<110>
<120>
<130>
<160>
<170>
<210> 1
<211>
<212>
<213>

<400> 1
caggtgcagc

203
DNA

tcetgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gcgtactgga
tcttcagett
tccgagagea
gtgtcgtgga
tccteaggac
aagacctaca
-gagtccaaat
tcagtcttee
gtcacgtgcg
gtggatggcg
acgtaccgtg
tacaagtgca
gccaaagggc
accaagaacc
gtggagtggg
gactccgacg
gaggggaatg
aagagcctct

<210> 2
<211> 366

pfizer Inc
CCR2 antibodies
PC032985

1350

Homo sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagactgag
agtactttga
ccaccaaggg
cagccgcect
actcaggegc
tctactccect
CCtgcaant
atggtccccc
tgttccccec
tggtggtgga
tggaggtgca
tggtcagcgt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg

gctcettett

tcttctcatg

ccergterct

329855725

SEQUENCE LISTING

PatentIn version 3.5

tgagggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
tgcttttgat
ccecatcegte
gggctgectg
cctgaccage
cagcagcgtg
agatcacaag
atgcccatca
aaaacccaag
cgtgagccag
taatgccaag
ccteaccgte
caaaggcctc
gccacaggtg
gacctgectg
gcagceggag
cctctacage
cfccgtgatg
gggtaaatga

gtggtccagce
agttatggca
caaacatatg
tccagagaca
acggctgtgt
atctggggec
ttcccectgg
gtcaaggact
ggcgtgeaca
gtgaccgtgc
cccagcaaca
tgcccageac
gacactctca
gaagaccccg
acaaagccge
ctgcaccagg
ccgtecteca
tacaccctgce
gtcaaaggct
aacaactaca
aggctaaccyg

catgaggctc

1/77

Jtxt

ctgggaggtc
tgcactgggt
atggaagaaa
attccaagaa
attattgtgce
aagggacaat
cgcectgete
acttcecccga
ccttecegge
cctecageag
ccaaggtgga
ctgagttect
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccecatccca
tctaccccag
agaccacgcec
tggacaagag

tgcacaacca

cctgagactc
cecgecagget
taaatactat
aacgttgtat
gagagatcag
ggtcaccgtc
caggagcacc
accggtgacg
tgtcctacag
cttgggcacg
caagagagtt
ggggggacca
gaccectgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgec
tcccgtgetg
caggtggcag

ctacacacag

60
120
180
240
300
360
420
480
5401

- 600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1350



<212>
<213>

<400> 2
caggtgcagc

DNA

tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatrga
gcgtactgga

tcttca

<210> 3
<211> 15
<212> DNA
<213>

<400> 3
agttatggca

<210> 4

<211l> 51
<212> DNA
<213>

<400> 4
gttcaaacat

<210> 5

<211> 39
<212> DNA
<213>

<400> 5
gatcaggcgt

<210> 6
<211> 90
<212>
<213>

<400> o
caggtgcagce

tcetgrgeag
<210> 7

<211> 42
<212>
<213>

<400> 7

tgggtcegec

<210> 8

DNA R
Homo sapiens

DNA )
Homo sapiens

Homo sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaaggyccy
acagactgag

agtactttga

Homo sapiens

tgcac

Homo sapiens

atgatggaag

Homo sapiens

actggaagta

tggtggagtc
ccrctggatt

aggctecagg

tgggggagyc
caccttcagt
ggtggcagrt
attcaccatc
agctgaggac
tgctrttgat

aaataaatac

ctrtgatget

tgggggaggc

caccttcagt

caaggggctg

32985_5T2S

gtggtrccage
agttatggca
caaacatatg
tccagagaca
acggetgtgt
atctggggcec

LTXt

crgggaggtc
tgcactgggt
atggaagaaa
attccaagaa
attattgtgc

aagggacaat

cctgagactc
ccgcecaggct
taaatactat
aacgttgtat
gagagatcag

ggtcaccgte

tatgcagact ccgtgaaggg ¢

tttgatatc

gtggtccage ctgggaggtc cctgagactc

gagtgggtgy

2[77

ca

60
120
180
240
300
360
366

15

51

39

60
90

42



<211>
<212>
<213>

<400>

cgattcacca tctccagaga caattccaag aaaacgttgt atctgcaaat gaacagactg

96
DNA

Homo sapiens

8

32985_5T25. tXt

agagctgagg acacggctgt gtattattgt gcgaga

<210>
<211>
<212>
<213>

<400>

tggggccaag ggacaatggt caccgtctet tca

<210>
<211>
<212>
<213>

<400>

9
33
DNA

Homo sapiens

9

10
449
PRT

Homo sapiens

10

GIn val GlIn
1

ser

Gly

Ala

Lys

65 -

Leu

Ala

Gly

ser

Ala

145

val

Leu

Met

val

50

Gly

Gln

Arg

GIn

val

130

Ala

Ser

Arg

His

35

Gln

Arg

Met

ASp

Gly

phe

Leu

Trp

Leu

Leu

20

Trp

Thr

Phe

ASn

Gln

100

Thr

Pro

Gly

AsSn

val

5

Ser

val

Tyr

Thr

Arg

85

Ala

Met

Leu

Cys

Ser

Glu

cys

Arg

Asp

Ile

70

Leu

Tyr

val

Ala

Leu

150

Gly

Ser
Ala
Gln
Gly
55

Ser
Arg
Trp
Thr
Pro
135

val

Ala

Gly

Ala

Ala

40

Arg

Arg

Ala

Lys

val

120

Cys

Lys

Leu

Gly
ser
25

Pro
Asn
ASp
Glu
Tyr
105
ser
Ser

Asp

Thr

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Phe
ser
Arg

Tyr

ser

val

Phe

Lys

Tyr

ser

75

Thr

Asp

Ala

ser

Phe

155

Gly

3/77

val

Thr

Gly

TYr

60

Lys

Ala

Ala

ser

Thr

140

Pro

val

Gln
rhe
Leu
45

Ala
Lys
val
Phe
Thr
125
Ser

Glu

His

Pro

Ser

30

Glu

Asp

Thr

Tyr

ASp

110

Lys

Glu

Pro

Thr

Gly

15

Ser

Tep

Ser

Leu

Tyr

95

Ile

Gly

ser

val

Phe

Arg
Tyr
val
val
3
Cys
Trp
Pro
Thr
Thr

160

Pro

60
96

33



32985_sT25.txt
165 170 175

Ala val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr
180 185 190

val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys val Asp Lys Aarg val Glu Ser Lys Tyr
210 215 220

Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr pro Glu val Thr Cys val val val Asp val Ser Gln Glu Asp
260 265 270

pro Glu val GIn Phe Asn Trp Tyr val Aasp Gly val Glu val His Asn
275 280 285

Ala Lys Thr Lys pro Arg Glu Glu GIn phe Asn Ser Thr Tyr Arg val
290 295 300

val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
325 330 - 335

Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val Tyr Thr
340 345 350

Leu Pro Pro ser GIn Glu Glu Met Thr Lys Asn Gln val Ser Leu Thr
355 360 365

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu
370 375 380

ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu
385 390 395 400

Asp ser asp Gly Ser phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys
405 410 415

ser Arg Trp GIn Glu Gly Asn val pPhe Ser Cys Ser val Met His Glu
420 425 430

4/77



Ala Leu His

LysS

<210>
<211>
<212>
<213>

<400>

435

11
122
PRT
Homo

11

GIn val Gln
1

ser

Gly

Ala

Lys

Leu

Ala

Gly

Leu

Met

val

50

Gly

Gln

Arg

Gln

<210>
<211>
<212>
<213>

<400>

Arg

His

35

Gin

Arg

Met

Asp

Gly

12

PRT
Homo

12

Ser Tyr Gly
1

<210>
<211>
<212>
<213>

<400>

13
17
PRT
Homo

13

val GIn Thr
1

32985_5T25. txt

Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly

sapiens

Leu val
5

Leu ser

20

Trp val

Thr Tyr

Phe Thr

Asn Arg
85

GIn Ala
100

Thr Met

sapiens

Met His
S

sapiens

Glu

Ccys

Arg

ASp

Ile

70

Leu

Tyr

val

Ser

Ala

Gln

Gly

55

ser

Arg

Trp

Thr

440

Gly

Ala

Ala

40

Arg

Arg

Ala

Lys

val
120

Gly

Ser

25

Pro

ASn

ASp

Glu

Tyr

105

ser

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Phe

Ser

val

Phe

Lys

Tyr

Ser

75

Thr

Asp

val

Thr

Gly

Tyr

60

Lys

Ala

Ala

445

Gln

Phe

teu

45

Ala

Lys

val

Phe

Pro

ser

30

Glu

Asp

Thr

Tyr

ASp
110

Gly Arg
15
ser Tyr
Trp val
ser val
Leu Tyr
80
Tyr Cys
95

Ile Trp

Tyr Asp Gly Arg Asn Lys Tyr Tyr Ala Asp Ser val Lys
5 10 15

5/77



Gly

<210>
<211>
<212>
<213>

<400>

14

PRT
Homo

14

Asp GIn Ala
1

<210>
<211>
<212>
<213>

<400>

15
30
PRT
Homo

15

GIn val Gln
1

Ser Leu Arg

<210>
<211>
<212>
<213>

<400>

16
14
PRT
Homo

16

Trp val Arg
1

<210>
<211>
<212>
<213>

<400>

17
32
PRT
Homo

17

Arg phe Thr
1

Met Asn Arg

<210>
<211>
<212>
<213>

<400>

18
11
PRT
Homo

18

Trp Gly GIn
1

sapiens

Tyr Trp
5

sapiens
Leu val
5

Leu Ser
20

sapiens

GIn Ala
5

sapiens
Ile Ser
S

Leu Arg

sapiens

Gly Thr
5

Lys

Glu

Cys

Pro

Arg

Ala

Met

Tyr Phe

Ser Gly

Ala Ala

Gly Lys

ASp Asn

Glu Asp

val Thr

32985_ST25.txt

Asp

Gly

Ser
25

Gly

Ser

Thr
25

val

Ala prhe
10

Gly val
10

Gly phe

Leu Glu
10

Lys Lys

Ala val

ser ser
10

6/77

Asp

val

Thr

Trp

Thr

Tyr

Ile

Gln

Phe

val

Leu

Tyr

Pro

ser
30

Ala

Tyr

Cys
30

Gly Arg
15

Leu Gln
15

Ala Arg



<210> 19
<211> 645
<212>
<213>

<400> 19
gacatccaga

atcacttgcc
gggaaagccc
aggtrcagtg
gaagattttg
gggaccaagc
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctegce
<210> 20

