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SEQUENCE LISTING 

<110> Pfizer Inc 

<120> CCR2 antibodies 

<130> PC032985 

<160> 203 

<170> Patentln version 3.5 

<210> 1 
<211> 1350 
<212> DNA 
<213> Homo sapiens 

<400> 1 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 

tcctgtgcag cctctggatt caccttcagt agttatggca tgcactgggt ccgccaggct 120 

ccaggcaagg ggctggagtg ggtggcagtt caaacatatg atggaagaaa taaatactat 180 

gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa aacgttgtat 240 

ctgcaaatga acagactgag agctgaggac acggctgtgt attattgtgc gagagatcag 300 

gcgtactgga agtactttga tgcttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcttcagctt ccaccaaggg cccatccgtc ttccccctgg cgccctgctc caggagcacc 420 

tccgagagca cagccgccct gggctgcctg gtcaaggact acttccccga accggtgacg 480 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag 540 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacg 600 

aagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagagagtt 660 

gagtccaaat atggtccccc atgcccatca tgcccagcac ctgagttcct ggggggacca 720 

tcagtcttcc tgttcccccc aaaacccaag gacactctca tgatctcccg gacccctgag 780 

gtcacgtgcg tggtggtgga cgtgagccag gaagaccccg aggtccagtt caactggtac 840 

gtggatggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gttcaacagc 900 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa cggcaaggag 960 

tacaagtgca aggtctccaa caaaggcctc ccgtcctcca tcgagaaaac catctccaaa 1020 

gccaaagggc agccccgaga gccacaggtg tacaccctgc ccccatccca ggaggagatg 1080 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctaccccag cgacatcgcc 1140 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg 1200 

gactccgacg gctccttctt cctctacagc aggctaaccg tggacaagag caggtggcag 1260 

9a999gaatg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacacag 1320 

aagagcctct ccctgtctct gggtaaatga 1350 

<210> 2 
<211> 366 1/77 
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<212> DNA 
<213> Homo sapiens 

<400> 2 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 

tcctgtgcag cctctggatt caccttcagt agttatggca tgcactgggt ccgccaggct 

ccaggcaagg ggctggagtg ggtggcagtt caaacatatg atggaagaaa taaatactat 

gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa aacgttgtat 

ctgcaaatga acagactgag agctgaggac acggctgtgt attattgtgc gagagatcag 

gcgtactgga agtactttga tgcttttgat atctggggcc aagggacaat ggtcaccgtc 

tcttca 

<210> 3 
> <211> 15 

<212> DNA 
<213> Homo sapiens 

<400> 3 
agttatggca tgcac 

<210> 4 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<400> 4 
gttcaaacat atgatggaag aaataaatac tatgcagact ccgtgaaggg c 

<210> 5 
<211> 39 
<212> DNA 
<213> Homo sapiens 

<400> 5 
gatcaggcgt actggaagta ctttgatgct tttgatatc 

<210> 6 
<211> 90 
<212> DNA 
<213> Homo sapiens 

<400> 6 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 

tcctgtgcag cctctggatt caccttcagt 

<210> 7 
<211> 42 
<212> DNA 
<213> Homo sapiens 

<400> 7 
tgggtccgcc aggctccagg caaggggctg gagtgggtgg ca 

60 

120 

180 

240 

300 

360 

366 

15 

51 

39 

60 

90 

42 

<210> 8 
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<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 8 
cgattcacca tctccagaga caattccaag aaaacgttgt atctgcaaat gaacagactg 

agagctgagg acacggctgt gtattattgt gcgaga 

<210> 9 
<211> 33 
<212> DNA 
<213> Homo sapiens 

<400> 9 
tggggccaag ggacaatggt caccgtctct tea 

<210> 10 
<211> 449 
<212> PRT 
<213> Homo sapiens 

<400> 10 

Gin val Gin Leu val Glu ser Gly Gly Gly Val val Gin Pro Gly Arg 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ala val Gin Thr Tyr Asp Gly Arg Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Lys Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Arg Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gin Ala Tyr Trp Lys Tyr Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met val Thr val Ser Ser Ala Ser Thr Lys Gly Pro 
115 120 125 

Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr 
130 135 140 

Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe pro Glu Pro val Thr 
145 150 155 160 

val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro 
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165 170 175 

Ala val Leu Gin ser ser Gly Leu Tyr Ser Leu Ser ser val val Thr 
180 185 190 

val Pro ser ser ser Leu Gly Thr Lys Thr Tyr Thr cys Asn val Asp 
195 200 205 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg val Glu Ser Lys Tyr 
210 215 220 

Gly Pro Pro cys Pro Ser cys Pro Ala Pro Glu Phe Leu Gly Gly Pro 
225 230 235 240 

Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
245 250 255 

Arg Thr Pro Glu val Thr Cys val val Val Asp val Ser Gin Glu Asp 
260 265 270 

Pro Glu Val Gin Phe Asn Trp Tyr val Asp Gly val Glu val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn ser Thr Tyr Arg val 
290 295 300 

val ser val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser ser lie Glu Lys 
325 330 335 

Thr lie ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val Tyr Thr 
340 345 350 

Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin Val ser Leu Thr 
355 360 365 

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu 
385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys 
405 410 415 

Ser Arg Trp Gin Glu Gly Asn val Phe Ser Cys Ser val Met His Glu 
420 425 430 
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Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Leu Gly 

435 440 445 

Lys 

<210> 11 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 11 

Gin val Gin Leu val Glu Ser Gly Gly Gly val val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala val Gin Thr Tyr Asp Gly Arg Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Lys Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Arg Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gin Ala Tyr Trp Lys Tyr Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met val Thr val Ser ser 
115 120 

<210> 12 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 12 

Ser Tyr Gly Met His 
1 5 

<210> 13 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 13 

Val Gin Thr Tyr Asp Gly Arg Asn Lys Tyr Tyr Ala Asp Ser val Lys 
1 5 10 15 
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Gly 

<210> 14 
<211> 13 
<212> PRT 
<213> Homo sapiens 

<400> 14 

Asp Gin Ala Tyr Trp Lys Tyr Phe Asp Ala Phe Asp lie 
15 10 

<210> 15 
<211> 30 
<212> PRT 
<213> Homo sapiens 

<400> 15 

Gin val Gin Leu val Glu Ser Gly Gly Gly Val val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Phe Ser 
20 25 30 

<210> 16 
<211> 14 
<212> PRT 
<213> Homo sapiens 

<400> 16 

Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val Ala 
15 10 

<210> 17 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 17 

Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Lys Thr Leu Tyr Leu Gin 
1 5 10 15 

Met Asn Arg Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys Ala Arg 
20 25 30 

<210> 18 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<400> 18 

Trp Gly Gin Gly Thr Met val Thr Val Ser Ser 
1 5 10 
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<210> 19 
<211> 645 
<212> DNA 
<213> Homo sapiens 

<400> 19 
gacatccaga tgacccagtc tccatcctcc ctgtctacat ctgtaggaga cagagtcacc 

atcacttgcc gggcaagtca gagcattagc agctatttaa attggtatca gcagaaacca 

gggaaagccc ctaagctcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 

gaagattttg caacttacta ctgtcaacag agttacaatt ccccgtgcag ttttggccag 

gggaccaagc tggagatcaa acgaactgtg gctgcaccat ctgtcttcat cttcccgcca 

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa gaacttctat 

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc 

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttag 

<210> 20 
<211> 321 
<212> DNA 
<213> Homo sapiens 

<400> 20 
gacatccaga tgacccagtc tccatcctcc ctgtctacat ctgtaggaga cagagtcacc 

atcacttgcc gggcaagtca gagcattagc agctatttaa attggtatca gcagaaacca 

gggaaagccc ctaagctcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 

gaagattttg caacttacta ctgtcaacag agttacaatt ccccgtgcag ttttggccag 

gggaccaagc tggagatcaa a 

<210> 21 
<211> 33 
<212> DNA 
<213> Homo sapiens 

<400> 21 
cgggcaagtc agagcattag cagctattta aat 

<210> 22 
<211> 21 
<212> DNA 
<213> Homo sapiens 

<400> 22 
gctgcatcca gtttgcaaag t 

60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

645 

60 

120 

180 

240 

300 

321 

33 

21 
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<210> 23 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 23 
caacagagtt acaattcccc gtgcagt 

<210> 24 
<211> 69 
<212> DNA 
<213> Homo sapiens 

<400> 24 
gacatccaga tgacccagtc tccatcctcc ctgtctacat ctgtaggaga cagagtcacc 

atcacttgc 

<210> 25 
<211> 45 
<212> DNA 
<213> Homo sapiens 

<400> 25 
tggtatcagc agaaaccagg gaaagcccct aagctcctga tctat 

<210> 26 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 26 
ggggtcccat caaggttcag tggcagtgga tctgggacag atttcactct caccatcagc 

agtctgcaac ctgaagattt tgcaacttac tactgt 

<210> 27 
<211> .30 
<212> DNA 
<213> Homo sapiens 

<400> 27 
tttggccagg ggaccaagct ggagatcaaa 

<210> 28 
<211> 214 
<212> PRT 
<213> Homo sapiens 

<400> 28 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Thr Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr cys Arg Ala Ser Gin Ser lie Ser Ser Tyr 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 
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Tyr Ala Ala Ser ser Leu Gin Ser Gly val Pro Ser Arg phe ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Asn Ser Pro Cys 
85 90 95 

Ser Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser val val Cys Leu Leu Lys Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys val Gin Trp Lys val Asp Asn Ala Leu Gin Ser Gly Asn ser Gin 
145 150 155 160 

Glu ser val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr ser Leu ser 
165 170 175 

Ser Thr Leu Thr Leu ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala cys Glu val Thr His Gin Gly Leu Ser Ser Pro val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 29 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 29 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Thr Ser val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Ser ser Tyr 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Ala Ala ser ser Leu Gin ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr cys Gin Gin ser Tyr Asn ser Pro Cys 
85 90 95 

Ser Phe Gly Gin Gly Thr Lys Leu Glu lie Lys 
100 105 

<210> 30 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<400> 30 

Arg Ala Ser Gin Ser lie Ser ser Tyr Leu Asn 
15 10 

<210> 31 
<211> 7 
<212> PRT 
<213> Homo sapiens 

<400> 31 

Ala Ala ser Ser Leu Gin Ser 
1 5 

<210> 32 
<211> 9 
<212> PRT 
<213> Homo sapiens 

<400> 32 

Gin Gin ser Tyr Asn Ser Pro Cys Ser 
1 5 

<210> 33 
<211> 23 
<212> PRT 
<213> Homo sapiens 

<400> 33 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu ser Thr Ser val Gly 
15 10 15 

Asp Arg val Thr lie Thr cys 
20 

<210> 34 
<211> 15 
<212> PRT 
<213> Homo sapiens 
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<400> 34 

Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie Tyr 
15 10 15 

<210> 35 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 35 

Gly val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
15 10 15 

Leu Thr lie Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys 
20 25 30 

<210> 36 
<211> 10 
<212> PRT 
<213> Homo sapiens 

<400> 36 

Phe Gly Gin Gly Thr Lys Leu Glu lie Lys 
1 5 10 

<210> 37 
<211> 1350 
<212> DNA 
<213> Homo sapiens 

<400> 37 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc agctactata tgcactggat acgacaggcc 120 

cctggacaag ggcttgagtg gatgggaatg atcaacccta gtggtggtag cacaacctac 180 

gcacagaagt tccagggcag agtcaccttg accagggaca cgtccacgag cacagtctac 240 

atggacctga gcagcctgag atctgaggac acggccgtat attactgtgc gagagagaga 300 

tggtataagt ggaacttcga tgtttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcttcagctt ccaccaaggg cccatccgtc ttccccctgg cgccctgctc caggagcacc 420 

tccgagagca cagccgccct gggctgcctg gtcaaggact acttccccga accggtgacg 480 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag 540 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacg 600 

aagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagagagtt 660 

gagtccaaat atggtccccc atgcccatca tgcccagcac ctgagttcct ggggggacca 720 

tcagtcttcc tgttcccccc aaaacccaag gacactctca tgatctcccg gacccctgag 780 

gtcacgtgcg tggtggtgga cgtgagccag gaagaccccg aggtccagtt caactggtac 840 

gtggatggcg tggaggtgca taatgccaag acaaagccgc 
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acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa cggcaaggag 960 

tacaagtgca aggtctccaa caaaggcctc ccgtcctcca tcgagaaaac catctccaaa 1020 

gccaaagggc agccccgaga gccacaggtg tacaccctgc ccccatccca ggaggagatg 1080 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctaccccag cgacatcgcc 1140 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg 1200 

gactccgacg gctccttctt cctctacagc aggctaaccg tggacaagag caggtggcag 1260 

gaggggaatg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacacag 1320 

aagagcctct ccctgtctct gggtaaatga 1350 

<210> 38 
<211> 366 
<212> DNA 
<213> Homo sapiens 

<400> 38 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc agctactata tgcactggat acgacaggcc 120 

cctggacaag ggcttgagtg gatgggaatg atcaacccta gtggtggtag cacaacctac 180 

gcacagaagt tccagggcag agtcaccttg accagggaca cgtccacgag cacagtctac 240 

atggacctga gcagcctgag atctgaggac acggccgtat attaetgtgc gagagagaga 300 

tggtataagt ggaacttcga tgtttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcttca 366 

<210> 39 
<211> 15 
<212> DNA 
<213> Homo sapiens 

<210> 40 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<400> 40 
atgatcaacc ctagtggtgg tagcacaacc tacgcacaga agttccaggg c 51 

<210> 41 
<211> 39 
<212> DNA 
<213> Homo sapiens 

<400> 39 
agctactata tgcac 15 

<4G0> 41 
gagagatggt ataagtggaa cttcgatgtt tttgatatc 39 

<210> 42 
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<211> 90 
<212> DNA 
<213> Homo sapiens 

<400> 42 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc 90 

<210> 43 
<211> 42 
<212> DNA 
<213> Homo sapiens 

<400> 43 
tggatacgac aggcccctgg acaagggctt gagtggatgg ga 42 

<210> 44 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 44 
agagtcacct tgaccaggga cacgtccacg agcacagtct acatggacct gagcagcctg 60 

agatctgagg acacggccgt atattactgt gcgaga 96 

<210> 45 
<211> 33 
<212> DNA 
<213> Homo sapiens 

<400> 45 
tggggccaag ggacaatggt caccgtctct tea 33 

<210> 46 
<211> 449 
<212> PRT 
<213> Homo sapiens 

<400> 46 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr ser Tyr 
20 25 30 

Tyr Met His Trp lie Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Met lie Asn Pro Ser Gly Gly Ser Thr Thr Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Leu Thr Arg Asp Thr ser Thr Ser Thr val Tyr 
65 70 75 80 

Met Asp Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys 
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85 90 .95 

Ala Arg Glu Arg Trp Tyr Lys Trp Asn Phe Asp Val Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met Val Thr val Ser Ser Ala Ser Thr Lys Gly Pro 
115 120 125 

Ser val Phe Pro Leu Ala Pro Cys ser Arg Ser Thr Ser Glu Ser Thr 
130 135 140 

Ala Ala Leu Gly cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr 
145 150 155 160 

val ser Trp Asn ser Gly Ala Leu Thr ser Gly val His Thr Phe Pro 
165 170 175 

Ala Val Leu Gin ser ser Gly Leu Tyr Ser Leu Ser Ser val Val Thr 
180 185 190 

val pro Ser Ser ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp 
195 200 205 

