence

21

19

19

19



220>
223

<400>

probe

o7

tcaagggeac ctitge

Q10
Q1D
21
QL

220>
Q23

<400>

58

16

DNA

artificial sequence

probe

o8

tcaaggacac cittge

Q2102
QIR
212>
213>

<2207
<223

<4007

59
24
DNA
artificial sequence

probe

99

ctgggitaag geaatageaa tatc

60

24

DNA

artificial sequence

22

16

24



223> probe

400> 60
ctgggttaag gtaatagecaa tatce

210> 61
Q> 19
212> DNA
213> artificial sequence

2200
223> probe

400> 61
aattcaccce accagtgea

Q210> 62

Q> 19

<212> DNA

213> artificial sequence

<2200
{223> probe

<400> 62
aagaattcag tgcaggcetg

10> 63

1y 17

12> DNA

13> artificial sequence

<223> probe

23

24

19

19



400> 63
gtggetggtg tgeclaa

210> 64

QI 17

212> DNA

<213> artificial sequence

<2200
223> vprobe

400> 64
gteggctgatlg tggetaa

210> 65

Q1> 19

<212> DNA

<213> artificial sequence

220>
<223> probe

400> 65
caagtatcac taagctcge

Q210> 66
1> 19

<212, DNA

<213> artificial sequence

2000
(223> probe

400> 66
aagtatcaca ctaagetcg

24

17

19