<211> 321
1% o

<400> 20
gacatccaga

atcacttrgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagc
<210> 21

<211> 33

<212> DNA
<213>
<400> 21

cgggcaagtc

<210> 22
<21l> 21
<212> DNA
<213>

<400> 22
gctgeatceca

DNA )
HOmMo sapiens

tgacccagtce
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta

tggagatcaa

Homo sapiens

agagcattag

Homo sapiens

gtttgcaaag

tccatcctec
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccatcetee
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag

a

cagctattta

32985_ST25.txt

ctgtctacat
agctatttaa
gcatccagtt
ttcactctca
agttacaatt
gctgcaccat
tctgttgtgt
gataacgcce
agcacctaca
gtctacgect

aggggagagt

ctgtctacat
agctatttaa
gcatccagtt
ttcactctca

agttacaatt

aat

7/77

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
ccccgtgeag
ctgtcttcat
gcctgetgaa
tccaateggg
gcctcageag
gcgaagtcac

gttag

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag

cceegtgeag

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct
ttttggecag
cttccegeca
gaacttctat
taactcccag
caccctgacg

ccatcagggc

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct

ttttggceag

60
120
180
240
300
360
420
480
540
600
645

60
120
180
240
300
321

33

21



<210>
<211>
<212>
- <213>

<400>

23

27

DNA

Homo sapiens

23

caacagagtt acaattcccc
<210> 24

<211> 69

<212> DNA

<213> Homo sapiens
<400> 24

gacatccaga tgacccagtc
atcacttge

<210> 25

<211> 45

<212> DNa

<213> Homo sapiens

<400>

25

tggtatcagc agaaaccagg

<210>
<211>
<212>
<213>

<400>

26
26
DNA
Homo sapiens

26

ggggtcccat caaggttcag

gtgcagt

tccatectec

gaaagcccct

tggcagtgga

agtctgcaac ctgaagattt tgcaacttac

<210>
<211>
<212>
<213>

<400>

27

.30

DNA )
Homo sapiens

27

tttggccagg ggaccaaget

<210>
<211>
<212>
<213>

<400>

28
214
PRT
Homo sapiens

28

ggagatcaaa

32985_S725.txt

ctgtctacat ctgtaggaga cagagtcacc

aagctecctga tctat

tctgggacag atttcactct caccatcage

tactgt

Asp Ile Gln Met Thr GIn Ser Pro Ser Ser Leu Ser Thr Ser val Gly
1

5

15

Asp Arg val Thr 1le Thr Cys Arg Ala Ser Gln Ser Ile ggr ser Tyr
2 25

teu Asn Trp Tyr GIn Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
40 45

35

8/77

27

60
69

45

60
96

30



Tyr Ala
50

ser Gly
65

Glu Asp

Ser phe

Pro Ser

Thr Ala

130

Lys val
145
Glu ser

Ser Thr

Ala Cys

Phe Asn

210

<210>
<211>
<212>
<213>
<400>

Asp Ile
1

Asp Arg
Leu Asn

Tyr Ala
50

Ala
Ser
pPhe
Gly
val
115
ser
Gln
val
Leu
Glu
195

Arg

29
107
PRT
Homo
29

Gln
val
Trp
35

Ala

Ser

Gly

Ala

Gln

100

pPhe

val

Trp

Thr

Thr

180

val

Gly

ser

Thr

Thr

85

Gly

Ile

val

Lys

Glu

165

teu

Thr

Glu

sapiens

Met

Thr

20

Tyr

ser

Thr

5

Ite

Gln

ser

Leu
ASp
70

Tyr
Thr
Phe
Cys
val
150
Gin
ser
His

Cys

GIn
Thr
Gln

Leu

GIn

55

Phe

Tyr

Lys

Pro

teu

135

ASp

Asp

Lys

Gin

ser

Cys

Lys

Gln
55

Ser

Thr

Cys

Leu

Pro

120

Leu

AsSn

ser

Ala

Gly

Pro

Arg

Pro

40

ser

32985._5T25.txt

Gly val Pro Ser Arg
60

Leu

Glin

Glu

105

Ser

Lys

Ala

Lys

ASp

Leu

ser
Ala
25

Gly

Gly

Thr Ile
75

Gln Ser
20

Ile Lys
Asp Glu
Asn Phe
Leu Gln

155

Asp Ser
170

Tyr Glu

Ser Sser

Ser Leu
10

ser GlIn

Lys Ala

val pro

9/77

ser

Tyr

Arg

Gin

Tyr’

140

Ser

Thr

Lys

Pro

ser

Ser

Pro

Ser
60

ser

Asn

Thr

Leu

125

Pro

Gly

Tyr

His

val
205

Thr

Ile

Lys

45

Arg

Phe

Leu

Ser

val

110

Lys

Arg

Asn

ser

Lys

190

Thr

ser

ser

30

Leu

Phe

ser

G1in

Pro

95

Ala

Ser

Glu

ser

Leu

175

val

Lys

val
i5
Ser

Leu

Ser

Gly

Pro

80

Cys

Ala

Gly

Ala

GIn

160

ser

Tyr

ser

Gly

Tyr

Ile

Gly



32985_ST25.txt

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Asn Ser Pro Cys
85 90 95

ser phe Gly GIn Gly Thr Lys Leu Glu Ile Lys

100 105
<210> 30
<211> 11
<2125 PRT
<213> Homo sapiens
<400> 30

Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn
1 5 10

<210> 31
<211> 7

<212> PRT

<213> Homo sapiens

<400> 31

Ala Ala Ser Ser Leu Gln Ser
1 5

<210> 32
<211> 9

<212> PRT

<213> Homo sapiens

<400> 32

GIn GIn Ser Tyr Asn Ser Pro Cys Ser
1 5

<210> 33

<211> 23

<212> PRT

<213> Homo sapiens

<400> 33

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Thr Ser val Gly
1 5 15

Asp arg val ;Sr Ile Thr Cys

<210> 34

<211> 15

<212> PRT

<213> Homo sapiens

10/77



<400> 34

Trp Tyr Gln
1

<210> 35
<211> 32
<212> PRT
<213> Homo
<400> 35

Gly val Pro
1 j
Leu Thr Ile

<210>
<211>
<212>
<213>

<400>

36
10

Homo
36
phe Gly GlIn
1

<210> 37
<211> 1350
<212> DNA
<213> Homo

<400> 37
caggtgcagce

tcctgcaagg
cctggacaag
gcacagaagt
atggacctga
tggtataagt
tettcagett
tccgagagea
gtgtcgtgga
tccteaggac
aagacctaca
gagtccaaat
tcagtettec
grcacgtgeg

gtggatggcg

GlIn %ys pro Gly Lys Ala Pgo Lys Leu Leu Ile Tyr
1

sapiens

32985_5725.txt

15

Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp phe Thr
5 10 15

20

PRT .

sapiens

Gly Thr Lys teu Giu Ile Lys
5 10

sapiens

tggtgcagtc
catctggata
ggctrgagtg
tccagggeag
gcagcctgag
ggaacttcga
ccaccaaggg
cagccgecct
actcaggcgce
tctactecct
cctgcaacgt
atggteccec
tgttccecce
tggtggtgga
tggaggtgca

‘tggggctgag
caccttcacc
gatgggaatg
agtcaccttg
atctgaggac
tgtttttgat
cceatcegtc
gggctgectyg
cctgaccagc
cagcagegtg
agatcacaag
atgcccatca
aaaacccaag
cgtgagccag

taatgccaag

gtgaagaagc
agctactata
atcaacccta
accagggaca
acggccgtat
atctggggce
tteeeccctygg
gtcaaggact
ggcgtgcaca
gtgaccgtgc
cccagcaaca
tgcccageac
gacactctca
gaagaccceg
acaaagccge

11/77

ctggggectce
tgcactggat
gtggtggtag
cgtccacgag
attactgtgce
aagggacaat
cgcectgetc
acttccccga
ccrteeegge
cctccagcag
ccaaggtgga
ctgagttect
tgatctcecg

aggtccagtt

gggaggagca

ser Ser Leu GIn Pro g]u Asp Phe Ala Thr Tyr Tyr Cys
5 30

agtgaaggtt
acgacaggcc
cacaacctac
cacagtctac
gagagagaga
ggtcaccgte
caggagcacc
accggtgacg
tgtcctacag
cttgggcacg
caagagagtt
ggggggacca
gacccctgag
caactggtac

gttcaacagc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
300



acgtaccgtg
tacaagtgca
gccaaaggygc
accaagaacc
gtggagtggg
gactccgacg

gaggggaatg

aagagcctct

tggtcagegt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gctcctrctt
tctterecatg

ccctgtetet

<210>
<211>
<212>
<213> Homo sapiens

<400> 38
caggtgcagc tggtgcagtc

38
366
DNA

tcctgcaagg catctggata
cctggacaag ggcttgagtg

gcacagaagt tccagggcag

“atggacctga-gcagcctgag-

tggtataagt ggaacttcga

tcrtca

<210>
<211>
<212>
<213> Homo sapiens

<400> 39
agctactata tgcac

39
15
DNA

<210>
<211>
<212>
<213>

<400>

40
51
DNA
Homo sapiens

40

cctecaccgte
caaaggccte
gccacaggtg
gacctgectg
gcagccggag
cctctacagce
ctccgtgatg

gggtaaatga

tggggctgag
caccttcacc
gatgggaatg
agtcaccttg
atctrgaggac

tgtttttgat

32985_ST25.txt

ctgcaccagyg
cecgtccteca
tacaccctgce
gtcaaaggct
aacaactaca
aggctaaccg

catgaggctc

gtgaagaagc
agctactata
atcaacccta

accagggaca

acggccegtat-attactgtge-

atctggggec

actggctgaa
tcgagaaaac
cccecatecca
tctaccccag
agaccacgcc
tggacaagag

tgcacaacca

ctggggectc
tgcactggat
gtggtggtag

cgtccacgag

aagggacaat

cggcaaggag
catctccaaa
ggaggagatg
cgacatcgce
tcecegtgetg
caggtggcag

ctacacacag

agtgaaggtt
acgacaggcc
cacaacctac

cacagtctac

gagagagaga -

ggtcaccgtc

atgatcaacc ctagtggtgg tagcacaacc tacgcacaga agttccaggg ¢

<210> 41

<211> 39

<212> DNA

<213> Homo sapiens

<400> 41

gagagatggt ataagtggaa cttcgargtt tttgatatc

<210> 42

12/77

960
1020
1080
1140
1200
1260
1320
1350

60
120
180
240
300
360
366

15

51

39



<211> 90
<212> DNA
<213> Homo sapiens

<400> 42
caggtgcage tggtgcagtc

tcctgeaagyg catctggata

<210> 43

<211> 42

<212> DNA

<213> Homo sapiens

<400> 43
tggatacgac aggcccctyg

<210> 44

<211> 96

<212> DNA

<213> Homo sapiens

<400> 44
agagtcacct tgaccaggga

agatctgagg acacggccgt
<210> 45

<211> 33

<212> DNA

<213> Homo sapiens
<400> 45
tggggccaag ggacaatggt

<210> 46

<211> 449

<212> PRT

<213> Homo sapiens
<400> 46

GIn val Gln Leu val Gl
1 5

ser val Lys val ser Cy
20

Tyr Met His Trp Ile Ar
35
Gly Met Ile Asn Pro Se
50
Gln Gly Arg val Thr re
65 70

Met Asp Leu Ser Ser Le

32985_ST25.txt

tggggctgag gtgaagaagc Ctggggecrc agtgaaggtt

caccttcacc

dacaagggctt gagtggatgg ga

cacgtccacyg agcacagtct acatggacct gagcagectg

atattactgt gcgaga

caccgtctct tca

n Ser Gly Ala Glu val Lys Lys Pro Gly Ala
10 15

s Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
25 30

g Gin Ala Pro Gly GIn Gly Leu Glu Trp Met
40 45

r Gly Gly Ser Thr Thr Tyr Ala GIn Lys Phe
55 60

u Thr Arg Asp Thr Ser Thr Ser Thr val Tyr
75 80

u Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
13/77

60
90

42

60
96

33



32985.5T25.tXt
85 90 95

Ala Arg Glu Arg Trp Tyr Lys Trp Asn Phe Asp val Phe Asp Ile Trp
100 105 110

Gly GIn Gly Thr Met val Thr val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

ser val phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140

Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe pro Glu Pro val Thr
145 150 155 160

val Ser Trp Asn Ser Gly Ala Leu Thr ser Gly val His Thr pPhe Pro
165 170 175

Ala val Leu GIn ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr
180 185 190

val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr
210 218 220

Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu phe Leu Gly Gly Pro
225 230 235 240

Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr teu Met Ile Ser
245 250 255

Arg Thr pPro Glu val Thr Cys val val val Asp val Ser Gln Glu Asp
260 265 270

Pro Glu val GIn pPhe Asn Trp Tyr val Asp Gly val Glu val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg val
290 295 300

val ser val Leu Thr val teu His GIn Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys val Ser Asn Lys Gly teu Pro Ser Ser Ile Glu Lys
325 330 335