His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr 
210 215 220 

Gly Pro Pro Cys pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro 
225 230 235 240 

Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
245 250 255 

Arg Thr Pro Glu val Thr Cys Val Val val Asp val Ser Gin Glu Asp 
260 265 270 

Pro Glu val Gin Phe Asn Trp Tyr Val Asp Gly val Glu val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Tyr Arg val 
290 295 300 

val Ser Val Leu Thr val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys val ser Asn Lys Gly Leu Pro Ser ser lie Glu Lys 
325 330 335 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val Tyr Thr 
340 345 350 
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Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin val Ser Leu Thr 

355 360 365 

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu 
385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Glu Gly Asn val Phe Ser Cys Ser Val Met His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Leu Gly 
435 440 445 

Lys 

<210> 47 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 47 

Gin val Gin Leu val Gin ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys val ser cys Lys Ala ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Tyr Met His Trp lie Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Met lie Asn Pro Ser Gly Gly Ser Thr Thr Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Leu Thr Arg Asp Thr Ser Thr Ser Thr val Tyr 
65 70 75 80 

Met Asp Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Arg Trp Tyr Lys Trp Asn Phe Asp val Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met val Thr Val Ser Ser 
115 120 
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<210> 48 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 48 

Ser Tyr Tyr Met His 
1 5 

<210> 49 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 49 

Met lie Asn Pro Ser Gly Gly Ser Thr Thr Tyr Ala Gin Lys Phe Gl 
15 10 15 

Gly 

<210> 50 
<211> 13 
<212> PRT 
<213> Homo sapiens 

<400> 50 

Glu Arg Trp Tyr Lys Trp Asn Phe Asp val Phe Asp lie 
1 5 10 

<210> 51 
<211> 30 
<212> PRT 
<213> Homo sapiens 

<400> 51 

Gin val Gin Leu val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Al 
15 10 15 

Ser val Lys Val Ser cys Lys Ala Ser Gly Tyr Thr Phe Thr 
20 25 30 

<210> 52 
<211> 14 
<212> PRT 
<213> Homo sapiens 

<400> 52 

Trp lie Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
15 10 

<210> 53 
<211> 32 
<212> PRT 
<213> Homo sapiens 
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<40O> 53 

Arg Val Thr Leu Thr Arg Asp Thr ser Thr Ser Thr val Tyr Met Asp 
15 10 15 

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys Ala Arg 
20 25 30 

<210> 54 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<400> 54 

Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser 
1 5 10 

<210> 55 
<211> 648 
<212> DNA 
<213> Homo sapiens 

<400> 55 
gatgttgtga tgactcagtc tccactctcc ctgcccgtca cccttggaca gccggcctcc 60 

atctcctgca ggtctagtca aagccccgta tacagtgatg gaaacaccta cttgaattgg 120 

cttcagcaga ggccaggcca atctccaagg cgcctaattt ataaggtttc taactgggac 180 

gctggggtcc cagacagatt cagcggcagt gggtcaggca ctgatttcac actgaaaatc 240 

agcagggtgg aggctgagga tgttgggttt tattacactg gccgatcgat caccgtcggc 300 

caagggacac gactggagat taaacgaact gtggctgcac catctgtctt catcttcccg 360 

ccatctgatg agcagttgaa atctggaact gcctctgttg tgtgcctgct gaataacttc 420 

tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc 480 

caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg 540 

acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag 600 

ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttag 648 

<210> 56 
<211> 324 
<212> DNA 
<213> Homo sapiens 

<400> 56 
gatgttgtga tgactcagtc tccactctcc ctgcccgtca cccttggaca gccggcctcc 60 

atctcctgca ggtctagtca aagccccgta tacagtgatg gaaacaccta cttgaattgg 120 

cttcagcaga ggccaggcca atctccaagg cgcctaattt ataaggtttc taactgggac 180 

gctggggtcc cagacagatt cagcggcagt gggtcaggca ctgatttcac actgaaaatc 240 

agcagggtgg aggctgagga tgttgggttt tattacactg gccgatcgat caccgtcggc 300 
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caagggacac gactggagat taaa 324 

<210> 57 
<211> 48 
<212> DNA 
<213> Homo sapiens 

<400> 57 
aggtctagtc aaagccccgt atacagtgat ggaaacacct acttgaat 48 

<210> 58 
<211> 21 
<212> DNA 
<213> Homo sapiens 

<400> 58 
aaggtttcta actgggacgc t 21 

<210> 59 
<211> 18 
<212> DNA 
<213> Homo sapiens 

<400> 59 
actggccgat cgatcacc 18 

<210> 60 
<211> 69 
<212> DNA 
<213> Homo sapiens 

<400> 60 
gatgttgtga tgactcagtc tccactctcc ctgcccgtca cccttggaca gccggcctcc 60 

atctcctgc 69 

<210> 61 
<211> 45 
<212> DNA 
<213> Homo sapiens 

<400> 61 
tggcttcagc agaggccagg ccaatctcca aggcgcctaa tttat 45 

<210> 62 
<211> 93 
<212> DNA 
<213> Homo sapiens 

<400> 62 
ggggtcccag acagattcag cggcagtggg tcaggcactg atttcacact gaaaatcagc 60 

agggtggagg ctgaggatgt tgggttttat tac 93 

<210> 63 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 63 
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gtcggccaag ggacacgact ggagattaaa 

<210> 64 
<211> 215 
<212> PRT 
<213> Homo sapiens 

<400> 64 

Asp val Val Met Thr Gin ser Pro Leu ser Leu Pro val Thr Leu Gly 
15 10 15 

Gin Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Pro val Tyr ser 
20 25 30 

Asp Gly Asn Thr Tyr Leu Asn Trp Leu Gin Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Arg Arg Leu lie Tyr Lys val Ser Asn Trp Asp Ala Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg val Glu Ala Glu Asp val Gly Phe Tyr Tyr Thr Gly Arg ser 
85 90 95 

lie Thr val Gly Gin Gly Thr Arg Leu Glu lie Lys Arg Thr val Ala 
100 105 110 

Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser 
115 120 125 

Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu 
130 135 140 

Ala Lys Val Gin Trp Lys val Asp Asn Ala Leu Gin Ser Gly Asn ser 
145 150 155 160 

Gin Glu ser val Thr Glu Gin Asp ser Lys Asp ser Thr Tyr Ser Leu 
165 170 175 

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val 
180 185 190 

Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro val Thr Lys 
195 200 . 205 

Ser Phe Asn Arg Gly Glu Cys 
210 215 

<210> 65 
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<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 65 

Asp Val val Met Thr Gin ser Pro Leu Ser Leu Pro val Thr Leu Gly 
15 10 15 

Gin Pro Ala Ser lie Ser cys Arg ser ser Gin Ser Pro Val Tyr Ser 
20 25 30 

Asp Gly Asn Thr Tyr Leu Asn Trp Leu Gin Gin Arg Pro Gly Gin ser 
35 40 45 

Pro Arg Arg Leu lie Tyr Lys Val Ser Asn Trp Asp Ala Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg val Glu Ala Glu Asp Val Gly Phe Tyr Tyr Thr Gly Arg Ser 
85 90 95 

lie Thr val Gly Gin Gly Thr Arg Leu Glu lie Lys 
100 105 

<210> 66 
<211> 16 
<212> PRT 
<213> Homo sapiens 

<400> 66 

Arg Ser Ser Gin Ser Pro val Tyr Ser Asp Gly Asn Thr Tyr Leu Asn 
15 10 15 

<210> 67 
<211> 7 
<212> PRT 
<213> Homo sapiens 

<400> 67 

Lys Val Ser Asn Trp Asp Ala 
1 5 

<210> 68 
<211> 6 
<212> PRT 
<213> Homo sapiens 

<400> 68 

Thr Gly Arg ser lie Thr 
1 5 
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<210> 69 
<211> 23 
<212> PRT 
<213> Homo sapiens 

<400> 69 

Asp Val val Met Thr Gin Ser Pro Leu Ser Leu Pro val Thr Leu Gly 
1 5 10 15 

Gin Pro Ala ser lie Ser Cys 
20 

<210> 70 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 70 

Trp Leu Gin Gin Arg Pro Gly Gin Ser Pro Arg Arg Leu lie Tyr 
15 10 15 

<210> 71 
<211> 31 
<212> PRT 
<213> Homo sapiens 

<400> 71 

Gly Val Pro Asp Arg Phe Ser Gly ser Gly Ser Gly Thr Asp Phe Thr 
15 10 15 

Leu Lys lie Ser Arg val Glu Ala Glu Asp Val Gly Phe Tyr Tyr 
20 25 30 

<210> 72 
<211> 10 
<212> PRT 
<213> Homo sapiens 

<400> 72 

Val Gly Gin Gly Thr Arg Leu Glu lie Lys 
1 5 10 

<210> 73 
<211> 1350 
<212> DNA 
<213> Homo sapiens 

<400> 73 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 

tcctgtgcag cctctggact caccttcagt agctatggca tgcactgggt ccgccaggct 120 

ccaggcaagg ggctggagtg ggtggcagtt atattatatg atggaaagaa taaatactat 180 

gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 

ctgcaaatga acagcctgag agctgaggac acggctgtgt attactgtgc gagagatcag 300 
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gcgtactgga cctactttga tgctt;ttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcttcagctt ccaccaaggg cccatccgtc ttccccctgg cgccctgctc caggagcacc 420 

tccgagagca cagccgccct gggctgcctg gtcaaggact acttccccga accggtgacg 480 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag 540 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacg 600 

aagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagagagtt 660 

gagtccaaat atggtccccc atgcccatca tgcccagcac ctgagttcct ggggggacca 720 

tcagtcttcc tgttcccccc aaaacccaag gacactctca tgatctcccg gacccctgag 780 

gtcacgtgcg tggtggtgga cgtgagccag gaagaccccg aggtccagtt caactggtac 840 

gtggatggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gttcaacagc 900 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa cggcaaggag 960 

tacaagtgca aggtctccaa caaaggcctc ccgtcctcca tcgagaaaac catctccaaa 1020 

gccaaagggc agccccgaga gccacaggtg tacaccctgc ccccatccca ggaggagatg 1080 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctaccccag cgacatcgcc 1140 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg 1200 

gactccgacg gctccttctt cctctacagc aggctaaccg tggacaagag caggtggcag 1260 

gaggggaatg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacacag 1320 

aagagcctct ccctgtctct gggtaaatga 1350 

<210> 74 
<211> 366 
<212> DNA 
<213> Homo sapiens 

<400> 74 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 

tcctgtgcag cctctggact caccttcagt agctatggca tgcactgggt ccgccaggct 120 

ccaggcaagg ggctggagtg ggtggcagtt atattatatg atggaaagaa taaatactat 180 

gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 

ctgcaaatga acagcctgag agctgaggac acggctgtgt attactgtgc gagagatcag 300 

gcgtactgga cctactttga tgcttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcttca 366 

<210> 75 
<211> 15 
<212> DNA 
<213> Homo sapiens 

<400> 75 
agctatggca tgcac 15 
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<210> 76 
<211> 51 
<212> ONA 
<213> Homo sapiens 

<400> 76 
gttatattat atgatggaaa gaataaatac tatgcagact ccgtgaaggg c 

<210> 77 
<211> 39 
<212> DNA 
<213> Homo sapiens 

<400> 77 
gatcaggcgt actggaccta ctttgatgct tttgatatc 

<210> 78 
<211> 90 
<212> DNA 
<213> Homo sapiens 

<4G0> 78 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 

tcctgtgcag cctctggact caccttcagt 

<210> 79 
<211> 42 
<212> DNA 
<213> Homo sapiens 

<400> 79 
tgggtccgcc aggctccagg caaggggctg gagtgggtgg ca 

<210> 80 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 80 
cgattcacca tctccagaga caattccaag aacacgctgt atctgcaaat gaacagcctg 

agagctgagg acacggctgt gtattactgt gcgaga 

<210> 81 
<211> 33 
<212> DNA 
<213> Homo sapiens 

<400> 81 
tggggccaag ggacaatggt caccgtctct tea 

<210> 82 
<211> 449 
<212> PRT 
<213> Homo sapiens 

<400> 82 

Gin val Gin Leu val Glu Ser Gly Gly Gly val val Gin Pro Gly Arg 
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15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Leu Thr Phe Ser ser Tyr 
20 25 30 

Gly Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ala val lie Leu Tyr Asp Gly Lys Asn Lys Tyr Tyr Ala Asp ser val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gin Ala Tyr Trp Thr Tyr Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met Val Thr Val Ser ser Ala Ser Thr Lys Gly Pro 
115 120 125 

Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr ser Glu ser Thr 
130 135 140 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro val Thr 
145 150 155 160 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro 
165 170 175 

Ala Val Leu Gin Ser ser Gly Leu Tyr ser Leu Ser ser val val Thr 
180 185 190 

Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp 
195 200 205 

His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr 
210 215 220 

Gly Pro Pro Cys Pro Ser cys Pro Ala Pro Glu Phe Leu Gly Gly Pro 
225 230 235 240 

Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
245 250 255 

Arg Thr Pro Glu Val Thr cys val val val Asp val Ser Gin Glu Asp 
260 265 270 
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pro Glu val Gin Phe Asn Trp Tyr val Asp Gly val Glu val His Asn 

275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn ser Thr Tyr Arg val 
290 295 300 

Val Ser val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys Val ser Asn Lys Gly Leu Pro Ser ser lie Glu Lys 
325 330 335 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val Tyr Thr 
340 345 350 

Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr 
355 360 365 

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr pro Pro val Leu 
385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys 
405 410 415 

Ser Arg Trp Gin Glu Gly Asn val Phe Ser cys Ser val Met His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys ser Leu Ser Leu Ser Leu Gly 
435 440 445 

Lys 

<210> 83 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 83 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala ser Gly Leu Thr Phe Ser ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 
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lie Leu Tyr Asp Gly Lys Asn Lys Tyr Tyr Ala Asp Ser Val 

5 5 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gin Ala Tyr Trp Thr Tyr Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met val Thr val Ser ser 
115 120 

<210> 84 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 84 

Ser Tyr Gly Met His 
1 5 

<210> 85 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 85 

val lie Leu Tyr Asp Gly Lys Asn Lys Tyr Tyr Ala Asp ser val Lys 
1 5 10 15 

Gly 

<210> 86 
<211> 13 
<212> PRT 
<213> Homo sapiens 

<400> 86 

Asp Gin Ala Tyr Trp Thr Tyr Phe Asp Ala Phe Asp lie 
15 10 

<210> 87 
<211> 30 
<212> PRT 
<213> Homo sapiens 

<400> 87 

Gin val Gin Leu val Glu ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 
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Ser Leu Arg Leu ser Cys Ala Ala Ser Gly Leu Thr Phe Ser 
20 25 30 

<210> 88 
<211> 14 
<212> PRT 
<213> Homo sapiens 

<400> 88 

Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val Ala 
15 10 

<210> 89 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 89 

Arg Phe Thr lie Ser Arg Asp Asn ser Lys Asn Thr Leu Tyr Leu Gin 
15 10 15 

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr cys Ala Arg 
20 25 30 

<210> 90 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<400> 90 

Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser 
1 5 10 

<210> 91 
<211> 645 
<212> ONA 
<213> Homo sapiens 

<400> 91 
gaaattgtgc tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 60 

atcacctgcc gggccagtca gagcattggt agtagcttac actggtacca gcagaaacca 120 

gatcagtctc caaagctcct catcaagtat gcttcccagt ccttctcagg ggtcccctcg 180 

aggttcagtg gcagtggatc tgcgacagat ttcaccctca ccatcaatag cctggaagct 240 

gaagatgctg caacgtatta ctgtcatcag agtagtagtt taccgctcac tttcggcgga 300 

gggaccaagg tggagatcaa acgaactgtg gctgcaccat ctgtcttcat cttcccgcca 360 

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat 420 

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480 

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 540 

ctgagcaaag cagactacga gaaacacaaa gtctacgcct 
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ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttag 

<210> 92 
<211> 321 
<212> DNA 
<213> Homo sapiens 

<400> 92 
gaaattgtgc tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 

atcacctgcc gggccagtca gagcattggt agtagcttac actggtacca gcagaaacca 

gatcagtctc caaagctcct catcaagtat gcttcccagt ccttctcagg ggtcccctcg 

aggttcagtg gcagtggatc tgcgacagat ttcaccctca ccatcaatag cctggaagct 

gaagatgctg caacgtatta ctgtcatcag agtagtagtt taccgctcac tttcggcgga 

gggaccaagg tggagatcaa a 

<210> 93 
<21!> 33 
<212> DNA 
<213> Homo sapiens 

<400> 93 
cgggccagtc agagcattgg tagtagctta cac 

<210> 94 
<211> 21 
<212> DNA 
<213> Homo sapiens 

<400> 94 
tatgcttccc agtccttctc a 

<210> 95 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 95 
catcagagta gtagtttacc gctcact 

<210> 96 
<211> 69 
<212> DNA 
<213> Homo sapiens 

<400> 96 
gaaattgtgc tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 

atcacctgc 

<210> 97 
<211> 45 
<212> DNA 
<213> Homo sapiens 

<400> 97 
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tggtaccagc agaaaccaga tcagtctcca aagctcctca tcaag 45 

<210> 98 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 98 
ggggtcccct cgaggttcag tggcagtgga tctgcgacag atttcaccct caccatcaat 60 

agcctggaag ctgaagatgc tgcaacgtat tactgt 96 

<210> 99 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 99 
ttcggcggag ggaccaaggt ggagatcaaa 30 

<210> 100 
<211> 214 
<212> PRT 
<213> Homo sapiens 

<400> 100 

Glu lie val Leu Thr Gin Ser Pro Asp Phe Gin Ser Val Thr Pro Lys 
1 5 10 15 

Glu Lys val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Gly Ser ser 
20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Asp Gin Ser Pro Lys Leu Leu lie 
35 40 45 

Lys Tyr Ala Ser Gin Ser Phe ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr lie Asn Ser Leu Glu Ala 
65 70 75 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys His Gin Ser Ser Ser Leu Pro Leu 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys val Asp Asn Ala Leu Gin Ser Gly Asn ser Gin 
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145 150 155 160 

Glu Ser val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu val Thr His Gin Gly Leu ser ser Pro val Thr Lys ser 
195 200 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 101 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 101 

Glu He Val Leu Thr Gin Ser Pro Asp Phe Gin Ser val Thr Pro Lys 
15 10 15 

Glu Lys Val Thr lie Thr Cys Arg Ala Ser Gin ser lie Gly Ser Ser 
20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Asp Gin Ser Pro Lys Leu Leu lie 
35 40 45 

Lys Tyr Ala Ser Gin Ser Phe Ser Gly val Pro ser Arg Phe ser Gly 
50 55 60 

Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr lie Asn Ser Leu Glu Ala 
65 70 75 80 

Glu Asp Ala Ala Thr Tyr Tyr cys His Gin Ser Ser ser Leu Pro Leu 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys val Glu lie Lys 
100 105 

<210> 102 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<400> 102 

Arg Ala Ser Gin ser lie Gly Ser Ser Leu His 
15 10 

<210> 103 
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<212> PRT 
<213> Homo sapiens 

<400> 103 

Tyr Ala Ser Gin ser Phe Ser 
1 5 

<210> 104 
<211> 9 
<212> PRT 
<213> Homo sapiens 

<400> 104 

His Gin Ser Ser ser Leu Pro Leu Thr 
1 5 

<210> 105 
<211> 23 
<212> PRT 
<213> Homo sapiens 

<400> 105 

Glu lie val Leu Thr Gin Ser Pro Asp Phe Gin Ser val Thr Pro Lys 
15 10 15 

Glu Lys val Thr lie Thr Cys 
20 

<210> 106 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 106 

Trp Tyr Gin Gin Lys Pro Asp Gin Ser Pro Lys Leu Leu lie Lys 
1 5 10 15 

<210> 107 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 107 

Gly val Pro ser Arg Phe Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr 
1 5 10 15 

Leu Thr lie Asn Ser Leu Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys 
20 25 30 

<210> 108 
<211> 10 
<212> PRT 
<213> Homo sapiens 

<400> 108 31/77 
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Phe Gly Gly Gly Thr Lys val Glu lie Lys 
1 5 10 

<210> 109 
<211> 645 
<212> DNA 
<213> Homo sapiens 

<400> 109 
gaaattgtgc tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 

atcacctgcc gggccagtca gagcattggt agtagcttac actggtacca gcagaaacca 

gatcagtctc caaagctcct catcaagtat gcttcccagt ccttctcagg ggtcccctcg 

aggttcagtg gcagtggatc tgggacagat ttcaccctca ccatcaatag cctggaagct 

gaagatgctg caacgtatta ctgtcatcag agtagtagtt taccgctcac tttcggcgga 

gggaccaagg tggagatcaa acgaactgtg gctgcaccat ctgtcttcat cttcccgcca 

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat 

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc 

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttag 

<210> 110 
<211> 321 
<212> DNA 
<213> Homo sapiens 

<400> 110 
gaaattgtgc tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 

atcacctgcc gggccagtca gagcattggt agtagcttac actggtacca gcagaaacca 

gatcagtctc caaagctcct catcaagtat gcttcccagt ccttctcagg ggtcccctcg 

aggttcagtg gcagtggatc tgggacagat ttcaccctca ccatcaatag cctggaagct 

gaagatgctg caacgtatta ctgtcatcag agtagtagtt taccgctcac tttcggcgga 

gggaccaagg tggagatcaa a • 

<210> 111 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 111 
ggggtcccct cgaggttcag tggcagtgga tctgggacag atttcaccct caccatcaat 

agcctggaag ctgaagatgc tgcaacgtat tactgt 

60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

645 

60 

120 

180 

240 

300 

321 

60 

96 

<210> 112 
<211> 214 
<212> PRT 32/77 
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<213> Homo sapiens 

<400> 112 

Glu lie val Leu Thr Gin Ser Pro Asp Phe Gin Ser val Thr Pro Lys 
15 10 15 

Glu Lys val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Gly Ser Ser 
20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Asp Gin Ser Pro Lys Leu Leu lie 
35 40 45 

Lys Tyr Ala Ser Gin Ser Phe Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Leu Thr lie Asn Ser Leu Glu Ala 
65 70 75 80 

Glu Asp Ala Ala Thr Tyr Tyr cys His Gin Ser ser Ser Leu Pro Leu 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys Arg Thr val Ala Ala 
100 105 110 

Pro ser val Phe lie Phe Pro Pro ser Asp Glu Gin Leu Lys ser Gly 
115 120 125 

Thr Ala Ser val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 113 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 113 
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Glu lie Val Leu Thr Gin ser Pro Asp Phe Gin Ser val Thr Pro Lys 
15 10 15 

Glu Lys Val Thr lie Thr cys Arg Ala Ser Gin Ser lie Gly Ser Ser 
20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Asp Gin Ser Pro Lys Leu Leu lie 
35 40 45 

Lys Tyr Ala Ser Gin Ser Phe Ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Asn Ser Leu Glu Ala 
65 70 75 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys His Gin ser Ser Ser Leu Pro Leu 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys val Glu lie Lys 
100 105 

<210> 114 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 114 

Gly val Pro Ser Arg Phe Ser Gly Ser Gly ser Gly Thr Asp Phe Thr 
1 5 10 15 

Leu Thr lie Asn Ser Leu Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys 
20 25 30 

<210> 115 
<211> 1350 
<212> DNA 
<213> Homo sapiens 

<400> 115 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 

tcctgtgcag cctctggact caccttcagt agctatggca tgcactgggt ccgccaggct 120 

ccaggcaagg ggctggagtg ggtggcagtt atattatatg atggaaagaa taaatactat 180 

gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 

ctgcaaatga acagcctgag agctgaggac acggctgtgt attactgtgc gagagatcag 300 

gcgtactgga cctactttga tgcttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcttcagctt ccaccaaggg cccatccgtc ttccccctgg cgccctgctc caggagcacc 420 

tccgagagca cagccgccct gggctgcctg gtcaaggact acttccccga accggtgacg 480 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag 540 
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tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacg 600 

aagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagagagtt 660 

gagtccaaat atggtccccc atgcccacca tgcccagcac ctgagttcct ggggggacca 720 

tcagtcttcc tgttcccccc aaaacccaag gacactctca tgatctcccg gacccctgag 780 

gtcacgtgcg tggtggtgga cgtgagccag gaagaccccg aggtccagtt caactggtac 840 

gtggatggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gttcaacagc 900 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa cggcaaggag 960 

tacaagtgca aggtctccaa caaaggcctc ccgtcctcca tcgagaaaac catctccaaa 1020 

gccaaagggc agccccgaga gccacaggtg tacaccctgc ccccatccca ggaggagatg 1080 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctaccccag cgacatcgcc 1140 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg 1200 

gactccgacg gctccttctt cctctacagc aggctaaccg tggacaagag caggtggcag 1260 

gaggggaatg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacacag 1320 

aagagcctct ccctgtctct gggtaaatga 1350 

<210> 116 
<211> 449 
<212> PRT 
<213> Homo sapiens 

<400> 116 

Gin val Gin Leu val Glu Ser Gly Gly Gly val Val Gin Pro Gly Arg 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Leu Thr Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala val lie Leu Tyr Asp Gly Lys Asn Lys Tyr Tyr Ala Asp ser val 
50 55 60 

Lys Gly Arg Phe Thr lie ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gin Ala Tyr Trp Thr Tyr Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met val Thr val Ser Ser Ala Ser Thr Lys Gly Pro 
115 120 125 
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Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr 
130 135 140 

Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu pro val Thr 
145 150 155 160 

val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro 
165 170 175 

Ala val Leu Gin Ser Ser Gly Leu Tyr Ser Leu ser Ser val Val Thr 
180 185 190 

Val Pro Ser ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp 
195 200 205 

His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu ser Lys Tyr 
210 215 220 

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro 
225 230 235 240 

Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
245 250 255 

Arg Thr Pro Glu Val Thr Cys val val val Asp val ser Gin Glu Asp 
260 265 270 

Pro Glu Val Gin Phe Asn Trp Tyr val Asp Gly val Glu Val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn ser Thr Tyr Arg val 
290 295 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser lie Glu Lys 
325 330 335 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val Tyr Thr 
340 345 350 

Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr 
355 360 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu 
385 390 395 400 
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Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Arg Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Glu Gly Asn val Phe Ser Cys Ser Val Met His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu ser Leu Gly 
435 440 445 

Lys 

<210> 117 
<211> 389 
<212> PRT 
<213> Homo sapiens 

<400> 117 

Met Asp ser Lys Gly Ser ser Gin Lys Gly Ser Arg Leu Leu Leu Leu 
15 10 15 

Leu val val Ser Asn Leu Leu Leu Cys Gin Gly val Val Ser Asp Tyr 
20 25 30 

Lys Asp Asp Asp Asp val Asp Glu Thr Pro Asn Thr Thr Glu Asp Tyr 
35 40 45 

Asp Thr Thr Thr Glu Phe Asp Tyr Gly Asp Ala Thr Pro Cys Gin Lys 
50 55 60 

Val Asn Glu Arg Ala Phe Gly Ala Gin Leu Leu Pro Pro Leu Tyr ser 
65 70 75 80 

Leu Val Phe lie Phe Gly Phe Val Gly Asn Met Leu Val val Leu lie 
85 90 95 

Leu lie Asn Cys Lys Lys Leu Lys Cys Leu Thr Asp lie Tyr Leu Leu 
100 105 110 

Asn Leu Ala lie Ser Asp Leu Leu phe Leu lie Thr Leu Pro Leu Trp 
115 120 125 

Ala His Ser Ala Ala Asn Glu Trp val Phe Gly Asn Ala Met cys Lys 
130 135 140 

Leu Phe Thr Gly Leu Tyr His He Gly Tyr Phe Gly Gly lie Phe Phe 
145 150 155 160 

lie lie Leu Leu Thr lie Asp Arg Tyr Leu Ala lie val His Ala val 
165 170 175 
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Phe Ala Leu Lys Ala Arg Thr Val Thr Phe Gly Val val Thr Ser val 
180 185 190 

lie Thr Trp Leu Val Ala val Phe Ala Ser Val Pro Gly lie lie Phe 
195 200 205 

Thr Lys Cys Gin Lys Glu Asp Ser Val Tyr Val Cys Gly Pro Tyr Phe 
210 215 220 

pro Arg Gly Trp Asn Asn Phe His Thr lie Met Arg Asn lie Leu Gly 
225 230 235 240 

Leu val Leu Pro Leu Leu lie Met val lie Cys Tyr Ser Gly lie Leu 
245 250 255 

Lys Thr Leu Leu Arg cys Arg Asn Glu Lys Lys Arg His Arg Ala val 
260 265 270 

Arg val lie Phe Thr lie Met lie val Tyr Phe Leu Phe Trp Thr Pro 
275 280 285 

Tyr Asn lie Val lie Leu Leu Asn Thr Phe Gin Asp Phe Leu Phe Thr 
290 295 300 

His Glu cys Glu Gin Ser Arg His Leu Asp Leu Ala Val Gin val Thr 
305 310 315 320 

Glu Val lie Ala Tyr Thr His Cys cys val Asn Pro Val lie Tyr Ala 
325 330 335 

Phe Val Gly Glu Arg Phe Arg Lys Tyr Leu Arg Gin Leu Phe His Arg 
340 345 350 

Arg Val Ala val His Leu Val Lys Trp Leu Pro Phe Leu Ser val Asp 
355 360 365 

Arg Leu Glu Arg val Ser Ser Thr Ser Pro Ser Thr Gly Glu His Glu 
370 375 380 

Leu Ser Ala Gly Phe 
385 

<210> 118 
<211> 1167 
<212> DNA 
<213> Homo sapiens 

<400> 118 
atggacagca aaggttcgtc gcagaaaggg tcccgcctgc tcctgctgct ggtggtgtca 

aatctactct tgtgccaggg tgtggtctcc gattacaaag atgatgatga tgtcgacgaa 
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actccaaaca ccacagagga ctatgacacg accacagagt ttgactatgg ggatgcaact 180 