Thr Ile Ser LYS Ala Lys Gly GIn Pro Arg Glu Pro GIn val Tyr Thr
340 345 350

14/77



Leu

Cys

Ser

385

ASp

" Ser

Ala

Lys

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>
<212>
<213>

<400>

Pro
355

val

Gly

ASp

Trp

His

435

47
122
PRT
Homo

47

GIn val Gln
1

ser

Tyr

Gly

Gln

65

Met

Ala

Gly

val

Met

Met

50

Gly

Asp

Arg

Gin

Lys

His

35

Ile

Arg

Leu

Glu

Gly

ser

Lys

Gln

Gly

Gln

420

AsSn

Gin

Gly

Pro

ser

405

Glu

His

sapiens

Leu

val

20

Trp

Asn

val

Ser

Arg

100

Thr

val

5

ser

Ile

Pro

Thr

ser

85

Trp

Met

Glu

Phe

Glu

390

Phe

Gly

TYyr

GIn

Cys

Arg

Ser

Leu

70

Leu

Tyr

val

Glu

Tyr

375

ASn

Phe

Asn

Thr

ser

Lys

GlIn

Gly

55

Thr

Arg

Lys

Thr

Met’

360

Pro

Asn

Leu

val

Gln
440

Gly

Ala

Ala

40

Gly

Arg

ser

Trp

val
120

32985_5T25. txt

Thr Lys Asn Gln val

Ser

Tyr

Tyr

pPhe

425

Lys

Ala

ser

25

Pro

ser

Asp

Glu

Asn

105

ser

ASp

Lys

ser

410

ser

Ser

Glu
10

Gly
Gly
Thr
Thr
ASp
90

phe

ser

Ile

Thr
395

Arg

cys

Leu

val

Tyr

Gln

Thr

ser

75

Thr

Asp

15/77

Ala
380
Thr
Leu

Ser

ser

Lys

Thr

Gly

Tyr

60

Thr

Ala

val

365

val

Pro

Thr

val

teu
445

Lys

Phe

Leu

45

Ala

ser

val

Phe

Ser

Glu

Pro

val

Met

430

Ser

Pro

Leu

Trp

val

Leu

Gly

- 15

Thr

30

Glu

Gln

Thr

Tyr

Asp
110

ser

Trp

Lys

val

Tyr

95

1le

Thr
Glu
Leu
400

Lys

Gly

Ala
Tyr
Met
phe
Tyr
80‘

Cys

Trp



<210>
<21l>
<212>
<213>

<400>

48

5
PRT
Homo

48

32985_5T25. txt

sapiens

Ser Tyr Tyr Met His
1 5

<210>
<211>
<212>
<213>

<400>

49
17
PRT
Homo

49

Met Ile Asn
1

Gly

<210>
<211>
<212>
<213>

<400>

50
13
PRT
Homo

50

g1u Arg Trp

«210>
<211>
<212>
<213>

<400>

51
30
PRT
Homo

51

GIn val Gln
1

Ser val Lys

<210>
<211>
<212>
<213>

<400>

52
14
PRT
Homo

52

Trp Ile Arg
1

<210>
<211>
<212>
<213>

53
32
PRT
Homo

sapiens

pPro ser Gly Gly Ser Thr Thr Tyr Ala Gln Lys phe GIn
5 10 15

sapiens

Tyr %ys Trp Asn Phe Asp Xgl Phe Asp Ile

sapiens
Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
5 10 15

val Ser Cys Lys Ala ger Gly Tyr Thr Phe Thr
20 5

sapiens

Gln Ala pro Gly Gln Gly LSu Glu Trp Met Gly
5 1

sapiens

16/77



<400> 53

32985_ST25.txt

érg val Thr Leu Thr Arg Asp Thr Ser Thr Ser Thr val Tyr Met Asp
5 10 15

teu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys Ala Arg
20 25 30

<210> 54
<211> 11
<212> PRT
<213>

<400> 54

Homa sapiens

Trp Gly GlIn Gly ;hr Met val Thr val Sser Ser
1

<210> 55

<211> 648
<212> DNA
<213>

<400> 55
gatgttgtga

atctcctgeca
cttcagcaga
gctggggtcc
agcagggtgg
caagggacac
ccatctgatg
tatcccagag
caggagagtg
acgctgagea
ggcctgaget
. <210> 56

<211> 324
<212> DNA
<213>

<400> 56
gatgttgtga

atctcctgea
cttcagcaga
gctggggtec
agcagggtgg

Homo sapiens

tgactcagtc
ggtctagtca
ggccaggceca
cagacagatt
aggctgagga
gactggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcecegteac

Homo sapiens

tgactcagtc
ggtctagtca
ggccaggceca
cagacagatt

aggctgagga

tccactctec
aagccccgta
atctccaagg
cagcggceagt
tgttgggttt
taaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagctrc

tccactetee
aagcceegta
atctccaagg
cagcggeagt
tgttgggttt

ctgeeccgtea
tacagtgatg
cgcctaattt
gggtcaggea
tattacactg
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

ctgcecgtcea
tacagtgatg
cgcctaattt

gggtcaggca
tattacactg

17/77

cccrtggaca
gaaacaccta
ataaggtttc
ctgatttcac
gccgatcgat
catctgtctt
tgtgcetget
ccctecaate
acagcctcag
cctgcgaagt
agtgttag

ccettggaca
gaaacaccta
ataaggtttc
ctgatttcac

gccgatcgat

gceggectec
cttgaattgg
taactgggac
actgaaaatc
caccgtegge
catcttececg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

gcecggectec
cttgaattgg
taactgggac
actgaaaatc

caccgtegge

60
120
180
240
300
360
420
480
540
600
648

60
120
180
240
300



1
;
i
|
V

32985_ST725.txt
caagggacac gactggagat taaa

<210> 57

<211> 48

<212> DNA

<213> Homo sapiens
<400> 57

aggtctagtc aaagccccgt atacagtgat ggaaacacct acttgaat

<210> 58

<211> 21

<212> DNA

<213> Homo sapiens
<400> 58

aaggtttcta actgggacgc t

<210> 59
<211> 18
<212> DNA

<213> Homo sapiens

<400> 59
actggccgat cgatcacc

<210> 60

<211> 69

<212> DNA

<213> Homo sapiens

<400> 60

gatgttgtga tgactcagtc tccactctcc ctgeccgtca cccttggaca gecggectec
atctcectge

<210> 61

<211> 45

<212> DNA

<213> Homo sapiens

<400> 61
tggcttcage agaggcecagyg ccaatctcca aggcgoctaa tttat

<210> 62

<211> 93

<212> DNA

<213> Homo sapiens
<400> 62

ggggtcccag acagattcag cggcagtggg tcaggcactg atttcacact gaaaatcagce

agggtggagg ctgaggatgt tgggttttat tac

<210> 63

<211> 30

<212> ONA

<213> Homo sapiens
<400> 63

18/77

324

48

21

18

60
69

45

60
93



gtcggccaag ggacacgact ggagattaaa

<210>
<211>
<212>
<213>

<400>
Asp val
1

GIn Pro
Asp Gly

Pro Arg
50

ASp Arg
65

Ser Arg
Ile Tthr
ala pro
Gly Thr

130

Ala Lys
145

Gln Glu
Ser ser
Tyr Ala
Ser phe

210

<210>

64
215
PRT
Homo

64
val
Ala
Asn
35
Arg
Phe
val
val
ser
115
Ala
val
ser
Thr
Ccys

Asn

65

sapiens

Met

Ser

20

Thr

Leu

ser

Glu

Gly

100

val

ser

Gln

val

Leu

180

Glu

Arg

Thr
5
Ile
Tyr
Ile
Gly
Ala
85
Gln
Phe
val
Trp
Thr
165
Thr

val

Gly

GIn

ser

Leu

Tyr

Ser

70

Glu

Gly

Ile

val

Lys

Glu

Leu

Thr

Glu

ser

“cys

Asn

Lys

Gly

Asp

Thr-

Phe

Cys

135

val

Gln

ser

His

Cys
215

Pro

Arg

Trp

40

val

ser

val

Arg

Pro

120

Leu

Asp

ASp

Lys

Gln
200

32985_5725. txt

Leu

Ser

25

Leu

Ser

Gly

Gly

Leu

105

Pro

Leu

AsSN

ser

Ala

185

Gly

ser Leu
10

Ser Gln
Gln GIn
Asn Trp
Thr Asp

75

Phe Tyr
90

Glu Ile
Ser Asp
Asn Asn
Ala Leu

155

Lys Asp
170

Asp Tyr

Leu ser

19/77

Pro

ser

Arg

ASp

60

Phe

Tyr

Lys

Glu

Phe

140

Gin

ser

Glu

Ser

val

Pro

Pro

45

Ala

Thr

Thr

Arg

Gln

125

Tyr

sSer

Thr

Lys

Pro
205

Thr

val

30

Gly

Gly

Leu

Gly

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Leu Gly
15

Tyr ser

G1n Ser

£

val pro
Lys Ile
80
Arg ser
95
val Ala
Lys Ser
Arg Glu
Asn Ser
160

Ser Leu
175

Lys val

Thr Lys



<211> 108

<212> PRT

<213> Homo
<400> 65

Asp val val
1
Gin Pro Ala

Asp Gly Asn
35

Pro Arg Arg
50

Asp Arg Phe
65

Ser Arg val
Ile Thr val

<210> 66
<211> 16
<212> PRT
<213> Homo

<400> 66

Arg Ser Ser
1

<210> 67
<211l> 7
<212> PRT
<2135 Homo

<400> 67

Lys val ser
1

<210> 68
<211> 6
<212> PRT
<213> Homo

<400> 68
Thr Gly Arg
1

sapiens
Met Thr

5
ser Ile
20
Thr Tyr
Leu Ile
Ser Gly
Glu Ala

85

Gly Gln

sapiens

GIn ser
5

sapiens

Asn Trp
5

sapiens

ser Ile
5

GIn

Ser

Leu

Tyr

ser

70

Glu

Gly

Pro

Asp

Thr

ser

Cys

Asn

Lys

Gly

Asp

Thr

val

Ala

Pro

Arg

Trp

40

val

ser

val

Arg

Tyr

32985_ST25. txt

Leu

ser

25

Leu

ser

Gly

Gly

Leu
105

ser

Ser teu
10

ser GIn
GIn Gln
Asn Trp
Thr Asp

75

rPhe Tyr
20

Glu Ile

Asp Gly
10

20/77

Pro

ser

Arg

ASp

60

Phe

Tyr

Lys

Asn

val Thr Leu Gly
15

pro val Tyr Ser
30

Pro Gly Gin ser
45

ala Gly val Pro

Thr Leu Lys Ile
80

Thr Gly Arg Ser
95

Thr Tyr Leu Asn
15



<210> 69
<211> 23
<212> PRT
<213> Homo
<400> 69
Asp val val
1

GIn Pro Ala
<210> 70
<211> 15
<212> PRT
<213> Homo
<400> 70
Trp Leu GlIn
1

<210> 71
211> 31
<212> PRT
«213> Homo
<400> 71
Gly val pro
1

Leu Lys Ile
<210> 72
<211> 10
<212> PRT
<213> Homo
<400> 72
val Gly GlIn
1

<210> 73
<211> 1350
<212> DNA
<213> Homo
<400> 73

caggtgeage tggtggaglc
tcctgtgeag ccrctggact
ccaggcaagg ggctggagtg
gcagactccg tgaagggecg

ctgcaaatga acagcctgag

sapiens
Met Thr
5

ser Ile
20

sapiens

GIn Arg
5

sapiens
Asp Arg
5

Ser Arg
2

sapiens

Gly Thr
5

sapiens

Gln

ser

Pro

Phe

val

Arg

tgggggaggce
caccttcagt
ggtggcagtt
attcaccatc

agctgaggac

32985_ST25.txt

Ser Pro Leu Ser Leu Pro val Thr Leu Gly

Cys

Gly Gln ser

ser Gly Sser

Glu Ala Glu
25

Leu Glu 1le

Pro Arg Arg Leu Ile Tyr
10 15

Gly Ser Gly Thr Asp Phe Thr
10 15

Asp val Gly phe gyr Tyr
0

gtggtccage
agctatggca
atrattatatg
tccagagaca

acggetgtgt
21/77

ctgggaggtc
tgcactgggt
atggaaagaa
attccaagaa

attactgtgc

cctgagactc
ccgecagget
taaatactat
cacgcrgtat

gagagatcag

120
180
240
300



gcgtactgga
tcttcagett
tcégagagca
gtgtcgtgga
tcctcaggac
aagacctaca
gagtccaaat
tcagtcttec
gtcacgtgceg
gtggatégcg
acgtaccgtg
tacaagtgca
gccaaaggge
accaagaacc
gtggagtggag
gactccgacg
gaggggaatg
aagagccrct
<210>
<211>

<212>
<213>

74
366
DNA

<400> 74
caggtgcage
tcctgtgeag
ccaggcaagg
gcagactceg
ctgcaaatga
gcgtactgga
tcttca

75

15
DNA

<210>
<211>
<212>
<213>

<400> 75
agctatggea

cctactttga
ccaccaaggg
cagccgeect
actcaggcge
tctactcect
cctgcaacgt
atggtcccce
tgrteeccece
tggtggtgga
tggaggtgca
tggtcagcgt
aggtctccaa
agcccecgaga
aggtcagect
agagcaatgg
gctecttett
tctteteatg

ccctgtetet

Homo sapiens

tggtggagtc
cctctggact
ggctggagtyg
tgaagggccg
acagcctgag

cctacttrga

Homo sapiens

tgcac

tgctttrgat
cccatecgtce
gggctgecty
cctgaccagce
cagcagcgtg
agatcacaag
atgcccatca
aaaacccaag
cgtgagccag
taatgccaag
cctﬁaccgtc
caaaggcctc
gccacaggtg
gaccrgectyg
gcagecggag
cctetacage
ctcegtgatg

gggtaaatga

tggyggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
tgcttttgat

32985.ST25. txt

atcrggggec
ttceccctyg
gtcaaggact
ggcgtgcaca
gtgaccgtgce
cccagcaaca
tgcccageac
gacactcrca
gaagaccecg
acaaagcege
ctgcaccagg
ccgtecteca
tacaccctge
gtcaaaggct
aacaactaca
aggctaaccg

catgaggctc

gtggtccagce
agctatggea
atattatatg
tccagagaca
acggcetgrgt
atctggggec

22/77

dagggacaat
cgeeergetc
acttccccga
ccrrecegge
cctecageag
ccaaggtgga
ctgagttcet
tgatctceeyg
aggtccagtrt
gggaggagca
actggctgaa
tcgagaaaac
ccceatecca
tctaccecag
agaccacgec
tggacaagag

tgcacaacca

ctgggaggtc
tgcactgggt
atggaaagaa
attccaagaa
attactgtgc

aagggacaat

ggtcaccgtc
caggagcacc
accggtgacg
tgtcctacag
ctrgggcacg
caagagagtt
ggggggacca

gacccctgag

caactggtac

gttcaacagce
cggcaaggag
catctccaaa
9gaggagatg
cgacatcgec
tccegtgetg
caggtggcag
ctacacacag

cctgagactc
ccgecagget
taaatactat
cacgctgtat
gagagatcag
ggtcaccgtc

360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1350

60
120
180
240
300
360
366

15



<210>
<211>
<212>
<213>

<400>

76
51
DNA
Homo sapiens

76

gtrtatattat atgatggaaa

<210>
<211>
<212>
<213>

<400>

77

39

DNA

Homo sapiens

77

gatcaggcgt actggaccta

<210>
<211>
<212>
<213>

<400>

78

90

DNA

Homao sapiens

78

caggtgcagc tggtggagrc

tcctgtgcag cctctggact

<210>
<211>
<212>
<213>

<400>

79

42

DNA

Homo sapiens

79

tgggtccgee aggetecaggy

<210>
<211>
<212>
<213>

<400>

80
96
DNA
Homo sapiens

80

cgattcacca tctccagaga

agagctgagg acacggctgrt

<210>
<2131>

<212>"

<213>
<400>

81

33

DNA

Homo sapiens

81

tggggccaag ggacaatggt

<210>
<211>
<212>
<213>

<400>

82

449

PRT

Homo sapiens

82

gaataaatac

ctrtgatgct

tgggggaggc

caccttcagt

caaggggctg

caattccaag

gtattactgt

caccgtctct

32985_5T25.txt

tatgcagact ccgtgaaggg ¢

tttgatatc

gtggtccage ctgggaggtc cctgagactc

gagtgggtgg ca

aacacgctgt atctgcaaat gaacagcectg

gcgaga

tca

GIn val GIn teu val Glu Ser Gly Gly Gly val val GIn Pro Gly Arg

23/77

51

39

60
90

42

60
96

33



32985_sT25.txt
10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly teu Thr phe Ser Ser Tyr
20 25 30

Gly Met g;s Trp val Arg GlIn Ala Pro Gly Lys Gly Leu Glu Trp val
40 45

Ala val Ile Leu Tyr Asp Gly Lys Asn Lys Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr

"teu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp GlIn Ala Tyr Trp Thr Tyr Phe Asp Ala Phe Asp Ile Trp
100 105 110

Gly GIn Gly Thr Met val Thr val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140

Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr
145 150 155 160

val Ser Trp Asn Ser Gly Ala teu Thr Ser Gly val His Thr phe pPro
165 170 175

Ala val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr
180 185 190

val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys val Asp tys Arg val Glu Ser Lys Tyr
210 215 220

Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

Ser val Phe teu Phe Pro Pro Lys Pro Lys Asp Thr teu Met Ile Ser
245 250 255

Arg Thr pro Glu val Thr Cys val val val Asp val Ser Gin Glu Asp
260 265 270

24/77



Pro
Ala
val
305
Tyr
Thr
Leu
cys
Ser
385
Asp
Ser

Ala

Lys

Glu

Lys

Ser

Lys

Ile

Pro

Leu

370

ASD

Ser

Arg

Leu

<210>
<211>
<212>
<213>

<400>

val

275

Thr

val

Cys

ser

Pro

35S

val

Gly

Asp

Trp

His

83
122
PRT
Homo

83

Gln val Gln
1

Ser Leu Arg

Gly Met His
35

Gln Phe
Lys Pro
Leu Thr

Lys val
325

Lys Ala
340

ser Gln
Lys Gly
GIn Pro
Gly ser

405

G1ﬁ Glu
420 -

AsSNn His

sapiens

Asn

Arg

val

310

ser

Lys

Glu

phe

Glu

390

Phe

Gly

TYyv

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

phe

Asn

Thr

Leu val Glu Ser
5

Leu Ser Cys Ala
20

Trp val Arg Glin

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

val

Gln
440

Gly

Ala

32985_ST25.txt

val Asp Gly val Glu

Gln

Glin

Gly

Pro

345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Gly

Phe Asn

ASp Trp

315

Leu Pro
330

Arg Glu

LYyS Asn

Asp Ile

Lys Thr
395

Ser Arg
410

ser Cys

ser teu

Gly val
10

Ser

300

Leu

ser

Pro

Gin

Ala

380

Thr

Leu

ser

Ser

val

ser Gly teu Thr

25

Ala Pro Gly Lys Gly
40

25/77

285

Thr

ASn

ser

GlIn

val

365

val

Pro

Thr

val

Leu
445

Gln

Phe

Leu
45

val

Tyr

Gly

Ile

val

350

Ser

Glu

Pro

val

Met

430

ser

Pro

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

val

ASp

His

teu

Gly
15

AsSn

val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly

Arg

ser ser Tyr
30

Glu Trp val



Ala val Ile
50

Lys Gly Arg
65

Leu GIn Met

Ala Arg Asp
Gly Gln Gly
115
<210> 84
<211> 5
<212> PRT
<213> Homo
<400> 84

ser Tyr Gly
1

<210>
<211>
<212>
<213>

<400>

85
17
PRT
Homo

85

val Ile teu
1

Gly

<210> 86
<211> 13
<212> PRT
<213> Homo
<400> 86

?sp GIn Ala

<210>
<211>
<212>
<213>

87
30
PRT
Homo
<400> 87
Gln val GlIn
1

Leu

Phe

AsSn

Gln

100

Thr

32985_5T725. txt

Tyr Asp Gly Lys Asn Lys Tyr g%r Ala Asp ser val
55

Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
70 75 80

ser
85

Leu Arg Ala Asp Thr Ala val Tyr Tyr Cys
90 95

Ala Tyr Trp Thr Phe Asp Ala phe Asp Ile Trp
110

val Thr val ser

120

Met

sapiens

Met

His
5

sapiens

Tyr

Asp Gly Lys Asn Lys Tyr Tyr Ala Asp Ser val Lys
5 10 15

sapiens

Tyr

Trp Thr Tyr Phe Asp é&a Phe Asp Ile
5

sapiens

Leu

val Glu ser Gly Gly Gly val val GIn pPro Gly Arg
5 10 15

26/77



ser Leu Arg

<210> 88
<211> 14
<212> PRT
<213> Homo
<400> 88

Trp val Arg
1

<210> 89
<211> 32
<212> PRT
<213> Homo
<400> 89
Arg pPhe Thr
1
met Asn Ser
<210> 90
<211> 11
<212> PRT
<213> Homo
" <400> 90

Trp Gly GlIn
1

<210>
<211>
<212>
<213> Homo

<400> 91
gaaattgtgc

91
645
DNA

atcacctgec
gatcagtctc
aggttcagtg
gaagatgctg
gggaccaagg
tctgatgage
cccagagagg
gagagtgtca

ctgagcaaag

Egu Ser Cys Ala Ala Ser Gly Leu Thr pPhe Ser
25

sapiens

Gln Ala Pro Gly Lys Gly
5

sapiens
Ile ser
5

Leu Arg
20

sapiens

Gly Thr met val Thr val
5

sapiens

tgactcagtc
gggccagtca
caaagctect
gcagtggatc
caacgtatta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga

cagactacga

Arg Asp Asn Ser

Ala Glu Asp Thr
25

tccagacttt
gagcattggt
catcaagtat
tgcgacagat
ctgtcatcag
acgaactgtg
tggaactgcec
gtggaaggtg
cagcaaggac

gaaacacaaa

32985_ST25.txt

Ser ser
10

cagtctgtga
agtagcttac
gcrteccagt
ttcaccctea
agtagtagtt
gctgcacceat
tctgttgtgt
gataacgccce
agcacctaca
gtctacgect

27177

30

Leu Glu Trp val Ala
10

ctccaaagga
actggtacca
ccttcteagg
ccatcaatag
taccgetcac
ctgrcttcat
gcctgetgaa
tccaatcggg
gcctcageag

gcgaagtcac

Lys Asn Thr teu Tyr Leu GIn
10 15

Ala val Tyr Tyr gys Ala Arg
0

gaaagtcacc
gcagaaacca
ggtccecteg
cctgygaaget
tttcggegga
cttcccgeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