ccgtgccaga aggtgaacga gagggccttt ggggcccaac tcctgcctcc gctctactcg 240 

ctggtgttca tctttggttt tgtgggcaac atgctggtcg tcctcatctt aataaactgc 300 

aaaaagctga agtgcttgac tgacatttac ctgctcaacc tggccatctc tgatctgctt 360 

tttcttatta ctctcccatt gtgggctcac tctgctgcaa atgagtgggt ctttgggaat 420 

gcaatgtgca aattattcac agggctgtat cacatcggtt attttggcgg aatcttcttc 480 

atcatcctcc tgacaatcga tagatacctg gctattgtcc atgctgtgtt tgctttaaaa 540 

gccaggacgg tcacctttgg ggtggtgaca agtgtgatca cctggttggt ggctgtgttt 600 

gcttctgtcc caggaatcat ctttactaaa tgccagaaag aagattctgt ttatgtctgt 660 

ggcccttatt ttccacgagg atggaataat ttccacacaa taatgaggaa cattttgggg 720 

ctggtcctgc cgctgctcat catggtcatc tgctactcgg gaatcctgaa aaccctgctt 780 

cggtgtcgaa acgagaagaa gaggcatagg gcagtgagag tcatcttcac catcatgatt 840 

gtttactttc tcttctggac tccctataac attgtcattc tcctgaacac cttccaagac 900 

ttcctgttca cccatgagtg tgagcagagc agacatttgg acctggctgt gcaagtgacg 960 

gaggtgatcg cctacacgca ctgctgtgtc aacccagtga tctacgcctt cgttggtgag 1020 

aggttccgga agtacctgcg gcagttgttc cacaggcgtg tggctgtgca cctggttaaa 1080 

tggctcccct tcctctccgt ggacaggctg gagagggtca gctccacatc tccctccaca 1140 

ggggagcatg aactctctgc tgggttc 1167 

<210> 119 
<211> 394 
<212> PRT 
<213> Homo sapiens 

<400> 119 

Met Asp Ser Lys Gly ser Ser Gin Lys Gly Ser Arg Leu Leu Leu Leu 

Leu Val val Ser Asn Leu Leu Leu Cys Gin Gly val val Ser Asp Tyr 
20 25 30 

Lys Asp Asp Asp Asp val Asp Glu Thr Pro Asn Thr Thr Glu Asp Tyr 
35 40 45 

Asp Thr Thr Thr Glu Phe Asp Tyr Gly Asp Ala Thr Pro Cys Gin Lys 
50 55 60 

Val Asn Glu Arg Ala Phe Gly Ala Gin Leu Leu Pro Pro Leu Tyr ser 
65 70 75 80 

Leu val Phe Val lie Gly Leu val Gly Asn lie Leu val Val Leu val 
85 90 95 
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Leu Val Gin Tyr Lys Arg Leu Lys Asn Met Thr Ser lie Tyr Leu Leu 
100 105 110 

Asn Leu Ala lie Ser Asp Leu Leu Phe Leu Phe Thr Leu Pro Phe Trp 
115 120 125 

lie Asp Tyr Lys Leu Lys Asp Asp Trp Val Phe Gly Asp Ala Met Cys 
130 135 140 

Lys lie Leu Ser Gly Phe Tyr Tyr Thr Gly Leu Tyr Ser Glu lie Phe 
145 150 155 160 

Phe He lie Leu Leu Thr lie Asp Arg Tyr Leu Ala lie val His Ala 
165 170 175 

Val Phe A1 141 rg Ala Arg Thr val Thr Phe Gly Val lie Thr Ser 
* 160 185 190 

lie lie lie Trp Ala Leu Ala lie Leu Ala Ser Met Pro Gly Leu Tyr 
195 200 205 

Phe Ser Lys Thr Gin Trp Glu Phe Thr His His Thr Cys Ser Leu His 
210 215 220 

Phe Pro His Glu Ser Leu Arg Glu Trp Lys Leu Phe Gin Ala Leu Lys 
225 230 235 240 

Leu Asn Leu Phe Gly Leu val Leu Pro Leu Leu val Met lie lie cys 
245 250 255 

Tyr Thr Gly lie lie Lys lie Leu Leu Arg Arg Pro Asn Glu Lys Lys 
260 265 270 

Ser Lys Ala val Arg Leu lie Phe val lie Met lie lie Phe Phe Leu 
275 280 285 

Phe Trp Thr Pro Tyr Asn Leu Thr lie Leu lie Ser val Phe Gin Glu 
290 295 300 

Phe Phe Gly Leu Ser Asn cys Glu Ser Thr Ser Gin Leu Asp Gin Ala 
305 310 315 320 

Thr Gin val Thr Glu Thr Leu Gly Met Thr His Cys cys lie Asn Pro 
325 330 335 

lie lie Tyr Ala Phe Val Gly Glu Lys Phe Arg Arg Tyr Leu Ser val 
340 345 350 

Phe Phe Arg Lys His He Thr Lys Arg Phe Cys Lys Gin cys Pro val 
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355 360 365 

Phe Tyr Arg Glu Thr val Asp Gly val Thr ser Thr Asn Thr Pro Ser 
370 375 380 

Thr Gly Glu Gin Glu Val Ser Ala Gly Leu 
385 390 

<210> 120 
<211> 1182 
<212> DNA 
<213> Homo sapiens 

<400> 120 
atggacagca aaggttcgtc gcagaaaggg tcccgcctgc tcctgctgct ggtggtgtca 60 

aatctactct tgtgccaggg tgtggtctcc gattacaaag atgatgatga tgtcgacgaa 120 

actccaaaca ccacagagga ctatgacacg accacagagt ttgactatgg ggatgcaact 180 

ccgtgccaga aggtgaacga gagggccttt ggggcccaac tgctgccccc tctgtactcc 240 

ttggtatttg tcattggcct ggttggaaac atcctggtgg tcctggtcct tgtgcaatac 300 

aagaggctaa aaaacatgac cagcatctac ctcctgaacc tggccatttc tgacctgctc 360 

ttcctgttca cgcttccctt ctggatcgac tacaagttga aggatgactg ggtttttggt 420 

gatgccatgt gtaagatcct ctctgggttt tattacacag gcttgtacag cgagatcttt 480 

ttcatcatcc tgctgacgat tgacaggtac ctggccatcg tccacgccgt gtttgccttg 540 

cgggcacgga ccgtcacttt tggtgtcatc accagcatca tcatttgggc cctggccatc 600 

ttggcttcca tgccaggctt atacttttcc aagacccaat gggaattcac tcaccacacc 660 

tgcagccttc actttcctca cgaaagccta cgagagtgga agctgtttca ggctctgaaa 720 

ctgaacctct ttgggctggt attgcctttg ttggtcatga tcatctgcta cacagggatt 780 

ataaagattc tgctaagacg accaaatgag aagaaatcca aagctgtccg tttgattttt 840 

gtcatcatga tcatcttttt tctcttttgg accccctaca atttgactat acttatttct 900 

gttttccagg aattcttcgg cctgagtaac tgtgaaagca ccagtcaact ggaccaagcc 960 

acgcaggtga cagagactct tgggatgact cactgctgca tcaatcccat catctatgcc 1020 

ttcgttgggg agaagttcag aaggtatctc tcggtgttct tccgaaagca catcaccaag 1080 

cgcttctgca aacaatgtcc agttttctac agggagacag tggatggagt gacttcaaca 1140 

aacacgcctt ccactgggga gcaggaagtc tcggctggtt ta 1182 

<210> 121 
<211> 390 
<212> PRT 
<213> Homo sapiens 

<400> 121 

Met Asp ser Lys Gly Ser ser Gin Lys Gly Ser Arg Leu Leu Leu Leu 
15 10 15 
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Leu val val ser Asn Leu Leu Leu Cys Gin Gly val val ser Asp Tyr 
20 25 30 

Lys Asp Asp Asp Asp Val Asp Glu Thr Pro Asn Thr Thr Glu Asp Tyr 
35 40 45 

Asp Thr Thr Thr Glu Phe Asp Tyr Gly Asp Ala Thr Pro Cys Gin Lys 
50 55 60 

val Asn Glu Arg Ala Phe Gly Ala Gin Leu Leu Pro Pro Leu Tyr Ser 
65 70 75 80 

Leu val Phe lie Phe Gly Phe val Gly Asn Met Leu val val Leu lie 
85 90 95 

Leu lie Asn Cys Lys Lys Leu Lys Cys Leu Thr Asp lie Tyr Leu Leu 
100 105 110 

Asn Leu Ala lie Ser Asp Leu Leu Phe Leu lie Thr Leu Pro Leu Trp 
115 120 125 

Ala His Ser Ala Ala Asn Glu Trp Val Phe Gly Asn Ala Met cys Lys 
130 135 140 

Leu Phe Thr Gly Leu Tyr His lie Gly Tyr Phe Gly Gly lie Phe Phe 
145 150 155 160 

lie lie Leu Leu Thr lie Asp Arg Tyr Leu Ala lie val His Ala val 
165 170 175 

Phe Ala Leu Lys Ala Arg Thr val Thr Phe Gly val val Thr Ser val 
180 185 190 

lie Thr Trp Leu val Ala val Phe Ala Ser val Pro Gly lie lie Phe 
195 200 205 

Thr Lys Cys Gin Lys Glu Asp ser val Tyr val cys Gly Pro Tyr Phe 
210 215 220 

Pro Arg Gly Trp Asn Asn Phe His Thr lie Met Arg Asn lie Leu Gly 
225 230 235 240 

Leu Val Leu Pro Leu Leu lie Met val lie Cys Tyr ser Gly lie Leu 
245 250 255 

Lys Thr Leu Leu Arg Cys Arg Asn Glu Lys Lys Arg His Arg Ala val 
260 265 270 

Arg val lie Phe Thr He Met lie val Tyr Phe Leu Phe Trp Thr Pro 

42/77 



275 
32985_ST25.txt 

280 285 

Tyr Asn lie val lie Leu Leu Asn Thr Phe Gin Glu Phe Phe Gly Leu 
290 295 300 

Ser Asn Cys Glu Ser Thr Ser Gin Leu Asp Gin Ala Thr Gin val Thr 
305 310 315 320 

Glu Thr Leu Gly Met Thr His Cys Cys lie Asn Pro lie lie Tyr Ala 
325 330 335 

Phe Val Gly Glu Lys Phe Arg Arg Tyr Leu Ser val Phe Phe Arg Lys 
340 345 350 

His lie Thr Lys Arg Phe Cys Lys Gin Cys Pro val Phe Tyr Arg Glu 
355 360 365 

Thr Val Asp Gly Val Thr Ser Thr Asn Thr Pro Ser Thr Gly Glu Gin 
370 375 380 

Glu Val Ser Ala Gly Leu 
385 390 

<210> 122 
<211> 1170 
<212> DNA 
<213> Homo sapiens 

<400> 122 
atggacagca aaggttcgtc gcagaaaggg tcccgcctgc tcctgctgct ggtggtgtca 

aatctactct tgtgccaggg tgtggtctcc gattacaaag atgatgatga tgtcgacgaa 

actccaaaca ccacagagga ctatgacacg accacagagt ttgactatgg ggatgcaact 

ccgtgccaga aggtgaacga gagggccttt ggggcccaac tcctgcctcc gctctactcg 

ctggtgttca tctttggttt tgtgggcaac atgctggtcg tcctcatctt aataaactgc 

aaaaagctga agtgcttgac tgacatttac ctgctcaacc tggccatctc tgatctgctt 

tttcttatta ctctcccatt gtgggctcac tctgctgcaa atgagtgggt ctttgggaat 

gcaatgtgca aattattcac agggctgtat cacatcggtt attttggcgg aatcttcttc 

atcatcctcc tgacaatcga tagatacctg gctattgtcc atgctgtgtt tgctttaaaa 

gccaggacgg tcacctttgg ggtggtgaca agtgtgatca cctggttggt ggctgtgttt 

gcttctgtcc caggaatcat ctttactaaa tgccagaaag aagattctgt ttatgtctgt 

ggcccttatt ttccacgagg atggaataat ttccacacaa taatgaggaa cattttgggg 

ctggtcctgc cgctgctcat catggtcatc tgctactcgg gaatcctgaa aaccctgctt 

cggtgtcgaa acgagaagaa gaggcatagg gcagtgagag tcatcttcac catcatgatt 

gtttactttc tcttctggac tccctataac attgtcattc 

43/77 

tcctgaacac cttccaggaa 

60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 



32985_ST25.txt 
ttcttcggcc tgagtaactg tgaaagcacc agtcaactgg accaagccac gcaggtgaca 960 

gagactcttg ggatgactca ctgctgcatc aatcccatca tctatgcctt cgttggggag 1020 

aagttcagaa ggtatctctc ggtgttcttc cgaaagcaca tcaccaagcg cttctgcaaa 1080 

caatgtccag ttttctacag ggagacagtg gatggagtga cttcaacaaa cacgccttcc 1140 

actggggagc aggaagtctc ggctggttta 1170 

<210> 123 
<211> 400 
<212> PRT 
<213> Homo sapiens 

<400> 123 

Met Asp ser Lys Gly Ser ser Gin Lys Gly ser Arg Leu Leu Leu Leu 
15 10 15 

Leu val val Ser Asn Leu Leu Leu cys Gin Gly Val val Ser Asp Tyr 
20 25 30 

Lys Asp Asp Asp Asp val Asp Leu ser Thr Ser Arg ser Arg Phe lie 
35 40 45 

Arg Asn Thr Asn Glu ser Gly Glu Glu val Thr Thr Phe Phe Asp Tyr 
50 55 60 

Asp Tyr Gly Ala Pro cys His Lys Phe Asp Val Lys Gin lie Gly Ala 
65 70 75 80 

Gin Leu Leu Pro Pro Leu Tyr Ser Leu val Phe lie Phe Gly Phe Val 
85 90 95 

Gly Asn Met Leu Val val Leu lie Leu lie Asn Cys Lys Lys Leu Lys 
100 105 110 

Cys Leu Thr Asp lie Tyr Leu Leu Asn Leu Ala lie Ser Asp Leu Leu 
115 120 125 

Phe Leu lie Thr Leu pro Leu Trp Ala His Ser Ala Ala Asn Glu Trp 
130 135 140 

val Phe Gly Asn Ala Met Cys Lys Leu Phe Thr Gly Leu Tyr His lie 
145 150 155 160 

Gly Tyr Phe Gly Gly lie Phe Phe lie lie Leu Leu Thr lie Asp Arg 
165 170 175 

Tyr Leu Ala lie val His Ala val Phe Ala Leu Arg Ala Arg Thr val 
180 185 190 

Thr Phe Gly val lie Thr Ser lie lie lie Trp Ala Leu Ala lie Leu 
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200 205 

Ala Ser Met Pro Gly Leu Tyr Phe Ser Lys Thr Gin Trp Glu Phe Thr 
210 215 220 

His His Thr Cys Ser Leu His Phe Pro His Glu Ser Leu Arg Glu Trp 
225 230 235 240 

Lys Leu Phe Gin Ala Leu Lys Leu Asn Leu Phe Gly Leu val Leu Pro 
245 250 255 

Leu Leu val Met lie lie Cys Tyr Thr Gly lie lie Lys lie Leu Leu 
260 265 270 

Arg Arg pro Asn Glu Lys Lys Ser Lys Ala val Arg Leu lie Phe val 
275 280 285 

lie Met lie lie Phe Phe Leu Phe Trp Thr Pro Tyr Asn Leu Thr lie 
290 295 300 

Leu lie Ser Val phe Gin Asp Phe Leu Phe Thr His Glu Cys Glu Gin 
305 310 315 320 

Ser Arg His Leu Asp Leu Ala val Gin val Thr Glu val lie Ala Tyr 
325 330 335 

Thr His Cys Cys val Asn Pro Val lie Tyr Ala Phe val Gly Glu Arg 
340 345 350 

Phe Arg Lys Tyr Leu Arg Gin Leu Phe His Arg Arg val Ala Val His 
355 360 365 

Leu val Lys Trp Leu Pro Phe Leu ser val Asp Arg Leu Glu Arg Val 
370 375 380 

Ser Ser Thr Ser Pro ser Thr Gly Glu His Glu Leu Ser Ala Gly Phe 
385 390 395 400 

<210> 124 
<211> 1200 
<212> DNA 
<213> Homo sapiens 

<400> 124 
atggacagca aaggttcgtc gcagaaaggg tcccgcctgc tcctgctgct ggtggtgtca 60 

aatctactct tgtgccaggg tgtggtctcc gattacaaag atgatgatga tgtcgacctg 120 

tccacatctc gttctcggtt tatcagaaat accaacgaga gcggtgaaga agtcaccacc 180 

ttttttgatt atgattacgg tgctccctgt cataaatttg acgtgaagca aattggggcc 240 

caactcctgc ctccgctcta ctcgctggtg ttcatctttg gttttgtggg caacatgctg 300 
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gtcgtcctca tcttaataaa ctgcaaaaag ctgaagtgct tgactgacat ttacctgctc 360 

aacctggcca tctctgatct gctttttctt attactctcc cattgtgggc tcactctgct 420 

gcaaatgagt gggtctttgg gaatgcaatg tgcaaattat tcacagggct gtatcacatc 480 

ggttattttg gcggaatctt tttcatcatc ctgctgacga ttgacaggta cctggccatc 540 

gtccacgccg tgtttgcctt gcgggcacgg accgtcactt ttggtgtcat caccagcatc 600 

atcatttggg ccctggccat cttggcttcc atgccaggct tatacttttc caagacccaa 660 

tgggaattca ctcaccacac ctgcagcctt cactttcctc acgaaagcct acgagagtgg 720 

aagctgtttc aggctctgaa actgaacctc tttgggctgg tattgccttt gttggtcatg 780 

atcatctgct acacagggat tataaagatt ctgctaagac gaccaaatga gaagaaatcc 840 

aaagctgtcc gtttgatttt tgtcatcatg atcatctttt ttctcttttg gaccccctac 900 

aatttgacta tacttatttc tgttttccaa gacttcctgt tcacccatga gtgtgagcag 960 

agcagacatt tggacctggc tgtgcaagtg acggaggtga tcgcctacac gcactgctgt 1020 

gtcaacccag tgatctacgc cttcgttggt gagaggttcc ggaagtacct gcggcagttg 1080 

ttccacaggc gtgtggctgt gcacctggtt aaatggctcc ccttcctctc cgtggacagg 1140 

ctggagaggg tcagctccac atctccctcc acaggggagc atgaactctc tgctgggttc 1200 

<210> 125 
<211> 374 
<212> PRT 
<213> Homo sapiens 

<400> 125 

Met Leu Ser Thr Ser Arg ser Arg Phe lie Arg Asn Thr Asn Glu Ser 
1 5 10 15 

Gly Glu Glu val Thr Thr Phe Phe Asp Tyr Asp Tyr Gly Ala Pro cys 
20 25 30 

His Lys Phe Asp Val Lys Gin lie Gly Ala Gin Leu Leu Pro Pro Leu 
35 40 45 

Tyr Ser Leu val Phe lie Phe Gly Phe val Gly Asn Met Leu val val 
50 55 60 

Leu lie Leu lie Asn Cys Lys Lys Leu Lys Cys Leu Thr Asp lie Tyr 
65 70 75 80 

Leu Leu Asn Leu Ala lie Ser Asp Leu Leu Phe Leu lie Thr Leu Pro 
85 90 95 

Leu Trp Ala His Ser Ala Ala Asn Glu Trp val Phe Gly Asn Ala Met 
100 105 110 

Cys Lys Leu Phe Thr Gly Leu Tyr His lie Gly Tyr Phe Gly Gly lie 
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115 120 125 

Phe Phe lie lie Leu Leu Thr lie Asp Arg Tyr Leu Ala lie val His 
130 135 140 

Ala Val Phe Ala Leu Lys Ala Arg Thr Val Thr Phe Gly Val Val Thr 
145 150 155 160 

Ser val lie Thr Trp Leu Val Ala Val Phe Ala Ser Val Pro Gly lie 
165 170 175 

lie Phe Thr Lys Cys Gin Lys Glu Asp Ser Val Tyr Val cys Gly Pro 
180 185 190 

Tyr Phe Pro Arg Gly Trp Asn Asn Phe His Thr lie Met Arg Asn lie 
195 200 205 

Leu Gly Leu val Leu Pro Leu Leu lie Met val lie Cys Tyr Ser Gly 
210 215 220 

lie Leu Lys Thr Leu Leu Arg Cys Arg Asn Glu Lys Lys Arg His Arg 
225 230 235 240 

Ala val Arg val lie Phe Thr lie Met lie Val Tyr Phe Leu Phe Trp 
245 250 255 

Thr Pro Tyr Asn lie Val lie Leu Leu Asn Thr Phe Gin Glu Phe Phe 
260 265 270 

Gly Leu Ser Asn Cys Glu Ser Thr ser Gin Leu Asp Gin Ala Thr Gin 
275 280 285 

val Thr Glu Thr Leu Gly Met Thr His cys Cys lie Asn Pro lie lie 
290 295 300 

Tyr Ala Phe val Gly Glu Lys Phe Arg ser Leu Phe His lie Ala Leu 
305 310 315 320 

Gly Cys Arg lie Ala Pro Leu Gin Lys Pro Val cys Gly Gly Pro Gly 
325 330 335 

val Arg Pro Gly Lys Asn val Lys val Thr Thr Gin Gly Leu Leu Asp 
340 345 350 

Gly Arg Gly Lys Gly Lys Ser lie Gly Arg Ala Pro Glu Ala Ser Leu 
355 360 365 

Gin Asp Lys Glu Gly Ala 
370 
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<21G> 126 
<211> 360 
<212> PRT 
<213> Homo sapiens 

<40G> 126 

Met Leu Ser Thr Ser Arg ser Arg Phe lie Arg Asn Thr Asn Glu Ser 
15 10 15 

Gly Glu Glu Val Thr Thr Phe Phe Asp Tyr Asp Tyr Gly Ala Pro Cys 
20 25 30 

His Lys Phe Asp val Lys Gin lie Gly Ala Gin Leu Leu Pro Pro Leu 
35 40 45 

Tyr ser Leu Val Phe lie Phe Gly Phe val Gly Asn Met Leu val val 
50 55 60 

Leu lie Leu lie Asn Cys Lys Lys Leu Lys Cys Leu Thr Asp lie Tyr 
65 70 75 80 

Leu Leu Asn Leu Ala lie ser Asp Leu Leu Phe Leu lie Thr Leu Pro 
85 90 95 

Leu Trp Ala His Ser Ala Ala Asn Glu Trp Val Phe Gly Asn Ala Met 
100 105 110 

Cys Lys Leu Phe Thr Gly Leu Tyr His lie Gly Tyr Phe Gly Gly lie 
115 120 125 

Phe Phe lie lie Leu Leu Thr lie Asp Arg Tyr Leu Ala lie val His 
130 135 140 

Ala Val Phe Ala Leu Lys Ala Arg Thr Val Thr Phe Gly val val Thr 
145 150 155 160 

Ser val lie Thr Trp Leu val Ala val Phe Ala ser Val Pro Gly lie 
165 170 175 

lie Phe Thr Lys Cys Gin Lys Glu Asp ser val Tyr Val cys Gly Pro 
180 185 190 

Tyr Phe Pro Arg Gly Trp Asn Asn Phe His Thr lie Met Arg Asn lie 
195 200 205 

Leu Gly Leu Val Leu Pro Leu Leu lie Met val lie Cys Tyr ser Gly 
210 215 220 

lie Leu Lys Thr Leu Leu Arg Cys Arg Asn Glu Lys Lys Arg His Arg 
225 230 235 240 
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Ala val Arg Val lie Phe Thr lie Met lie val Tyr Phe Leu Phe Trp 

245 250 255 

Thr Pro Tyr Asn lie Val lie Leu Leu Asn Thr Phe Gin Glu Phe Phe 
260 265 270 

Gly Leu Ser Asn Cys Glu Ser Thr Ser Gin Leu Asp Gin Ala Thr Gin 
275 280 285 

Val Thr Glu Thr Leu Gly Met Thr His Cys Cys lie Asn Pro lie He 
290 295 300 

Tyr Ala Phe Val Gly Glu Lys Phe Arg Arg Tyr Leu Ser val Phe Phe 
305 310 315 320 

Arg Lys His lie Thr Lys Arg Phe Cys Lys Gin Cys Pro Val Phe Tyr 
325 330 335 

Arg Glu Thr val Asp Gly val Thr Ser Thr Asn Thr Pro Ser Thr Gly 
340 345 350 

Glu Gin Glu val Ser Ala Gly Leu 
355 360 

<210> 127 
<211> 42 
<212> PRT 
<213> Homo sapiens 

<400> 127 

Met Leu Ser Thr Ser Arg Ser Arg Phe lie Arg Asn Thr Asn Glu Ser 
15 10 15 

Gly Glu Glu val Thr Thr Phe Phe Asp Tyr Asp Tyr Gly Ala Pro Cys 
20 25 30 

His Lys Phe Asp Val Lys Gin lie Gly Ala 
35 40 

<210> 128 
<211> 14 
<212> PRT 
<213> Homo sapiens 

<400> 128 

Ser Ala Ala Asn Glu Trp Val Phe Gly Asn Ala Met Cys Lys 
15 10 

<210> 129 
<211> 28 
<212> PRT 
<213> Homo sapiens 
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<400> 129 

Thr Lys Cys Gin Lys Glu Asp Ser val Tyr val Cys Gly Pro Tyr Phe 
15 10 15 

Pro Arg Gly Trp Asn Asn Phe His Thr lie Met Arg 
20 25 

<210> 130 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 130 

Gin Glu Phe Phe Gly Leu Ser Asn Cys Glu ser Thr Ser Gin Leu Asp 
15 10 15 

Gin 

<210> 131 
<211> 352 
<212> PRT 
<213> Homo sapiens 

<400> 131 

Met Asp Tyr Gin val Ser Ser pro lie Tyr Asp lie Asn Tyr Tyr Thr 
15 10 15 

Ser Glu Pro Cys Gin Lys lie Asn val Lys Gin lie Ala Ala Arg Leu 
20 25 30 

Leu Pro Pro Leu Tyr Ser Leu Val Phe lie Phe Gly Phe Val Gly Asn 
35 40 45 

Met Leu val lie Leu lie Leu lie Asn Cys Lys Arg Leu Lys Ser Met 
50 55 60 

Thr Asp lie Tyr Leu Leu Asn Leu Ala lie Ser Asp Leu Phe Phe Leu 
65 70 75 80 

Leu Thr val Pro Phe Trp Ala His Tyr Ala Ala Ala Gin Trp Asp Phe 
85 90 95 

Gly Asn Thr Met Cys Gin Leu Leu Thr Gly Leu Tyr Phe lie Gly Phe 
100 105 110 

Phe Ser Gly lie Phe Phe lie lie Leu Leu Thr lie Asp Arg Tyr Leu 
115 120 125 

Ala val val His Ala val Phe Ala Leu Lys Ala Arg Thr val Thr Phe 
130 135 140 
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Gly Val Val Thr ser val lie Thr Trp Val val Ala val Phe Ala ser 
145 150 155 160 

Leu Pro Gly lie lie Phe Thr Arg Ser Gin Lys Glu Gly Leu His Tyr 
165 170 175 

Thr Cys Ser Ser His Phe Pro Tyr Ser Gin Tyr Gin Phe Trp Lys Asn 
180 185 190 

Phe Gin Thr Leu Lys lie val lie Leu Gly Leu val Leu Pro Leu Leu 
195 200 205 

val Met Val lie Cys Tyr ser Gly lie Leu Lys Thr Leu Leu Arg Cys 
210 215 220 

Arg Asn Glu Lys Lys Arg His Arg Ala Val Arg Leu lie Phe Thr lie 
225 230 235 240 

Met lie val Tyr Phe Leu Phe Trp Ala Pro Tyr Asn He val Leu Leu 
245 250 255 

Leu Asn Thr Phe Gin Glu Phe Phe Gly Leu Asn Asn Cys ser Ser ser 
260 265 270 

Asn Arg Leu Asp Gin Ala Met Gin val Thr Glu Thr Leu Gly Met Thr 
275 280 285 

His Cys Cys lie Asn Pro lie lie Tyr Ala Phe val Gly Glu Lys Phe 
290 295 300 

Arg Asn Tyr Leu Leu val Phe Phe Gin Lys His lie Ala Lys Arg Phe 
305 310 315 320 

Cys Lys Cys Cys Ser lie Phe Gin Gin Glu Ala Pro Glu Arg Ala Ser 
325 330 335 

Ser Val Tyr Thr Arg Ser Thr Gly Glu Gin Glu lie Ser Val Gly Leu 
340 345 350 

<210> 132 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 132 
cgagagggcc tttgggatcc aactgctgcc 

<210> 133 
<211> 30 
<212> DNA 
<213> Homo sapiens 
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<400> 133 
ggcagcagtt ggatcccaaa ggccctctcg 

<210> 134 
<211> 24 
<212> DNA 
<213> Homo sapiens 

<400> 134 
gcaaattggg atccaactcc tgcc 

<210> 135 

<400> 135 
000 

<210> 136 
<211> 24 
<212> DNA 
<213> Homo 

<400> 136 
gcaaattggg 

<210> 137 
<211> 24 
<212> DNA 
<213> Homo 

<400> 137 
ggcagcagtt < 

<210> 138 
<211> 26 
<212> DNA 
<213> Homo 

<400> 138 
ctcttgtgcc ; 

<210> 139 
<211> 35 
<212> DNA 
<213> , Homo 

<400> 139 
gatcgaagct 

<210> 140 
<211> 43 
<212> DNA 
<213> Homo 

<400> 140 
gactatactt ; 

<210> 141 
<211> 29 
<212> DNA 
<213> Homo sapiens 52/77 
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<400> 141 
cgccaagctt cattataaac cagccgaga 