60
120
180
240
300
360
420
480
540
600



ctgagctcge ccgtcacaaa

<210> 92

<211> 321

<212> DNA

<213> Homo sapiens
<400> 92

gaaattgtgc tgactcagtc
atcacctgcec gggecagtca
gatcagtctc caaagctcct
aggttcagtg gcagtggatc
gaagatgctg caacgtatta

gggaccaagg tggagatcaa

<210> 93

<211> 33

<212> DNA

<213> Homo sapiens
<400> 93

cgggccagtc agagcattgg

<210> 94
<211> 21
<212> DNA

<213> Homo sapiens

<400> 94
tatgcttccec agtccttcte

<210> 95

<211> 27

<212> DNA

<213> Homo sapiens
<400> 95

catcagagta gtagtttacc

<210> 96

<211> 69

<212> DNA .
<213> Homo sapiens
<400> 96

gaaattgtgc tgactcagtc
atcacctgce

<210> 97

<211> 45

<212> DNA

<213> Homo sapiens

<400> 97

gagcttcaac

tccagacttt
gagcattggt
catcaagtat
tgcgacagat
ctgtcatcag

a

tagtagctta

gctcact

tccagacttt cagtctgtga ctccaaagga gaaagtcace

32985_ST25.txt
aggggagagt gttag

cagtctgtga ctccaaagga gaaagtcacc
agtagcttac actggtacca gcagaaacca
gctteccagt ccttctcagg ggtecccteg
ttcaccctca ccatcaatag cctggaaget

agtagtagtt taccgctcac tttcggcgga

cac

28/77

645

60
120
180
240
300
321

33

21

27

60
69



<210> . 98
<211> 96
<212> DNA

<213> Homo sapiens

<400> 98

ggggtcccct cgaggttcag tggcagtgga tctgegacag atttcaccct caccatcaat

agcctggaag ctgaagatgc tgeaacgtat

<210> 99

<211> 30

<212> DNA

<213> Homo sapiens
<400> 99

ttcggcggag ggaccaaggt ggagatcaaa

<210> 100

<211> 214

<212> PRT

<213> Homo sapiens

<400> 100

Glu Ile val Leu Thr Gln Ser Pro
1 S

Glu Lys val ggr Ile Thr Cys Arg

teu His Trp Tyr GIn GIn Lys Pro
35 40

Lys Tyr Ala Ser Gln Ser phe Ser
50 55

Ser Gly Ser Ala Thr Asp phe Thr
65 70

Glu Asp Ala Ala ghr Tyr Tyr Cys
S

Thr phe Gly Gly Gly Thr Lys val
100

Pro Ser val Phe Ile Phe Pro Pro
115 120

Thr ‘Ala Ser val val Cys Leu Leu
130 135

Lys val Gln Trp Lys val Asp Asn

32985_ST25.txt
tggtaccagc agaaaccaga tcagtctcca aagcetcctca tcaag

tactgt

Asp

Ala

25

AsSp

Gly

Leu

His

Glu

105

ser

ASn

Ala

Phe Gln
10

Sser GlIn
Gln Ser
val Pro
Thr Ile
75

Gln Ser
90

Ile Lys
Asp Glu

Asn Phe

Leu Gln
29/77

ser

ser

Pro

ser

60

Asn

ser

Arg

Gln

Tyr

140

ser

val

Ile

Lys

Arg

Ser

ser

The

Leu

125

Pro

Gly

Thr

Gly

30

Leu

Phe

Leu

Leu

val

110

Lys

Arg

Asn

Pro

15

Ser

Leu

Ser

Glu

Pro

95

Ala

Ser

Glu

ser

Lys

Ser

Ile

Gly

Ala

80

Leu

Ala

Gly

Ala

GlIn

45

60
96

30



145

Glu ser val
Ser Thr Leu

Ala Cys Glu
195

phe Aasn Arg
210

<210>
<211>
<212>
<213>

<400>

101
107
PRT
Homo

101
Glu Ite val
1

Glu Lys val

Leu

His Trp
35

Tyr Ala
50

Lys

Ser Gly Ser

65

Glu Asp Ala

Thr pPhe Gly

<210>
<211>
<212>
<213>

<400>

102
11
PRYT
Homo

102

Arg Ala Ser
1

<210> 103
<211> 7

Thr
Thr
180

val

Gly

Glu

165

Leu

Thr

Glu

sapiens

Leu

Thr

20

Tyr

ser

Ala

Ala

Gly
100

Thr
5
Ile
Gln
Gln
Thr
Thr
85

Gly

sapiens

Gln

ser
5

150

GIn Asp ser

Ser Lys Ala

His GIn Gly
200

cys

Gln Ser Pro

Thr Cys Arg

Gln Pro

40

Lys

Phe
55

Ser ser

Asp Phe Thr

70

Tyr Tyr Cys

Thr tys val

Ile Gly Ser

32985_5T25.txt

Lys
Asp

185

Leu

Asp

Asp
170

Tyr

ser

Phe

10

Ala

25

ASp

Gly

Leu

His

Glu
105

ser

Ser

Gln

val

Thr

Glin

20

ile

Leu
10

155

Ser Thr Tyr

Glu Lys His

Ser Pro val
205

GIn Ser val

Gln ser Ile

ser Pro Lys

Pro ser

60

Arg

ile
75

Asn Ser

ser Ser Ser

Lys

His

30/77

ser

Lys

Thr

Thr

Gly

30

Leu

Phe

Leu

Leu

Leu
175

val

Lys

Pro

15

Ser

Leu

Ser

Glu

Pro
95

160

Ser

Tyr

ser

Lys

Ser

Gly

Ala
80

Leu



<213> Homo sapiens

<212> PRT
<400> 103
Tyr Ala Ser
1

<210> 104
<211> 9
<212> PRT
<213> Homo
<400> 104
His Gln Ser
1

<210> 105
<211> 23
<212> PRT
<213> Homo
<400> 105
Glu 1le val
1 .
Glu Lys val
<210> 106
<211> 1§
<212> PRT
<213> Homo
<400> 106
Trp Tyr Gln
1

<210> 107
<211> 32
<212> PRT
<213> Homo
<400> 107
Gly val pro
1

Leu Thr Ile
<210> 108
<211> 10
<212> PRT
<213> Homo
<400> 108

GlIn ser
5

sapiens

ser Ser
5

sapiens
Leu Thr
5

Thr 1le
20

sapiens

Gln Lys
5

sapiens
ser Arg
5

Asn Ser
20

sapiens

Phe

Leu

Gln

Thr

Pro

Phe

Leu

329855725, txt

Ser

Pro Leu Thr

Ser Pro Asp Phe Gln Ser val Thr Pro Lys
10 15

Cys

Asp Gln Ser Pro Lys Leu teu Ile Lys
10 15

Ser Gly Ser Gly Ser Ala Thr Asp phe Thr
10 15

Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys
25 30

31/77



32985_ST25.txt

phe Gly Gly Gly Thr Lys val Glu Ile tLys
1 S 10

<210>
<211> -
<212>
<213>

109
645
DNA

<400> 109
gaaattgtgc
atcacctgcec
gatcagrctc
aggrtcagtg
gaagatgctg
gggaccaagg
tctgatgage
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcge
<210>
<211>

<212>
<213>

110
321
DNA

<400> 110
gaaattgtgc
atcacctgec
gatcagtctc
aggttcagtg
gaagatgctg
gggaccaagg

<210> 111
<211> 96

<212> DNA
<213>

<400> 111
ggggtceccct

agcctggaag
<210>

<211>
<212>

112
214
PRT

Homo sapiens

tgactcagtc
gggccagtca
caaagctcct
gcagtggatc
caacgtatta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo sapiens

tgactcagtc
gggecagtca
caaagctect
gcagtggatc
caacgtatta

tggagatcaa

Homo sapiens

cgaggttcag

ctgaagatgc

tccagacttt
gagcattggt
catcaagtat
tgggacagat
ctgtcatcag
acgaactgtyg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccagacttt
gagcattggt
catcaagtat
tgggacagat
ctgtcatcag

a

tggcagtgga

tgcaacgtat

cagtctgtga
agtagcttac
gcttcccagt
ttcaccctea
agtagtagtt
gctgcaccat
tctgttgtgt
gataacgccec
agcacctaca

gtctacgect

aggggagagt

cagtctgtga
agtagcttac
gcttceccagt
ttcaccctca

agtagtagtt

tctgggacag
tactgt

32/77

ctccaaagga
actggtacca
cctrtcteagg
ccatcaatag
taccgereac
ctgtcttcat
gcctgctgaa
tccaateggg
gcctcageag
gcgaagtcac

gttag

ctccaaagga
actggtacca
ccttctcagg
ccatcaatag

taccgctreac

atttcaccct

gaaagtcacc
gcagaaacca
ggtccccteg
cctggaagcet
tttcggegga
cttceccgeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

gaaagtcacc
gcagaaacca

ggtccecteg

cctggaagct

tttcggcgga

caccatcaat

60
120
180
240
300
360
420
480
540
600
645

60
120
180
240
300
321

60
96



32985_5725 . txt
<213> Homo sapiens

<400> 112

Glu 1le val teu Thr GIn Ser Pro Asp Phe GIn Ser val Thr Pro Lys
1 5 10 15

Glu Lys val Thr Ile Thr Cys Arg Ala Ser GlIn Ser Ile Gly Ser Ser
20 25 30

Leu His Trp Tyr GIn GIn Lys Pro Asp Glin Ser Pro Lys Leu teu Ile
35 40 " 45

Lys T%r Ala Ser GlIn Ser phe Ser Gly val Pro Ser Arg pPhe Ser Gly
5 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Ser Leu Glu Ala
65 70 75 80

Glu asp Ala Ala Thr Tyr Tyr Cys His Gén Ser Ser Ser Leu Pro Leu
85 9 95

Thr phe Gly Gly Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 . 105 110

Pro ser val phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser val val Cys Leu Leu Asn Ash Phe Tyr Pro Arg Glu Ala
130 135 140

Lys val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His Gln Gly Leu Ser Ser Pro val Thr Lys Ser
195 200 205

phe Asn Arg Gly Glu Cys
210

<210> 113
<211> 107
<212> PRT
<213> Homo sapiens

<400> 113
33/77



Glu Tle val

Glu Lys vai

Leu His Trp

35

Lys Tyr Ala

50

ser ser

65

Gly

Glu Asp Ala

Thr Phe Gly

114
32
PRT
Homo

114

<210>
<211>
<212>
<213>

<400>

Gly val pro
1
Leu Thr Ile

115
1350
DNA

<210>
<211>
<212>
<213> Homo

<400> 115
caggtgcagce

tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gcgtactgga
tcttcagett
tccgagagea

gtgtcgrgga

teu Thr Gl

Thr 1le Th

20

Tyr Gin Gt

Ser Gln Se

Gly Thr As

70

Thr
85

Ala TY

Gly Th

100

Gly

sapiens

ser Arg Ph
5

Asn Ser Le

20

sapiens

tggtggagtc
cctctggact
ggctggagtg
tgaagggcceg
acagcctgag
cctactttga
ccaccaaqggg
cagccgecct

actcaggcge

n Ser Pro

r cys

Arg

Pro
40

n Lys

r Phe Ser

55

p Phe Thr

r Tyr Cys

r Lys val

e Ser Gly

u Glu Ala

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
tgcttttgat
cccatecgte
gggcrgectg

cctgaccagce

Ala

25

Asp

Gly

Leu

His

Glu
105

ser

Glu
25

32985_ST25.txt

Asp Phe Gln Ser val
10

ser Gln

GIn ser
val

Pro

Ile
75

Thr

Gln
90

ser

Ile Lys

Gly ser

10

Asp Ala

gtggtccage
agcratggea
atattatatg
tccagagaca
acggctgtgt
atctggggcec
ttcccectgg
gtcaaggact

ggcgtgcaca

34/77

Thr

Ser Ile Gly

Pro
15

Lys

Ser Ser

30

Pro Lys teu

45

Ser Phe

Arg
60

AsSn Ser Leu

Ser Ser Leu

Gly Thr Asp

Ala Thr Tyr
30

ctgggaggtc
tgcactgggt
atggaaagaa
attccaagaa
attactgtgc
aagggacaat
cgceergetce
acttcecccga

cctrecegge

teu Tle

Ser

Gly

Ala
80

Glu

Pro
95

Leu

phe Thr
15

Tyr Cys

cctgagactc
ccgecagget
taaatactat
cacgctgtat
gagagatcag
ggtcaccgtc
caggagcacc
accggtgacg

tgtcctacag

60
120
180
240
300
360
420
480
540



tcctcaggac
aagacctaca
gagtccaaat
tcagtcttcec
gtcacgtgcg

gtggatggcg

acgtaccgtg

tacaagtgca
gccaaagggc
accaagaacc
gtggagtggg
gactccgacg

gaggggaatg
aagagcctct

<210>
<211>
<212>
<213>

<400>

116
449
PRT
Homo

116

Gin val GlIn
1 .
ser teu Arg
Gly Met His
35

Ala val 1le

50
Lys Gly Arg
Leu GIln Met

Ala Arg Asp

Gly GlIn Gly

tcractcecect
ccrgcaacgt
atggtccccc
tgtteeeecee
tggtggtgga
tggaggtgca
tggtcagcegt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gctccttett
tctrctcatg

cccrgtetct

sapiens

Leu val Gl
5

Leu
20

Ser Cy

Trp val ar

Leu Tyr As

phe Thr 11

70

ser Le
85

ASN

cagcagcgtg
agatcacaag
atgcccacca
aaaacccaag
cgtgagccag
taatgccaag
cctcaccgrce
caaaggcctc
gccacaggty
gacctgectg
gcagccggag
ccteracage
creccgtgatg

gggtaaatga

u Ser Gly

s Ala Ala

g Gln Ala
40

p Gly Lys
55

e Sser Arg

u Arg Ala

GIn Ala Tyr Trp Thr

100

Thr Met va

1 Thr val
120

32985.5ST25.txt

gtgaccgtgc
cccageaaca
tgcccagceac
gacactctca
gaagaccccg
acaaagcegce
ctgcaccagg
ccgtcctceca
tacaccctgce
gtcaaaggct
aacaactaca
aggctaaccg

catgaggctc

Gly Gly val
10

Ser Gly Leu
25

Pro Gly Lys

Asn Lys Tyr

ASp Asn Ser
75

Glu Asp Thr
90 -

Tyr Phe Asp
105

Ser Ser Ala

35/77

cctecageag
ccaaggtgga
ctgagttect
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccccatecca
tctaccecag
agaccacgcc
tggacaagag

tgcacaacca

val GIn Pro

Thr pPhe Sser
30

Gly Leu Glu
45

Tyr Ala Asp
60

Lys Asn Thr

Ala val Tyr

Ala Phe Asp
110

ser Thr Lys
125

cttgggcacg
caagagagtt
ggggggacca
gacccctgag
caactggtac
gttcaacagc
€ggcaaggag
catctccaaa
ggaggagatg
cgacatcgec
tceegtgety
caggtggcag

ctacacacag

Gly Arg
15
ser Tyr
Trp val
ser val
Leu Tyr
80
Tyr Cys

Ile Trp

Gly Pro

600
660
720
780
840
800
960
1020
1080
1140
1200
1260
1320
1350



32985_ST25. txt
Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140

Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu pPro val Thr
145 150 155 160

val ser Trp Asn Ser Gly Ala teu Thr Ser Gly val His Thr phe pro
165 170 175

Ala val Leu Gln Ser Ser Gly Leu Tyr Ser teu Ser Ser val val Thr
180 185 190

val pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr
210 215 . 220

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr teu Met Ile Ser
245 250 255

.Arg Thr Pro Glu val Thr Cys val val val Asp val Ser GIn Glu Asp
260 265 270

pro Glu val GIn pPhe Asn Trp Tyr val Asp Gly val Glu val His Asn
275 280 285

Afa Lys Thr Lys Pro Arg Glu Glu GIln Phe Asn Ser Thr Tyr Arg val
290 295 300

val ser val teu Thr val teu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn val Tyr Thr
340 345 350

Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gin val Ser Leu Thr
355 360 365

Cys ‘Leu val Lys Gly Phe Tyr pPro Ser Asp Ile Ala val Glu Trp Glu
370 375 380

Ser Asn Gly GIn Pro Glu Asn Asn Tyr tys Thr Thr Pro Pro val Leu
385 390 395 400

36/77



Asp Ser Asp Gly Ser pPhe pPhe Leu
405

ser Arg
Ala Leu
Lys

<210>
<211>
<212>
<213>

<400>

Met Asp
1

Leu val
LYys Asp

Asp Thr
50

val Asn
65

Leu val
Leu Ile
AsSn Leu

Ala His
130

Leu Phe
145

Ile 1le

Trp
His

435

117
389
PRT
Homo

117

Ser

val

ASp

35

Thr

Glu

Phe

Asn

Ala

115

Ser

Thr

Leu

GIn Glu Gly Asn val

420

Asn His Tyr Thr Gln

sapiens

Lys

Ser

20

ASp

Thr

Arg

Ile

Cys

100

1le

Ala

Gly

Leu

Gly
S

ASn
ASp

Glu

‘Ala

Phe

85

Lys

Ser

Ala

Leu

Thr
165

ser

Leu

val

Phe

Phe

70

Gly

Lys

Asp

AsSn

TYyr

150

Ile

Ser

Leu

ASp

ASp

55

Gly

Phe

Leu

Leu

Glu

135

His

Asp

440

Gln

Leu

Glu

40

Tyr

Ala

val

Lys

Leu

120

Trp

Ite

Arg

32985_ST25.txt

Tyr Ser Arg Leu Thr val

phe
425

Lys

Lys

Cys

Thr

Gly

Gln

Gly

cys

105

Phe

val

Gly

Tyr

410

ser Cys Ser val

Ser Leu Ser Leu

Gly Ser
10

Gln Gly

Pro Asn

Asp Ala

Leu Leu
75

Asn Met
90

Leu Thr

Leu Ile

pPhe Gly

Tyr Phe
155

teu Ala
170

37/77

Arg

val

Thr

Thr

60

Pro

Leu

Asp

Thr

AsSn

140

Gly

Ile

445

Leu

val

Thr

45

Pro

Pro

val

Ile

Leu

125

Ala

Gly

val

Met
430

ser

Leu

ser

30

Glu

cys

Leu

val

Tyr

110

Pro

Met

Ile

His

ASp
415

His

Leu

Leu

15

ASp

Asp

GlIn

Tyr

Leu

95

Leu

Leu

Cys

Phe

Ala
175

Lys
Glu

Gly

Leu
Tyr
Tyr
Lys
ser
80

I1§
Leu
Trp
Lys
Phe

160

val



32985..5T25. txt

Phe Ala Leu Lys Ala Arg Thr val Thr phe Gly val val Thr Ser val
180 185 190

Ite Thr Trp Leu val Ala val phe Ala ser val Pro Gly Ile Ile Phe
195 200 205

Thr Lys Cys GIn Lys Glu Asp Ser val Tyr val Cys Gly Pro Tyr Phe
210 215 220

pro Arg Gly Trp Asn Asn Phe His Thr Ile Met Arg Asn Ile Leu Gly
225 230 235 240

Lteu val Leu Pro Leu Leu Ile Met val Ile Cys Tyr Ser Gly Ile Leu
245 250 255

Lys Thr Leu teu Arg Cys Arg Asn Glu Lys Lys Arg His Arg ala val
260 265 270

Arg val Ile Phe Thr Ile Met Ile val Tyr Phe Leu Phe Trp Thr Pro
275 280 285

Tyr Asn Ile val Ile Leu Leu Asn Thr Phe GIn Asp Phe Leu Phe Thr
290 295 300

His Glu Cys Glu GIn Ser Arg His Leu Asp Leu Ala val GlIn val Thr
305 310 ’ 315 320

Glu val Ile Ala Tyr Thr His Cys Cys val Asn Pro val Ile Tyr Ala
325 330 335

phe val Gly Glu Arg Phe Arg Lys Tyr Leu Arg Gin Leu Phe His Arg
340 345 350

Arg val Ala val His teu val Lys Trp Leu Pro Phe Leu Ser val Asp
355 360 365

Arg Leu Glu Arg val Ser Ser Thr Ser pPro Ser Thr Gly Glu His Glu
370 375 380

Leu Ser Ala Gly phe
385

<210> 118
<21l> 1167
<212> DONA
<213> Homo sapiens

<400> 118
atggacagca aaggttcgic gcagaaaggg tcccgectge tcctgetgct ggtggtgtca 60

aatctactct tgtgccaggg tgtggtctcc gattacaaag atgatgatga tgtcgacgaa 120
38/77



actccaaaca
ccgtgecaga
ctggtgttca
aaaaagctga
tttcttatta
gcaatgtgca
atcatcctcc
gccaggacgg
gcttctgtec
ggcecttatt
ctggtectge
cggtgtcgaa
gtttactttc
ttcctgttcea
gaggtgatcg
aggttccgga
tggcteccct

ggggagcatg

<210>
<211>
<212>
<213>

<400>

119
394
PRT
Homo

119

Met Asp Ser
1

Leu val val

Lys Asp Asp

35

Asp Thr Thr

50

val Asn Glu

65

teu val phe

ccacagagga
aggtgaacga
tetttggttt
agtgctigac
ctcteccatt
aattattcac
tgacaatcga
tcacctttgg
caggaatcat
ttccacgagg
cgctgcetcat
acgagaagaa
tettetggac
cccatgagtg
cctacacgea
agtacctgceg
tccteteegt

aactctctgce

sapiens

Lys Gly
5

Ser Asn

20

ASp ASp

Thr Glu

Arg Ala

ser

Leu

val

Phe

Phe

ctatgacacg
gagggccttt
tgtgggcaac
tgacatttac
gtgggctcac
agggctgtat
tagatacctg
ggtggtgaca
ctttactaaa
atggaataat
catggtcatc
gaggcatagg
tcectataac
tgagcagagce
ctgctgtgtc
gcagttgttc
ggacaggctg
tgggttc

ser GlIn

Leu

Leu

Glu
40

ASp

ASp
55

Tyr

Gly Ala

70

1le
85

val

Gly

Lteu val

32985_ST25.txt

accacagagt
ggggcccaac
atgctggtcg
ctgctcaacc
tctgetgeaa
cacatcggtt
gctattgtcc
agtgtgatca
tgccagaaag
ttccacacaa
tgctactcygg
gcagtgagag
attgtcattc
agacattrgg
aacccagtga
cacaggcgtg
gagagggtca

Gly Ser

10

Lys

Cys GIn Gly

25

Thr Pro Asn

Gly Asp Ala

Leu
75

Gln Leu

Asn Ile

Gly
90

39/77

ttgactatgg
tcetgectee
tcctcatctt
tggccatctc
atgagtgggt
attitggegg
atgcrgtgtrt
cctggttggt
aagattctgt
taatgaggaa
gaatcctgaa
tcatcttcac
tcctgaacac
acctggetgt
tctacgccett
tggctgtgca

gctccacatce

Arg Leu Leu

val val ser

30

Thr Glu

45

Thr

Thr
60

Pro Cys

Pro Pro Leu

Leu val val

ggatgcaact
gctctactceg
aataaactgc
tgatctgett
ctttgggaat
aatcttetec
tgctttaaaa
ggctgtgttrt
ttatgtctgt
cattttgggg
aaccctgctt
catcatgatt
cttccaagac
gcaagtgacg
cgttggtgag
cctggttaaa