<210> 142 
<211> 31 
<212> DNA 
<213> Homo sapiens 

<400> 142 
acgcgtcgac gaaactccaa acaccacaga g 

<210> 143 
<211> 40 
<212> DNA 
<213> Homo sapiens 

<400> 143 
gttcaggaga atgacaatga aaacagaaat aagtatagtc 

<210> 144 
<211> 39 
<212> DNA 
<213> Homo sapiens 

<400> 144 
cattctcctg aacaccttcc aagacttcct gttcaccca 

<210> 145 
<211> 29 
<212> DNA 
<213> Homo sapiens 

<400> 145 
gccaagcttc cagtgtgatg gatatctga 

<210> 146 
<211> 40 
<212> DNA 
<213> Homo sapiens 

<400> 146 
tgggtgaaca ggaagtcttg gaaggtgttc aggagaatga 

<210> 147 
<211> 23 
<212> DNA 
<213> Homo sapiens 

<400> 147 
caggtgcagc tggtggagtc tgg 

<210> 148 
<211> 25 
<212> DNA 
<213> Homo sapiens 

<400> 148 
gaagagacgg tgaccattgt ccctt 
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<210> 149 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 149 
gaaattgtgc tgactcagtc tccagac 27 

<210> 150 
<211> 24 
<212> DNA 
<213> Homo sapiens 

<400> 150 
gtttgatctc caccttggtc cctc 24 

<210> 151 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 151 
ggcagtggat ctgggacaga tttcacc 27 

<210> 152 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 152 
ggtgaaatct gtcccagatc cactgcc 27 

<210> 153 
<211> 88 
<212> DNA 
<213> Homo sapiens 

<400> 153 
ttatgctggg cccagctctg tcccacaccg cggtcacatg gcaccacctc tcttgcagct 60 

tccaccaaag gcccatccgt cttccccc 88 

<210> 154 
<211> 39 
<212> DNA 
<213> Homo sapiens 

<400> 154 
tcatattctc tagatcattt acccagagac agggagagg 39 

<210> 155 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 155 
cagcgtggtg acagtgccct ccagcag 27 

<210> 156 
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<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 156 
ctgctggagg gcactgtcac cacgctg 27 

<210> 157 
<211> 12754 
<212> DNA 
<213> Homo sapiens 

<400> 157 
ccccacctgt aggtttggca agctagctta agtaacgcca ttttgcaagg catggaaaat 60 

acataactga gaatagagaa gttcagatca aggttaggaa ggggtggaca tccaaaccgt 120 

tcgatcgaat tcattgcggt aaaacgttcc gtacctttta tgtattgact cttatctctt 180 

caagtctagt tccaatcctt cagagagaca gcagaatatg ggccaaacag gatatctgtg 240 

gtaagcagtt cctgccccgg ctcagggcca agaacagatg gtccccagat gcggtcccgc 300 

gtctctctgt cgtcttatac ccggtttgtc ctatagacac cattcgtcaa ggacggggcc 360 

gagtcccggt tcttgtctac caggggtcta cgccagggcg cctcagcagt ttctagagaa 420 

ccatcagatg tttccagggt gccccaagga cctgaaaatg accctgtgcc ttatttgaac 480 

taaccaatca gttcgcttct ggagtcgtca aagatctctt ggtagtctac aaaggtccca 540 

cggggttcct ggacttttac tgggacacgg aataaacttg attggttagt caagcgaaga 600 

cgcttctgtt cgcgcgcttc tgctccccga gctcaataaa agagcccaca acccctcact 660 

cggcgcgcca gtcctccgat agactgcgtc gcccgggtac gcgaagacaa gcgcgcgaag 720 

acgaggggct cgagttattt tctcgggtgt tggggagtga gccgcgcggt caggaggcta 780 

tctgacgcag cgggcccatg cccccccccc cccgtattcc caataaagcc tcttgctgtt 840 

tgcatccgaa tcgtggactc gctgatcctt gggagggtct cctcagattg attgactgcc 900 

gggggggggg gggcataagg gttatttcgg agaacgacaa acgtaggctt agcacctgag 960 

cgactaggaa ccctcccaga ggagtctaac taactgacgg cacctcgggg gtctttcatt 1020 

tggaggttcc accgagattt ggagacccct gcctagggac caccgacccc cccgccggga 1080 

ggtaagctgg ccagcggtcg gtggagcccc cagaaagtaa acctccaagg tggctctaaa 1140 

cctctgggga cggatccctg gtggctgggg gggcggccct ccattcgacc ggtcgccagc 1200 

tttcgtgtct gtctctgtct ttgtgcgtgt ttgtgccggc atctaatgtt tgcgcctgcg 1260 

tctgtactag ttagctaact agctctgtat ctggcggacc aaagcacaga cagagacaga 1320 

aacacgcaca aacacggccg tagattacaa acgcggacgc agacatgatc aatcgattga 1380 

tcgagacata gaccgcctgg cgtggtggaa ctgacgagtt ctgaacaccc ggccgcaacc 1440 

ctgggagacg tcccagggac tttgggggcc gtttttgtgg cccgacctga ggaagggagt 1500 

gcaccacctt gactgctcaa gacttgtggg ccggcgttgg gaccctctgc agggtccctg 1560 

aaacccccgg caaaaacacc gggctggact ccttccctca cgatgtggaa tccgaccccg 1620 
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tcaggatatg tggttctggt aggagacgag aacctaaaac agttcccgcc tccgtctgaa 1680 

tttttgcttt cggtttggaa gctacacctt aggctggggc agtcctatac accaagacca 1740 

tcctctgctc ttggattttg tcaagggcgg aggcagactt aaaaacgaaa gccaaacctt 1800 

ccgaagccgc gcgtcttgtc tgctgcagcg ctgcagcatc gttctgtgtt gtctctgtct 1860 

gactgtgttt ctgtatttgt ctgaaaatta gggccagact ggcttcggcg cgcagaacag 1920 

acgacgtcgc gacgtcgtag caagacacaa cagagacaga ctgacacaaa gacataaaca 1980 

gacttttaat cccggtctga gttaccactc ccttaagttt gaccttaggt cactggaaag 2040 

atgtcgagcg gatcgctcac aaccagtcgg tagatgtcaa gaagagacgt tgggttacct 2100 

caatggtgag ggaattcaaa ctggaatcca gtgacctttc tacagctcgc ctagcgagtg 2160 

ttggtcagcc atctacagtt cttctctgca acccaatgga tctgctctgc agaatggcca 2220 

acctttaacg tcggatggcc gcgagacggc acctttaacc gagacctcat cacccaggtt 2280 

aagatcaagg tcttttcacc agacgagacg tcttaccggt tggaaattgc agcctaccgg 2340 

cgctctgccg tggaaattgg ctctggagta gtgggtccaa ttctagttcc agaaaagtgg 2400 

tggcccgcat ggacacccag accaggtccc ctacatcgtg acctgggaag ccttggcttt 2460 

tgacccccct ccctgggtca agccctttgt acaccctaag accgggcgta cctgtgggtc 2520 

tggtccaggg gatgtagcac tggacccttc ggaaccgaaa actgggggga gggacccagt 2580 

tcgggaaaca tgtgggattc cctccgcctc ctcttcctcc atccgccccg tctctccccc 2640 

ttgaacctcc tcgttcgacc ccgcctcgat cctcccttta tccagccctc actccttctc 2700 

ggaggcggag gagaaggagg taggcggggc agagaggggg aacttggagg agcaagctgg 2760 

ggcggagcta ggagggaaat aggtcgggag tgaggaagag taggcgccga gatctctcga 2820 

ggttaaactt aagctatgga cagcaaaggt tcgtcgcaga aagggtcccg cctgctcctg 2880 

ctgctggtgg tgtcaaatct atccgcggct ctagagagct ccaatttgaa ttcgatacct 2940 

gtcgtttcca agcagcgtct ttcccagggc ggacgaggac gacgaccacc acagtttaga 3000 

actcttgtgc cagggtgtgg tctccgatta caaagatgat gatgatagcg ctgaagacaa 3060 

taatatgtta cctcagttca tccacggcat actatcaaca tgagaacacg gtcccacacc 3120 

agaggctaat gtttctacta ctactatcgc gacttctgtt attatacaat ggagtcaagt 3180 

aggtgccgta tgatagttgt tctcattctc tatttacacg aagtatccaa gagcttgatg 3240 

aaggggccac cacaccgtat gactacgatg atggtgagcc ttgtcataaa accagtgtga 3300 

agagtaagag ataaatgtgc ttcataggtt ctcgaactac ttccccggtg gtgtggcata 3360 

ctgatgctac taccactcgg aacagtattt tggtcacact agcaaattgg agcttggatc 3420 

ctgcctccgc tctactcgct ggtgttcatc tttggttttg tgggcaacat gctggtcgtc 3480 

ctcatcttaa taaactgcaa tcgtttaacc tcgaacctag gacggaggcg agatgagcga 3540 

ccacaagtag aaaccaaaac acccgttgta cgaccagcag 
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aaagctgaag tgcttgactg acatttacct gctcaacctg gccatctctg atctgctttt 3660 

tcttattact ctcccattgt gggctcactc tgctgcaaat tttcgacttc acgaactgac 3720 

tgtaaatgga cgagttggac cggtagagac tagacgaaaa agaataatga gagggtaaca 3780 

cccgagtgag acgacgttta gagtgggtct ttgggaatgc aatgtgcaaa ttattcacag 3840 

ggctgtatca catcggttat tttggcggaa tcttcttcat catcctcctg acaatcgata 3900 

ctcacccaga aacccttacg ttacacgttt aataagtgtc ccgacatagt gtagccaata 3960 

aaaccgcctt agaagaagta gtaggaggac tgttagctat gatacctggc tattgtccat 4020 

gctgtgtttg ctttaaaagc caggacggtc acctttgggg tggtgacaag tgtgatcacc 4080 

tggttggtgg ctgtgtttgc ctatggaccg ataacaggta cgacacaaac gaaattttcg 4140 

gtcctgccag tggaaacccc accactgttc acactagtgg accaaccacc gacacaaacg 4200 

ttctgtccca ggaatcatct ttactaaatg ccagaaagaa gattctgttt atgtctgtgg 4260 

cccttatttt ccacgaggat ggaataattt ccacacaata aagacagggt ccttagtaga 4320 

aatgatttac ggtctttctt ctaagacaaa tacagacacc gggaataaaa ggtgctccta 4380 

ccttattaaa ggtgtgttat atgaggaaca ttttggggct ggtcctgccg ctgctcatca 4440 

tggtcatctg ctactcggga atcctgaaaa ccctgcttcg gtgtcgaaac gagaagaaga 4500 

tactccttgt aaaaccccga ccaggacggc gacgagtagt accagtagac gatgagccct 4560 

taggactttt gggacgaagc cacagctttg ctcttcttct ggcatagggc agtgagagtc 4620 

atcttcacca tcatgattgt ttactttctc ttctggactc cctataatat tgtcattctc 4680 

ctgaacacct tccaggaatt ccgtatcccg tcactctcag tagaagtggt agtactaaca 4740 

aatgaaagag aagacctgag ggatattata acagtaagag gacttgtgga aggtccttaa 4800 

cttcggcctg agtaactgtg aaagcaccag tcaactggac caagccacgc aggtgacaga 4860 

gactcttggg atgactcact gctgcatcaa tcccatcatc gaagccggac tcattgacac 4920 

tttcgtggtc agttgacctg gttcggtgcg tccactgtct ctgagaaccc tactgagtga 4980 

cgacgtagtt agggtagtag tatgccttcg ttggggagaa gttcagaagg tatctctcgg 5040 

tgttcttccg aaagcacatc accaagcgct tctgcaaaca atgtccagtt ttctacaggg 5100 

atacggaagc aacccctctt caagtcttcc atagagagcc acaagaaggc tttcgtgtag 5160 

tggttcgcga agacgtttgt tacaggtcaa aagatgtccc agacagtgga tggagtgact 5220 

tcaacaaaca cgccttccac tggggagcag gaagtctcgg ctggtttata atgactcgag 5280 

ctctctagag ggcccgtttg tctgtcacct acctcactga agttgtttgt gcggaaggtg 5340 

acccctcgtc cttcagagcc gaccaaatat tactgagctc gagagatctc ccgggcaaac 5400 

acctgcagcc aagcttatcg ataaaataaa agattttatt tagtctccag aaaaaggggg 5460 

gaatgaaaga ccccacctgt aggtttggca agctagctta tggacgtcgg ttcgaatagc 5520 

tattttattt tctaaaataa atcagaggtc tttttccccc cttactttct ggggtggaca 5580 

tccaaaccgt tcgatcgaat agtaacgcca ttttgcaagg 
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5700 

5760 

5820 

5880 

5940 

6000 

6060 

6120 

6180 

6240 

6300 

6360 

6420 

6480 

6540 

6600 

6660 

6720 

6780 

6840 

6900 

6960 

7020 

7080 

7140 

7200 

7260 

7320 

7380 

7440 

7500 

7560 

7620 

gaatagagaa gttcagatca 

tcattgcggt aaaacgttcc 

tccaatcctt gtctctctgt 

cctgccccgg ctcagggcca 

ttctagagaa ccatcagatg 

tcttgtctac caggggtcta 

tttccagggt gccccaagga 

gttcgcttct cgcttctgtt 

ggacttttac tgggacacgg 

gcgcgcgaag acgaggggct 

gtcctccgat agactgcgtc 

cgagttattt tctcgggtgt 

cgggcccatg ggcacatagg 

tgttccttgg gagggtctcc 

gtaacagttt cttgaagttg 

agactcacta actgatgggc 

gagaacaaca ttctgagggt 

gttttgaatc cacatactcc 

tcctcagctt ataattcatt 

ttatgaggac tttatcaagt 

tgttatccgc tcacaattcc 

aatacctgtc gcgtctttct 

tgtgttgtat gctcggcctt 

actcacatta attgcgttgc 

gctgcattaa tgaatcggcc 

cgagtgacgg gcgaaaggtc 

aacgcgcggg gagaggcggt 

cgctgcgctc ggtcgttcgg 

aacgcataac ccgcgagaag 

gacgccgctc gccatagtcg 

gataacgcag gaaagaacat 

agtgagtttc cgccattatg 

cactcgtttt ccggtcgttt 

32985_ST25 

aggttaggaa cagagagaca 

gtacctttta tgtattgact 

cgtcttatac ccggtttgtc 

agaacagatg gtccccagat 

ctatagacac cattcgtcaa 

cgccagggcg ggagtcgtca 

cctgaaaatg accctgtgcc 

cgcgcgcttc tgctccccga 

aataaacttg attggttagt 

gctcaataaa agagcccaca 

gcccgggtac ccgtgtatcc 

tggggagtga gccgcgcggt 

ttatttggga gaacgtcaac 

tctgagtgat tgactacccg 

gtaggctgaa caccagagcg 

agtcgccccc agaaagtacc 

aggagtcgaa tattaagtaa 

aatactcctg aaatagttca 

aggactgagt taatcggtga 

ttatggacag cgcagaaaga 

acacaacata cgagccggaa 

cgacccctct taacacttta 

cgtatttcac atttcggacc 

gctcactgcc cgctttccag 

ccacggatta ctcactcgat 

agccctttgg acagcacggt 

ttgcgtattg ggcgctcttc 

ctgcggcgag 
/ 

cggtatcagc 

gcgaaggagc gagtgactga 

tcactcaaag gcggtaatac 

gtgagcaaaa ggccagcaaa 

ccaataggtg tcttagtccc 

tccggtcctt ggcatttttc 
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l.txt 

gcagaatatg ggccaaacag 

cttatctctt caagtctagt 

gatatctgtg gtaagcagtt 

gcggtcccgc cctcagcagt 

ggacggggcc gagtcccggt 

aagatctctt ggtagtctac 

ttatttgaac taaccaatca 

aaaggtccca cggggttcct 

caagcgaaga gcgaagacaa 

acccctcact cggcgcgcca 

aataaaccct cttgcagttg 

caggaggcta tctgacgcag 

catccgactt gtggtctcgc 

tcagcggggg tctttcatgg 

acaaggaacc ctcccagagg 

cattgtcaaa gaacttcaac 

tcctgactca attagccact 

ctcttgttgt aagactccca 

caaaacttag gtgtatgagg 

gctggggaga attgtgaaat 

gcataaagtg taaagcctgg 

acaataggcg agtgttaagg 

ggtgcctaat gagtgagcta 

tcgggaaacc tgtcgtgcca 

tgagtgtaat taacgcaacg 

cgacgtaatt acttagccgg 

cgcttcctcg ctcactgact 

ttgcgcgccc ctctccgcca 

gcgacgcgag ccagcaagcc 

ggttatccac agaatcaggg 

aggccaggaa ccgtaaaaag 

ctattgcgtc ctttcttgta 

gccgcgttgc tggcgttttt 
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ccataggctc cgcccccctg acgagcatca caaaaatcga cgctcaagtc agaggtggcg 7680 

aaacccgaca ggactataaa cggcgcaacg accgcaaaaa ggtatccgag gcggggggac 7740 

tgctcgtagt gtttttagct gcgagttcag tctccaccgc tttgggctgt cctgatattt 7800 

gataccaggc gtttccccct ggaagctccc tcgtgcgctc tcctgttccg accctgccgc 7860 

ttaccggata cctgtccgcc tttctccctt cgggaagcgt ctatggtccg caaaggggga 7920 

ccttcgaggg agcacgcgag aggacaaggc tgggacggcg aatggcctat ggacaggcgg 7980 

aaagagggaa gcccttcgca ggcgctttct catagctcac gctgtaggta tctcagttcg 8040 

gtgtaggtcg ttcgctccaa gctgggctgt gtgcacgaac cccccgttca gcccgaccgc 8100 

ccgcgaaaga gtatcgagtg cgacatccat agagtcaagc cacatccagc aagcgaggtt 8160 

cgacccgaca cacgtgcttg gggggcaagt cgggctggcg tgcgccttat ccggtaacta 8220 

tcgtcttgag tccaacccgg taagacacga cttatcgcca ctggcagcag ccactggtaa 8280 

caggattagc agagcgaggt acgcggaata ggccattgat agcagaactc aggttgggcc 8340 

attctgtgct gaatagcggt gaccgtcgtc ggtgaccatt gtcctaatcg tctcgctcca 8400 

atgtaggcgg tgctacagag ttcttgaagt ggtggcctaa ctacggctac actagaagga 8460 

cagtatttgg tatctgcgct ctgctgaagc cagttacctt tacatccgcc acgatgtctc 8520 

aagaacttca ccaccggatt gatgccgatg tgatcttcct gtcataaacc atagacgcga 8580 

gacgacttcg gtcaatggaa cggaaaaaga gttggtagct cttgatccgg caaacaaacc 8640 

accgctggta gcggtggttt ttttgtttgc aagcagcaga ttacgcgcag aaaaaaagga 8700 

gcctttttct caaccatcga gaactaggcc gtttgtttgg tggcgaccat cgccaccaaa 8760 

aaaacaaacg ttcgtcgtct aatgcgcgtc tttttttcct tctcaagaag atcctttgat 8820 

cttttctacg gggtctgacg ctcagtggaa cgaaaactca cgttaaggga ttttggtcat 8880 

gagattatca aaaaggatct agagttcttc taggaaacta gaaaagatgc cccagactgc 8940 

gagtcacctt gcttttgagt gcaattccct aaaaccagta ctctaatagt ttttcctaga 9000 

tcacctagat ccttttaaat taaaaatgaa gttttaaatc aatctaaagt atatatgagt 9060 

aaacttggtc tgacagttac caatgcttaa tcagtgaggc agtggatcta ggaaaattta 9120 

atttttactt caaaatttag ttagatttca tatatactca tttgaaccag actgtcaatg 9180 

gttacgaatt agtcactccg acctatctca gcgatctgtc tatttcgttc atccatagtt 9240 

gcctgactcc ccgtcgtgta gataactacg atacgggagg gcttaccatc tggccccagt 9300 

tggatagagt cgctagacag ataaagcaag taggtatcaa cggactgagg ggcagcacat 9360 

ctattgatgc tatgccctcc cgaatggtag accggggtca gctgcaatga taccgcgaga 9420 

cccacgctca ccggctccag atttatcagc aataaaccag ccagccggaa gggccgagcg 9480 

cagaagtggt cctgcaactt cgacgttact atggcgctct gggtgcgagt ggccgaggtc 9540 

taaatagtcg ttatttggtc ggtcggcctt cccggctcgc gtcttcacca ggacgttgaa 9600 

tatccgcctc catccagtct attaattgtt gccgggaagc tagagtaagt agttcgccag 9660 
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ttaatagttt gcgcaacgtt gttgccattg ctacaggcat ataggcggag gtaggtcaga 9720 

taattaacaa cggcccttcg atctcattca tcaagcggtc aattatcaaa cgcgttgcaa 9780 

caacggtaac gatgtccgta cgtggtgtca cgctcgtcgt ttggtatggc ttcattcagc 9840 

tccggttccc aacgatcaag gcgagttaca tgatccccca tgttgtgcaa aaaagcggtt 9900 

gcaccacagt gcgagcagca aaccataccg aagtaagtcg aggccaaggg ttgctagttc 9960 

cgctcaatgt actagggggt acaacacgtt ttttcgccaa agctccttcg gtcctccgat 10020 

cgttgtcaga agtaagttgg ccgcagtgtt atcactcatg gttatggcag cactgcataa 10080 

ttctcttact gtcatgccat tcgaggaagc caggaggcta gcaacagtct tcattcaacc 10140 

ggcgtcacaa tagtgagtac caataccgtc gtgacgtatt aagagaatga cagtacggta 10200 

ccgtaagatg cttttctgtg actggtgagt actcaaccaa gtcattctga gaatagtgta 10260 

tgcggcgacc gagttgctct tgcccggcgt caatacggga ggcattctac gaaaagacac 10320 

tgaccactca tgagttggtt cagtaagact cttatcacat acgccgctgg ctcaacgaga 10380 

acgggccgca gttatgccct taataccgcg ccacatagca gaactttaaa agtgctcatc 10440 

attggaaaac gttcttcggg gcgaaaactc tcaaggatct taccgctgtt gagatccagt 10500 

attatggcgc ggtgtatcgt cttgaaattt tcacgagtag taaccttttg caagaagccc 10560 

cgcttttgag agttcctaga atggcgacaa ctctaggtca tcgatgtaac ccactcgtgc 10620 

acccaactga tcttcagcat cttttacttt caccagcgtt tctgggtgag caaaaacagg 10680 

aaggcaaaat gccgcaaaaa agctacattg ggtgagcacg tgggttgact agaagtcgta 10740 

gaaaatgaaa gtggtcgcaa agacccactc gtttttgtcc ttccgtttta cggcgttttt 10800 

agggaataag ggcgacacgg aaatgttgaa tactcatact cttccttttt caatattatt 10860 

gaagcattta tcagggttat tgtctcatga gcggatacat tcccttattc ccgctgtgcc 10920 

tttacaactt atgagtatga gaaggaaaaa gttataataa cttcgtaaat agtcccaata 10980 

acagagtact cgcctatgta atttgaatgt atttagaaaa ataaacaaat aggggttccg 11040 

cgcacatttc cccgaaaagt gccacctgac gtctaagaaa ccattattat catgacatta 11100 

taaacttaca taaatctttt tatttgttta tccccaaggc gcgtgtaaag gggcttttca 11160 

cggtggactg cagattcttt ggtaataata gtactgtaat acctataaaa ataggcgtat 11220 

cacgaggccc tttcgtctcg cgcgtttcgg tgatgacggt gaaaacctct gacacatgca 11280 

gctcccggag acggtcacag tggatatttt tatccgcata gtgctccggg aaagcagagc 11340 

gcgcaaagcc actactgcca cttttggaga ctgtgtacgt cgagggcctc tgccagtgtc 11400 

cttgtctgta agcggatgcc gggagcagac aagcccgtca gggcgcgtca gcgggtgttg 11460 

gcgggtgtcg gggctggctt aactatgcgg catcagagca gaacagacat tcgcctacgg 11520 

ccctcgtctg ttcgggcagt cccgcgcagt cgcccacaac cgcccacagc cccgaccgaa 11580 

ttgatacgcc gtagtctcgt gattgtactg agagtgcacc 
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cacagatgcg taaggagaaa ataccgcatc aggcgccatt cgccattcag gctgcgcaac 11700 

ctaacatgac tctcacgtgg tatacgccac actttatggc gtgtctacgc attcctcttt 11760 

tatggcgtag tccgcggtaa gcggtaagtc cgacgcgttg tgttgggaag ggcgatcggt 11820 

gcgggcctct tcgctattac gccagctggc gaaaggggga tgtgctgcaa ggcgattaag 11880 

ttgggtaacg ccagggtttt acaacccttc ccgctagcca cgcccggaga agcgataatg 11940 

cggtcgaccg ctttccccct acacgacgtt ccgctaattc aacccattgc ggtcccaaaa 12000 

cccagtcacg acgttgtaaa acgacggcgc aaggaatggt gcatgcaagg agatggcgcc 12060 

caacagtccc ccggccacgg ggcctgccac catacccacg gggtcagtgc tgcaacattt 12120 

tgctgccgcg ttccttacca cgtacgttcc tctaccgcgg gttgtcaggg ggccggtgcc 12180 

ccggacggtg gtatgggtgc ccgaaacaag cgctcatgag cccgaagtgg cgagcccgat 12240 

cttccccatc ggtgatgtcg gcgatatagg cgccagcaac cgcacctgtg gcgccggtga 12300 

ggctttgttc gcgagtactc gggcttcacc gctcgggcta gaaggggtag ccactacagc 12360 

cgctatatcc gcggtcgttg gcgtggacac cgcggccact tgccggccac gatgcgtccg 12420 

gcgtagaggc gattagtcca atttgttaaa gacaggatat cagtggtcca ggctctagtt 12480 

ttgactcaac aatatcacca acggccggtg ctacgcaggc cgcatctccg ctaatcaggt 12540 

taaacaattt ctgtcctata gtcaccaggt ccgagatcaa aactgagttg ttatagtggt 12600 

gctgaagcct atagagtacg agccatagat aaaataaaag attttattta gtctccagaa 12660 

aaagggggga tgaaagacga cttcggatat ctcatgctcg gtatctattt tattttctaa 12720 

aataaatcag aggtcttttt cccccctact ttct 12754 

<210> 158 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 158 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

Ser val Lys val ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly lie lie Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys 
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90 95 

Ala Arg Glu Tyr Asn Trp Asn Tyr Ala Phe Asp lie Trp Gly Gin Gly 
100 105 110 

Thr Met val Thr Val Ser Ser 
115 

<210> 159 
<211> 112 
<212> PRT 
<213> Homo sapiens 

<400> 159 

Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro val Thr Leu Gly 
15 10 15 

Gin Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val Tyr Ser 
20 25 30 

Asp Gly Asn Thr Tyr Leu Asn Trp Phe Gin Gin Arg pro Gly Gin Ser 
35 40 45 

Pro Arg Arg Leu lie Tyr Lys Val Ser Asn Trp Asp Ser Gly val Pro 
50 55 60 

Asp Arg Phe Ser Gly ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Tyr cys Met Gin Gly 
85 90 95 

Thr His Trp Pro lie Thr Phe Gly Gin Gly Thr Arg Leu Glu lie Lys 
100 105 110 

<210> 160 
<211> 118 
<212> PRT 
<213> Homo sapiens 

<400> 160 

Gin val Gin Leu Val Glu Ser Gly Gly Gly val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ala Val lie Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val 
50 55 60 
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Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr cys 
85 90 95 

Ala Arg Tyr Asn Trp Asn Tyr Ala Phe Asp lie Trp Gly Gin Gly Thr 
100 105 110 

Met Val Thr Val Ser Ser 
115 

<210> 161 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 161 

Glu lie val Leu Thr Gin Ser Pro Asp Phe Gin ser Val Thr Pro Lys 
15 10 15 

Glu Lys val Thr lie Thr Cys Arg Ala ser Gin Ser lie Gly ser ser 
20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Asp Gin Ser Pro Lys Leu Leu lie 
35 40 45 

Lys Tyr Ala ser Gin Ser Phe Ser 
50 55 

Ser Gly Ser Gly Thr Asp Phe Thr 
65 70 

Glu Asp Ala Ala Thr Tyr Tyr Cys 
85 

Gly Val Pro Ser Arg Phe ser Gly 
60 

Leu Thr lie Asn ser Leu Glu Ala 
75 80 

His Gin Ser Ser Ser Leu Pro Leu 
90 95 

Thr Phe Gly Gly Gly Thr Lys val Glu He Lys 
100 105 

<210> 162 
<211> 117 
<212> PRT 
<213> Homo sapiens 

<400> 162 

Gin val Gin Leu Val Glu Ser Gly Gly Gly val Val Gin Pro Gly Arg 
1 5 10 15 

Ser Leu Arg Leu ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Gly 
20 25 30 
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Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Ala 
35 40 45 

val lie Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys 
50 55 60 

Gly Arg Phe Thr lie Ser Arg Asp Asn ser Lys Asn Thr Leu Tyr Leu 
65 70 75 80 

Gin Met Asn ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys Ala 
85 90 95 

Arg Tyr Asn Trp Asn Tyr Ala Phe Asp lie Trp Gly Gin Gly Thr Met 
100 105 110 

Val Thr val Ser Ser 
115 

<210> 163 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 163 

Asp lie Gin Met Thr Gin Ser Pro ser ser Leu Ser Ala Ser val Gly 
1 5 10 15 

Asp Arg val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Ser Ser Tyr 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Ala Ala ser Ser Leu Gin Ser Gly val Pro Ser Arg Phe ser Gly 
50 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Pro Tyr 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys 
100 105 

<210> 164 
<211> 118 
<212> PRT 
<213> Homo sapiens 

<400> 164 
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Gin val Gin Leu val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

ser val Lys val Ser cys Lys Ala Ser Gly Tyr Thr Phe Thr ser Tyr 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly lie lie Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr 
65 70 75 80 

Met Glu Leu Ser ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr cys 
85 90 95 

Ala Arg Tyr Asn Trp Asn Tyr Ala Phe Asp lie Trp Gly Gin Gly Thr 
100 105 110 

Met Val Thr val Ser ser 
115 

<210> 165 
<211> 113 
<212> PRT 
<213> Homo sapiens 

<400> 165 

Asp lie Val Met Thr Gin Ser Pro Asp Ser Leu Ala val ser Leu Gly 
15 10 15 

Glu Arg Ala Thr lie Asn Cys Lys ser ser Gin ser val Leu Tyr ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu lie Tyr Trp Ala Ser Thr Arg Glu ser Gly val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

lie Ser Ser Leu Gin Ala Glu Asp val Ala val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr pro Trp Thr Phe Gly Gin Gly Thr Lys val Glu lie 
100 105 110 
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Lys 