reectcecaca

Leu Leu

15

Asp Tyr

Asp Tyr
Gln Lys

ser
80

TYyr

Leu val

95

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1167



Leu

val

Glin

Tyr Lys
100

Arg

Asn Leu Ala Ile Ser Asp

Ile

Lys

145

Phe

val

Ile

Phe

Phe

225

Leu

Tyr

Ser

Phe

pPhe

305

Thr

Ile

Phe

Asp
130

‘Tle

Ile

Phe

Ile

Ser

210

Pro

Asn

Thr

Lys

Trp

290

Phe

Gin

Ile

Phe

115

Tyr

Leu

Ile

AT

Ile

195

Lys

His

Leu

Gly

Ala

275

Thr

Gly

val

TYyr

Arg

LysS Leu

ser Gly

Leu Leu
165

iirg

18U

Trp Ala

Thr GIn

Glu ser

phe Gly

Ile Ile

260

val Arg

Pro Tyr

Leu Ser

Thr Glu

325

Ala phe
340

Lys His

Lys

Phe

150

Thr

Ala

teu

Trp

Leu

230

Leu

Lys

Leu

Asn

Asn

310

Thr

val

Ile

Leu

Leu

Asp

Tyr

Ile

Arg

Ala

Glu

215

Arg

val

Ile

Ile

Leu

295

Cys

Leu

Gly

Thr

Lys

Leu

120

Asp

Tyr

Asp

Thr

Ile

200

Phe

Glu

Leu

teu

pPhe

280

Thr

Glu

Gly

Glu

Lys

32985_5725. txt

Asn Met Thr Ser Ile

105

Phe

Trp

Thr

Arg

val

185

L.eu

Thr

Trp

Pro

Leu

265

val

Ile

ser

Met

Lys

Arg

Leu

val

Gly

Tyr

170

Thr

Ala

His

Lys

Leu

250

Arg

Ile

Leu

Thr

Thr

330

Phe

phe

Phe

phe

Leu

155

Leu

Phe

ser

His

Leu

235

Leu

Arg

Met

Ile

ser

315

His

Arg

Cys

40/77

Thr

Gly

TYyr

Ala

Gly

Met

Thr

220

Phe

val

Pro

Ile

ser

300

Gln

Cys

Arg

Lys

Leu

125

ASD

Ser

Ile

val

Pro

205

Cys

GIn

Met

Asn

Ile

285

val

Leu

cys

Tyr

Gln

Tyr
110
Pro
Ala
Glu
val
Ile
190
Gly
Ser
Ala
Ile
Glu
270
Phe
rhe
AsSp
Ile
Leu

350

cys

Leu

phe

Met

Ile

His

175

Thr

Leu

Leu

Leu

Ile

255

Lys

Phe

Glin

Glin

Asn

335

Ser

Pro

Leu

Trp

Cys

Phe

160

Ala

Ser

Tyr

His

Lys

240

cys

Lys

Leu

Glu

Ala

320

Pro

val

val



355

Phe Tyr arg Glu Thr val Asp Gly val Thr Ser Th
370 375

360

32985_ST25.txt

Thr Gly Glu GIn Glu val ser Ala Gly tLeu

385

<210>
<211>
<212>
<213> Homo

<400> 120
atggacagca

120
1182
DNA

aatctactct
actccaaaca
ccgtygecaga
ttggtatttg
aagaggctaa
ttectgttea
gatgccatgt
ttcatcatcc
cgggcacgga
ttggcttcca
tgcagcecttc
ctgaacctct
ataaagattc
gtcatcatga
gttrtccagg
acgcaggtga
ttcgttgggg
cgcttctgea
aacacgcctt
<210>
<211>

<212>
<213>

121
390
PRT
Homo

<400> 121

1

sapiens

aaggttcgtc
tgtgccaggg
ccacagagga
aggtgaacga
tcattggect
aaaacatgac
cgcttecctt
gtaagatcct
tgctgacgat
ccgteacttt
tgccaggett
actttcctca
ttgggctggt
tgctaagacg
tcatcttttt
aattcttegg
cagagactct
agaagttcag
aacaatgtcc

ccactgggga

sapiens

gcagaaaggg
tgtggtctce
ctatgacacg
gagggccttt
ggttggaaac
cagcatctac
ctggatcgac
ctctgggttt
tgacaggtac
tggtgtcatc
atacttttcc
cgaaagccta
attgcctttg
accaaatgag
tctettttgg
ccrgagtaac
tgggatgact
aaggtatctc
agttrtctac

gcaggaagtc

tccegectge
gattacaaag
accacagagt
ggggcccaac
atcctggtgg
ctecctgaace
tacaagttga
tattacacag
ctggccatcg
accagcatca
aagacccaat
cgagagtgga
ttggtcatga
aagaaatcca
acccecctaca
tgtgaaagca
cactgctgea
tcggtgttct
agggagacag
tcggctggtt

Met Asp Ser Lys Gly Ser Ser Gin Lys ggy ser
5

41/77

365

380

tcctgetget
atgatgatga
ttgactatgg
tgctgeccce
tcetggtect
tggccatttc
aggatgactg
gcttgtacag
tceacgecgt
tcatttgggc
gggaattcac
agctgtttca
tcatctgeta
aagctgtecg
atttgactat
ccagtcaact
tcaatcccat
tccgaaagea
tggatggagt

ta

r Asn Thr pro ser

ggtggtgtca
tgtcgacgaa
ggatgcaact
tctgtactec
tgtgcaatac
tgacctgcte
ggtttttggt
cgagatcttt
gtttgecttg
cctggecate
tcaccacacce
ggctctgaaa
cacagggatt
tttgatrrttt
acttattict
ggaccaagcc
catctatgcce
catcaccaag

gacttcaaca

Arg Leu Leu Leu Leu
1

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1182



32985_ST25. txt

Leu val val Ser Asn Leu teu Leu Cys GIn Gly val val Ser Asp Tyr
20 25 30

Lys Asp ggp Asp Asp val Asp Glu Thr Pro Asn Thr Thr Glu Asp Tyr
40 45

Asp Thr Thr Thr Glu Phe Asp Tyr Gly Asp Ala Thr Pro Cys Gln Lys
50 55 60

val Asn Glu Arg Ala pPhe Gly Ala GIn Leu Leu Pro Pro Leu Tyr Ser
65 70 75 80

Leu val phe Ile Phe Gly Phe val Gly Asn Met Leu val val Leu Ile
85 90 95

Leu Ile Asn Cys LysS Lys Leu Lys Cys Leu Thr Asp Ile Tyr Leu Leu
100 105 110 .

Asn Leu Ala Ile Ser Asp Leu teu Phe Leu Ile Thr Leu Pro Leu Trp
11§ 120 125

Ala His Ser Ala Ala Asn Glu Trp Val Phe Gly Asn Ala Met Cys Lys
130 135 140

Leu Phe Thr Gly Leu Tyr His Ile Gly Tyr Phe Gly Gly Ile pPhe Phe
145 150 155 160

Ile Ile Leu Leu Thr Ile Asp Arg Tyr Leu Ala Ile val His Ala val
165 170 175

Phe Ala Leu Lys Ala Arg Thr val Thr pPhe Gly val val Thr ser val
180 185 190

Ile Thr Trp teu val Ala val Phe Ala Ser val Pro Gly Ile 1ile phe
195 200 205

Thr Lys Cys- GIn Lys Glu Asp Ser val Tyr val Cys Gly Pro Tyr Phe
210 215 220

Pro Arg Gly Trp Asn Asn Phe His Thr Ile Met Arg Asn Ile teu Gly
225 230 235 240

Leu val teu Pro Leu Leu Ile Met val Ile Cys Tyr Ser Gly Ile Leu
245 250 255

Lys Thr Leu Leu Arg Cys Arg Asn Glu Lys Lys Arg His arg Ala val
260 265 270

arg val Ile phe Thr Ile Met Ile val Tyr Phe Leu Phe Trp Thr Pro
42/77



275

Asn Ile

Tyr
290

Ser Asn

305

Cys

Glu Thr Leu

Phe val Gly

Thr
355

His Ile

val
370

Thr ASp

Glu val

385

Ser

122
1170
DNA
Homo

<400> 122
atggacagca

<210>
<211>
<212>
<213>

aatctactct
actccaaaca
ccgtgecaga
ctggtgttca
aaaaagctga
tttcttatta
gcaatgtgca
atcatcctec
gccaggacgg
gcrtetgtec
ggcccttatt
ctggtcctge
cggtgtcgaa

gtttactttc

val 1le

Glu Ser

Ley Leu

Thr

280

Asn
295

Ser Glin

310

Met
325

Gly

Glu
340

Lys
Lys Arg
Gly val

Ala Gly

Thr

Phe

Phe

Thr

His Cys

Arg Arg

Cys Lys

Ser Thr

375

Leu

390

sapiens

aaggttcgtc
tgtgccaggg
ccacagagga
aggtgaacga
tctttggttt
agtgcttgac
ctcteccatt
éattattcac
tgacaatcga
tcacctttgg
caggaatcat
ttccacgagg
cgctgetecat
acgagaagaa

tcttctggac

gcagaaaggg
tgtggtctee
ctatgacacg
gagggcetrrt
tgtgggcaac
tgacatttac
gtgggctcac
agggctgtat
tagatacctg
ggtggtgaca
ctttactaaa
atggaataat
catggtcatc
gaggcatagyg

tccctataac

32985_ST25. txt

Leu Asp Gin

315

Cys Ile Asn

330.

Tyr Leu Ser
345
Gln Cys Pro

Asn Thr pPro

tccecgectge
gattacaaag
accacagagt
ggggeccaac
atgctggtcg
ctgctcaacc
tctgctgeaa
cacatcggtt
gctattgtcec
agtgtgatca
tgccagaaag
ttccacacaa
tgctactegg
gcagtgagag

attgtcatte

43/77

285

Thr Phe GIn Glu Phe phe

300

Ala Thr Gin

Pro Ile Ile

Phe Phe
350

val

Phe
365

val TYyr

ser Thr Gly

380

tcctgetget
atgatgatga
ttgactatgg
tcctgectee
tectcatett
tggccatcte
atgagtgggt
attttggegy
atgctgtgtt
cctggttggf
aagattcegt
taatgaggaa
gaatcctgaa
tcatctteac

tcctgaacac

Gly Leu

Thr
320

val

Tyr Ala

335

Arg Lys

Arg Glu

Glu

ggtggtgtca
tgtcgacgaa
ggatgcaact
gctctactcg
aataaactgc
tgatctgett
ctttgggaat
aatcttecrtc
tgctttaaaa
ggctgtgrtt
ttatgtetgt
cattttggag
aacccrgett
catcatgatt

cttccaggaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900



. 32985_5T25.txt
ttcttcggcC tgagtaactg tgaaagcacc agtcaactgg accaagcecac gcaggtgaca

gagactcttg ggatgactca ctgctgcatc aatcccatca tctatgectt cgttggggag
aagttcagaa ggtatctctc ggtgttcttc cgaaagcaca tcaccaagcg cttetgcaaa
caatgtccag ttttctacag ggagacagtg gatggagtga cttcaacaaa cacgccticc
actggggagc aggaagtctc ggctggttta

<210> 123

<211> 400

<212> PRT

<213> Homo sapiens

<400> 123

Met Asp Ser Lys Gly Ser Ser GIn Lys Gly Ser Arg Leu Leu Leu Leu

1 5 10 15

Leu val val Ser Asn Leu Leu Leu Cys GlIn Gly val val Ser Asp Tyr
20 25 30

LYs Asp Asp Asp Asp val Asp Seu Ser Thr Ser Arg Ser Arg Phe 1le
35 0 45

Arg Asn Thr Asn Glu Ser Gly Glu Glu val Thr Egr phe Phe Asp Tyr
50 55

Asp Tyr Gly Ala Pro Cys His Lys Phe Asp val Lys Gln Ile Gly Ala
65 70 75 80

GIn Leu teu Pro Pro Leu Tyr Ser teu val Phe Ile phe Gly Phe val
85 90 95

Gly Asn Met Leu val val Leu Ile teu Ile Asn Cys Lys Lys Leu Lys
100 105 110

Cys Leu Thr Asp Ile Tyr Leu Leu Asn Leu Ala Ile Ser Asp Leu Leu
115 120 125

phe Leu Ile Thr Leu Pro Leu Trp Ala His Ser Ala Ala asn Glu Trp
130 135 140

val phe Gly Asn Ala Met Cys Lys Leu Phe Thr Gly Leu Tyr His Ile
145 150 155 160

Gly Tyr Phe Gly Gly 1le Phe phe Ile Ile teu teu Thr Ile Asp Arg
165 170 175

Tyr Leu Ala Ile val His Ala val phe Ala teu arg Ala Arg Thr val
180 185 190

Thr phe Gly val Ile Thr Ser Ile Ile Ile Trp Ala Leu Ala Ile Leu
44/77

960
1020
1080
1140
1170



195

Ala Ser Met
210

His His Thr
225

Lys Leu Phe

Leu Leu val

Arg Arg Pro
275

Ile Met Ile
290

Leu Ile Ser
305

Ser Arg His

Thr His Cys

phe Arg Lys
355

Leu val Lys
370

Ser Ser Thr
385

<210> 124
<211> 1200
<212> DNA

Pro
Cys
GIn
Met
260
AsSn
Ile
val
Leu
Cys
340
Tyr

Trp

ser

Gly

ser

Ala

245

Ile

Glu

Phe

Phe

ASp

val

Leu

Ley

Pro

<213> Homo sapiens

<400> 124
atggacagca

aatctactct
tccacatctc
trrtttgatt

caactcctge

aaggttcgtc gcagaaaggg
tgtgcecaggg tgtggtetec
gttctcggtt tatcagaaat
atgattacgg tgctccctgt