<210> 166 
<211> 1350 
<212> DNA 
<213> Homo sapiens 

<400> 166 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc agctactata tacattgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggaatg atcaatccta gtggtggtcg cacaagctac 180 

gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtctac 240 

atggacctga gcagcctgag atctgaggac acggccgtgt tttactgtgc gagagagaga 300 

tggtataagt ggaacttcga tgcttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcctcagctt ccaccaaggg cccatccgtc ttccccctgg cgccctgctc caggagcacc 420 

tccgagagca cagccgccct gggctgcctg gtcaaggact acttccccga accggtgacg 480 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag 540 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacg 600 

aagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagagagtt 660 

gagtccaaat atggtccccc atgcccatca tgcccagcac ctgagttcct ggggggacca 720 

tcagtcttcc tgttcccccc aaaacccaag gacactctca tgatctcccg gacccctgag 780 

gtcacgtgcg tggtggtgga cgtgagccag gaagaccccg aggtccagtt caactggtac 840 

gtggatggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gttcaacagc 900 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa cggcaaggag 960 

tacaagtgca aggtctccaa caaaggcctc ccgtcctcca tcgagaaaac catctccaaa 1020 

gccaaagggc agccccgaga gccacaggtg tacaccctgc ccccatccca ggaggagatg 1080 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctaccccag cgacatcgcc 1140 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg 1200 

gactccgacg gctccttctt cctctacagc aggctaaccg tggacaagag caggtggcag 1260 

gaggggaatg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacacag 1320 

aagagcctct ccctgtctct gggtaaatga 1350 

<210> 167 
<211> 366 
<212> DNA 
<213> Home > sapiens 

<400> 167 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc agctactata 
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cctggacaag ggcttgagtg gatgggaatg atcaatccta gtggtggtcg cacaagctac 180 

gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtctac 240 

atggacctga gcagcctgag atctgaggac acggccgtgt tttactgtgc gagagagaga 300 

tggtataagt ggaacttcga tgcttttgat atctggggcc aagggacaat ggtcaccgtc 360 

tcctca 366 

<210> 168 
<211> 15 
<212> DNA 
<213> Homo sapiens 

<400> 168 
agctactata tacat 15 

<210> 169 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<400> 169 
atgatcaatc ctagtggtgg tcgcacaagc tacgcacaga agttccaggg c 51 

<210> 170 
<211> 39 
<212> DNA 
<213> Homo sapiens 

<400> 170 
gagagatggt ataagtggaa cttcgatgct tttgatatc 39 

<210> 171 
<211> 90 
<212> DNA 
<213> Homo sapiens 

<400> 171 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc 90 

<210> 172 
<211> 42 
<212> DNA 
<213> Homo sapiens 

<400> 172 
tgggtgcgac aggcccctgg acaagggctt gagtggatgg ga 42 

<210> 173 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 173 
agagtcacca tgaccaggga cacgtccacg agcacagtct acatggacct gagcagcctg 60 

agatctgagg acacggccgt gttttactgt gcgaga 96 
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<210> 174 
<211> 33 
<212> DNA 
<213> Homo sapiens 

<400> 174 
tggggccaag ggacaatggt caccgtctcc tea 

<210> 175 
<211> 449 
<212> PRT 
<213> Homo sapiens 

<400> 175 

Gin Val Gin Leu Val Gin ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser cys Lys Ala ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Tyr lie His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Met lie Asn Pro Ser Gly Gly Pro Thr Ser Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr 
65 70 75 80 

Met Asp Leu ser Ser Leu Arg Ser Glu Asp Thr Ala val Phe Tyr Cys 
85 90 95 

Ala Arg Glu Arg Trp Tyr Lys Trp Asn Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met val Thr Val Ser ser Ala Ser Thr Lys Gly Pro 
115 120 125 

Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr 
130 135 140 

Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr 
145 150 155 160 

val Ser Trp Asn Ser Gly Ala Leu Thr ser Gly val His Thr Phe Pro 
165 170 175 

Ala val Leu Gin Ser Ser Gly Leu Tyr Ser Leu ser ser val Val Thr 
180 185 190 

Val Pro Ser ser Ser Leu Gly Thr Lys Thr Tyr Thr cys Asn val Asp 
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195 200 205 

His Lys Pro ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr 
210 215 220 

Gly Pro Pro cys Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro 
225 230 235 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
245 250 255 

Arg Thr Pro Glu Val Thr Cys val Val val Asp val ser Gin Glu Asp 
260 265 270 

Pro Glu val Gin Phe Asn Trp Tyr val Asp Gly val Glu Val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Tyr Arg val 
290 295 300 

val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro Ser Ser lie Glu Lys 
325 330 335 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 
340 345 350 

Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin val Ser Leu Thr 
355 360 365 

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu 
385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Arg Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Glu Gly Asn val Phe ser Cys Ser val Met His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu ser Leu Gly 
435 440 , 445 

Lys 
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<210> 176 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 176 

Gin val Gin Leu val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

Ser val Lys val ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Tyr lie His Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Met lie Asn Pro Ser Gly Gly Pro Thr Ser Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr 
65 70 75 80 

Met Asp Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Phe Tyr Cys 
85 90 95 

Ala Arg Glu Arg Trp Tyr Lys Trp Asn Phe Asp Ala Phe Asp lie Trp 
100 105 110 

Gly Gin Gly Thr Met Val Thr val ser ser 
115 120 

<210> 177 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 177 

Ser Tyr Tyr lie His 
1 5 

<210> 178 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 178 

Met lie Asn Pro Ser Gly Gly Pro Thr Ser Tyr Ala Gin Lys Phe Gin 
15 10 15 

Gl y 

<210> 179 
<211> 13 70/77 
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<212> PRT 
<213> Homo sapiens 

<400> 179 

Glu Arg Trp Tyr Lys Trp Asn Phe Asp Ala Phe Asp lie 
1 5 10 

<210> 180 
<211> 30 
<212> PRT 
<213> Homo sapiens 

<400> 180 

Gin val Gin Leu val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

Ser val Lys val ser Cys Lys Ala ser Gly Tyr Thr Phe Thr 
20 25 30 

<210> 181 
<211> 14 
<212> PRT 
<213> Homo sapiens 

<400> 181 

Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
15 10 

<210> 182 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 182 

Arg val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr Met Asp 
15 10 15 

Leu Ser ser Leu Arg ser Glu Asp Thr Ala val Phe Tyr cys Ala Arg 
20 25 30 

<210> 183 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<400> 183 

Trp Gly Gin Gly Thr Met val Thr Val Ser Ser 
1 5 10 

<210> 184 
<211> 663 
<212> DNA 
<213> Homo sapiens 

<400> 184 71/77 
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ctggctgtgt ctctgggcga gagggccacc 60 

atcaactgca agtccagcca gagtgtttta tacagctcca acaataagaa ctacttagct 120 

tggtaccaac agaaaccagg acagcctcct aagctgctca tttactgggc atctacacgg 180 

gaatccgggg tccctgaccg attcagtggc agcgggtctg ggacagattt cactctcacc 240 

atcagcagcc agcaggctga agatgtggca gtttattact gteagcaata ttacagtact 300 

cctcggacgt tcggccaagg gaccaaggtg gaaatcaaac gaactgtggc tgcaccatct 360 

gtcttcatct tcccgccatc tgatgagcag ttgaaatctg gaactgcctc tgttgtgtgc 420 

ctgctgaaga acttctatcc cagagaggcc aaagtacagt ggaaggtgga taacgccctc 480 

caatcgggta actcccagga gagtgtcaca gagcaggaca gcaaggacag cacctacagc 540 

ctcagcagca ccctgacgct gagcaaagca gactacgaga aacacaaagt ctacgcctgc 600 

gaagtcaccc atcagggcct gagctcgccc gtcacaaaga gcttcaacag gggagagtgt 660 

tag 663 

<210> 185 
<211> 339 
<212> DNA 
<213> Homo sapiens 

<400> 185 
gacatcgtga tgacccagtc tccagactcc ctggctgtgt ctctgggcga gagggccacc 60 

atcaactgca agtccagcca gagtgtttta tacagctcca acaataagaa ctacttagct 120 

tggtaccaac agaaaccagg acagcctcct aagctgctca tttactgggc atctacacgg 180 

gaatccgggg tccctgaccg attcagtggc agcgggtctg ggacagattt cactctcacc 240 

atcagcagcc agcaggctga agatgtggca gtttattact gtcagcaata ttacagtact 300 

cctcggacgt tcggccaagg gaccaaggtg gaaatcaaa 339 

<210> 186 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<400> 186 
aagtccagcc agagtgtttt atacagctcc aacaataaga actacttagc t 51 

<210> 187 
<211> 21 
<212> DNA 
<213> Homo • sapiens 

<400> 187 
tgggcatcta cacgggaatc c 21 

<210> 188 
<211> 27 
<212> DNA 
<213> Homo sapiens 
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cagcaatatt acagtactcc tcggacg 
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27 

<210> 189 
<211> 69 
<212> DNA 
<213> Homo sapiens 

<400> 189 
gacatcgtga tgacccagtc tccagactcc ctggctgtgt ctctgggcga gagggccacc 60 

atcaactgc 69 

<210> 190 
<211> 45 
<212> DNA 
<213> Homo sapiens 

<400> 190 
tggtaccaac agaaaccagg acagcctcct aagctgctca tttac 45 

<210> 191 
<211> 96 
<212> DNA 
<213> Homo sapiens 

<400> 191 
ggggtccctg accgattcag tggcagcggg tctgggacag atttcactct caccatcagc 60 

agccagcagg ctgaagatgt ggcagtttat tactgt 96 

<210> 192 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 192 
ttcggccaag ggaccaaggt ggaaatcaaa 30 

<210> 193 
<211> 220 
<212> PRT 
<213> Homo sapiens 

<400> 193 

Asp lie Val Met Thr Gin ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr lie Asn Cys Lys Ser Ser Gin Ser val Leu Tyr ser 
20 25 30 

Ser Asn Asn Lys 
35 

Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
40 45 

Pro Pro Lys Leu 
50 

Leu lie Tyr Trp Ala ser Thr Arg Glu Ser Gly val 
55 60 
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Pro Asp Arg Phe ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

lie Ser ser Gin Gin Ala Glu Asp val Ala val Tyr Tyr cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Arg Thr Phe Gly Gin Gly Thr Lys val Glu lie 
100 105 110 

Lys Arg Thr val Ala Ala Pro Ser val Phe He Phe Pro Pro Ser Asp 
115 120 125 

Glu Gin Leu Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn 
130 135 140 

Phe Tyr Pro Arg Glu Ala Lys val Gin Trp Lys val Asp Asn Ala Leu 
145 150 155 160 

Gin Ser Gly Asn ser Gin Glu Ser Val Thr Glu Gin Asp ser Lys Asp 
165 170 175 

ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr 
180 185 190 

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser 
195 200 205 

Ser Pro val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
210 215 220 

<210> 194 
<211> 113 
<212> PRT 
<213> Homo sapiens 

<400> 194 

Asp lie val Met Thr Gin Ser Pro Asp Ser Leu Ala val Ser Leu Gly 
1 5 10 15 

Glu Arg Ala Thr lie Asn Cys Lys Ser Ser Gin Ser val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu lie Tyr Trp Ala Ser Thr Arg Glu Ser Gly val 
50 55 60 

Pro Asp Arg phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 
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lie Ser Ser Gin Gin Ala Glu Asp val Ala val Tyr Tyr Cys Gin Gin 

85 90 95 

Tyr Tyr Ser Thr Pro Arg Thr Phe Gly Gin Gly Thr Lys val Glu lie 
100 105 110 

Lys 

<210> 195 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 195 

Lys ser Ser Gin Ser val Leu Tyr Ser Ser Asn Asn Lys Asn Tyr Leu 
15 10 15 

Ala 

<210> 196 
<211> 7 
<212> PRT 
<213> Homo sapiens 

<400> 196 

Trp Ala Ser Thr Arg Glu Ser 
1 5 

<210> 197 
<211> 9 
<212> PRT 
<213> Homo sapiens 

<400> 197 

Gin Gin Tyr Tyr ser Thr Pro Arg Thr 
1 5 

<210> 198 
<211> 23 
<212> PRT 
<213> Homo sapiens 

<400> 198 

Asp lie val Met Thr Gin ser Pro Asp ser Leu Ala Val ser Leu Gly 
1 5 10 15 

Glu Arg Ala Thr lie Asn Cys 
20 

<210> 199 
<211> 15 
<212> PRT 75/77 
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<213> Homo sapiens 

<400> 199 

Trp Tyr Gin Gin Lys Pro Gly Gin Pro Pro Lys Leu Leu lie Tyr 
15 10 15 

<210> 200 
<211> 32 
<212> PRT 
<213> Homo sapiens 

<400> 200 

Gly Val Pro Asp Arg phe Ser Gly Ser Gly ser Gly Thr Asp Phe Thr 
15 10 15 

Leu Thr lie Ser ser Gin Gin Ala Glu Asp Val Ala val Tyr Tyr Cys 
20 25 30 

<210> 201 
<211> 10 
<212> PRT 
<213> Homo sapiens 

<400> 201 

Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
1 5 10 

<210> 202 
<211> 13 
<212> PRT 
<213> Homo sapiens 

<220> 
<221> MISC_FEATURE 
<222> CD.- CD 
<223> X = E or D 

<220> 
<2 21> MISC_FEATUR E 
<222> C2)..C2) 
<223> X = Q, N, R, K or H 

<220> 
<221> MISC_FEATURE 
<222> C3)..C3) 
<223> X ~ A, G, W or Y 

<220> 
<221> MISC_FEATURE 
<222> C5) ..C5) 
<223> X = W, Y, K, R or H 

<220> 
<221> MISC_FEATURE 
<222> C6) . . C6) 
<223> X = K, R, H, W, Yt T or S 

<220> 
<221> MISC_FEATURE 76/77 
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<222> (7)..(7) 
<223> X = Y, W, N or Q 

<220> 
<221> MISC_FEATURE 
<222> (10)..(10) 
<223> X = A, G or V 

<400> 202 

Xaa xaa xaa Tyr xaa Xaa xaa phe Asp Xaa Phe Asp il 
15 10 

<210> 203 
<211> 13 
<212> PRT 
<213> Homo sapiens 

<220> 
<221> MISC_FEATURE 
<222> (l)-.(l) 
<223> X = D or E 

<220> 
<221> MISC_FEATURE 
<222> (2)..(2) 
<223> X = Q or R 

<220> 
<221> MISC_FEATURE 
<222> (3)..(3) 
<223> X = A or W 

<220> 
<221> MISC_FEATURE 
<222> (5)..(5) 
<223> X = W or K 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> X = W or K 

<220> 
<221> MISC_FEATURE 
<222> (7)..(7) 
<223> X = Y or N 

<220> 
<221> MISC_FEATURE 
<222> (10)..(10) 
<223> X = A or V 

<400> 203 

Xaa Xaa Xaa Tyr xaa xaa xaa Phe Asp xaa Phe Asp H 
1 5 10 
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