ctcecgetcta ctcgotggtg

Leu
Leu
230
Leu
Ile
Lys
Phe
Gln
310
Leu
ASD
Arg

Pro

ser
390

Tyr‘
215
His
Lys
Ccys
LYS
Leu
295
Asp
Ala
Pro
GIn
Phe

375

Thr

200

Phe

Phe

Leu

Tyr

ser

280

rhe

Phe

vai

val

Leu

360

Leu

Gly

32985_ST25.txt

ser Lys

Pro His

Asn Leu
250

Thr Gly
265

Lys Ala

Trp Thr

Leu Phe

Gln val

330

e Tyr
345
phe His

ser val

Glu His

Thr

Glu

Phe

1le

val

Pro

Thr

315

Thr

Ala

Arg

Asp

Glu
395

tceecgectge

gattacaaag

accaacgaga

cataaatttg

ttcatctrtg

45/77

205

GIn Trp Glu phe Thr
220

ser Leu Arg Glu Trp
240

Gly Leu val teu Pro
255

ITe Lys Ile Leu Leu
270

Arg Leu Ile phe val
285

Tyr Asn Leu Thr Ile
300

His Glu Cys Glu Gln
320

Glu val Ile Ala Tyr
335

phe val Gly Glu Arg

Arg val Ala val His
365

Arg Leu Glu Arg val
380

Leu Ser Ala Gly Phe
: 400

tcctgetget ggtaggtgtca
atgatgatga tgtcgacctg
gcggtgaaga agtcaccace
acgtgaagca aattggggec

gttttgtggg caacatgctg

60
120
180
240
300



gtcgtcctea
aacctggeca
gcaaatgagt
ggttattttg
gtccacgeeg
atcatttggg
tgggaattca
aagctgrtic
atcatctgct
aaagctgtec
aatttgacta
agcagacatt
gtcaacccag
ttccacaggce
ctggagaggg
125
374
PRT
Homo

125

<210>
<211>
<212>
<213>

<400>
Met Leu Ser
1

Glu

Gly Giu

Phe
35

His Lys

Ser Leu

50

Tyr

Leu Ile Leu

65

Leu Leu Asn

teu Trp Ala

Cys Lys Leu

tcttaataaa
tctctgatct
gggtctttgg
gcggaatcrt
tgtrtgectt
ccetggecat
ctcaccacac
aggctctgaa
acacagggat
gtttgatttt
tacttatttc
tggacctggc
tgatctacgc
gtgtggctgt

tcagctccac

sapiens

Thr Ser Ar

val Thr Th

20

Asp val Ly

val phe 11

Ile Asn Cy

Ala 11

85

Leu

His Ser Al

100
Gl

Phe Thr

ctgcaaaaag
getttttctt
gaatgcaatg
tttcatcatc
gcgggcacgyg
cttggcttcc
ctgcageett
actgaacctc

tataaagatt

tgtcatcatg.

tgttttccaa
tgtgcaagtg
cttcgttggt
gcacctggtt

atctcectcc

g Sser Arg

phe

r phe

Ile
40

s Gln

e pPhe
55

Gly
S Lys LyS
e Ser Asp
Asn

a Ala

y Leu Tyr

32985_ST25.txt

ctgaagtgct
attactctcc
tgcaaattat
ctgctgacga
accgtcactt
atgccaggcet
cactttcctce
ttrgggctgg
ctgctaagac
atcatctttt
gacttcctgt
acggaggtga
gagaggttcc
aaatggctec

acaggggagc

Ile
10

Phe Arg

ASp Tyr Asp

25

Gly Ala Gln

Phe val Gly

Leu Lys Cys

75

Leu Phe

90

Leu

Glu val

105

Trp

His Ile G]y

46/77

Tyr

tgactgacat
cattgtgggc
tcacagggcet
ttgacaggta
ttggtgtcat
tatacttttc
acgaaagect
tattgccttt
gaccaaatga
ttetettttg
tcacccatga
tcgectacac
ggaagtacct
ccttectete

atgaactctc

Asn Thr

Tyr Gly

30

Leu
45

Leu

ASn Met

60

Leu Thr

Ile

Leu

pPhe Gly

Asn

Ala

Pro

Leu

Asp

Thr

ASn

tracctgete
tcactetget
gtarcacatc
cctggecatc
caccagcatc
caagacccaa
acgagagtgg
gttggtcatg
gaagaaatcc
gacccectac
gtgtgagcag
gcactgetgt
gcggcagrtg
cgtggacagg
tgetgggttce

Glu
15

ser

Pro Cys

Pro Leu

val val

Ile Tyr

80

Leu
95

Pro

Ala Met

110

Phe

Gly

Gly 1Ile

360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200



32985_ST25 . txt
115 120 125

Phe Phe Ile ITe Leu Leu Thr Ile Asp Arg Tyr teu Ala Ile val His
130 135 140

Ala val phe Ala teu Lys Ala Arg Thr val Thr phe Gly val val Thr
145 150 155 160

ser val Ile Thr Trp teu val Ala val phe Ala Ser val Pro Gly Ile
165 170 175

Ile Phe Thr Lys Cys GIn tys Glu Asp Ser val Tyr‘va1 Cys Gly pPro
180 . 185 190

Tyr pPhe Pro Arg Gly Trp Asn Asn Phe His Thr Ile Met Arg Asn Ile
195 200 205

Leu Gly Leu val Leu Pro Leu Leu Ile Met val Ile Cys Tyr Ser Gly
210 215 220

ITe Leu Lys Thr Leu Leu Arg Cys Arg Asn Glu Lys Lys Arg His Arg
225 230 235 240

Ala val arg val 1le Phe Thr rle Met Ile val Tyr Phe Leu Phe Trp
245 250 255 )

Thr Pro Tyr Asn Ile val Ile Leu Leu Asn Thr Phe GIn Glu Phe Phe
260 265 270

Gly teu Ser Asn Cys Glu Ser Thr Ser GlIn Leu Asp GIn Ala Thr Gln
275 280 285

val Thr Glu Thr teu Gly Met Thr His Cys Cys Ile Asn Pro Ile Ile
250 295 300

Tyr Ala phe val Gly Glu Lys Phe Arg Ser Leu Phe His Ile Ala Leu
305 310 315 320

Gly Cys Arg Ile Ala Pro Leu Gln Lys Pro val cys Gly Gly pro Gly
325 330 335

val Arg pPro Gly Lys asn val Lys val Thr Thr GIn Gly Leu Leu Asp
340 345 350

Gly Aarg Gly Lys Gly Lys Ser Ile Gly Arg Ala Pro Glu Ala Ser Leu
355 360 365

Gln Asp Lys Glu Gly Ala
370

47/77



32985_ST25.txt
<210> 126
<211> 360
<212> PRT
<213> Homo sapiens

<400> 126
Met Leu Ser Thr ger Arg Ser Arg Phe Iie Arg Asn Thr Asn Glu Ser
1 10 15

Gly Glu Glu val Thr Thr phe phe Asp Tyr Asp Tyr Gly Ala Pro Cys
20 25 30

His Lys Phe Asp val Lys GIn Ile Gly Ala GIn Leu Leu Pro Pro Leu
35 40 45

Tyr Ser Leu val pPhe Ile Phe Gly phe val Gly Asn Met Leu val val
50 55 60

" Leu ITe Leu Ile Asn Cys Lys Lys Leu Lys Cys Leu Thr Asp Ile Tyr
65 70 75 80

Leu teu Asn Leu Ala Ile Ser Asp Leu teu Phe Leu Ile Thr Leu Pro
85 90 95

teu Trp Ala His Ser Ala Ala Asn Glu Trp val Phe Gly Asn Ala Met
100 105 110

Cys Lys Leu Phe Thr Gly Leu Tyr His Ile Gly Tyr Phe Gly Gly Ile
115 120 125

pPhe phe Ile Ile Leu Leu Thr Ile Asp Arg Tyr Leu Ala Ile val His
130 135 140

Ala val phe Ala teu Lys Ala Arg Thr val Thr pPhe Gly val val Thr
145 150 155 160

Ser val Ile Thr Trp teu val Ala val pPhe Ala Ser val Pro Gly Ile
165 170 175

Ile Phe Thr Lys Cys GIn Lys Glu Asp Ser val Tyr val Cys Gly Pro
: 180 : 185 190

Tyr Phe Pro Arg Gly Trp Asn Asn Phe His Thr Ile Met Arg Asn Ile
195 200 205

Lteu Gly Leu val Leu Pro Leu Leu Ile Met val Ile Cys Tyr ser Gly
210 215 220

Ile Leu Lys Thr Leu Leu Arg Cys Arg Asn Glu Lys Lys Arg His Arg
225 230 235 240

48/77



Ala

Thr

Gly

val

Tyr

305

Arg

Arg

Glu

val

Pro

Leu

Thr

290

Ala

Lys

Glu

Gln

<210>
<211>
<212>
<213>

<400>

Arg

Tyr

ser
275

Glu

Phe

His

Thr

Glu
355

127
42
PRT
Homo

127

Met Leu Ser
1

Gly Glu Glu

His Lys Phe
35

<210>
<211>
<212>
<213>

<400>

128
14
PRT
Homo

128

Ser Ala Ala
1

<210>
<211>
<212>
<213>

129
28
PRT
Homo

val

Asn

260

Asn

Thr

val

Ile

val

340

val

Ile

245

Ile

cys

Leu

Gly

Thr

325

Asp

ser

sapiens

Thr
val
20

Asp

ser
5
Thr

val

sapiens

Asn

Glu
5

sapiens

Phe
val
Glu
Gly
Glu
310
Lys

Gly

Ala

Arg
Thr

Lys

Trp

Thr

Ile

ser

Met

295

Lys

Arg

val

Gly

ser

Phe

Gin

val

Ile

Leu

Thr

280

Thr

Phe

Phe

Thr

Leu
360

Arg

pPhe

Ile
40

Phe

32985_ST25. txt

Met

Leu

265

ser

His

arg

Cys

ser
345

Phe
ASp

25

Gly

Gly

Ile val Tyr Phe Leu
250

Asn Thr phe GIn Glu
270

GlIn Leu Asp Gin Ala
285

Cys Cys Ile Asn Pro
300

Arg Tyr Leu Ser val
315

Lys GIn Cys Pro val

Thr Asn Thr Pro Ser
350

10

Phe

255

Phe

Thr

Ile

Phe

Phe

335

Thr

Trp

Phe

Gln

Ile

Phe

320

TYyr

Gly

Ile Arg Asn Thr Asn Glu Ser
15

Tyr Asp Tyr Gly éga Pro Cys

Ala

Asn Ala Met Cys Lys
10

49/77



<400>

129

Ihr Lys Cys

Pro Arg Gly

<210>
<211>
<212>
<213>

<400>

130
17
PRT
Homo

130

Gln Glu phe

1

Gln

<210>
<211>
<212>
<213>

<400>

131
352
PRT
Homo

131

Met Asp Tyr
1

ser

Leu

Met

Thr

65

teu

Gly

Phe

Ala

Glu

Pro

Leu

50

ASp

Thr

Asn

Ser

val
130

Pro

Pro

35

val

Ile

val

Thr

Gly

val

32985_ST25. txt

GIin Lys Glu Asp Ser val Tyr val Cys Gly Pro Tyr phe
5 10 15

Trp Asn Asn Phe His Thr
20

sapiens

Phe Gly Leu Ser Asn
5

sapiens

Gln val
5

Cys Gln
20

Leu Tyr
Ile Leu
Tyr Leu
Pro Phe

85

Met Cys
100

Ile Phe

His Ala

Ser

Lys

Ser

Ile

Leu

70

Trp

Gln

Phe

val

Ser

Ile

Leu

Leu

55

ASn

Ala

Leu

ile

Phe
135

Pro

Asn

val

40

Ile

teu

His

Leu

Ile

120

Ala

25

Cys

Ile

val

25

Phe

ASn

Ala

TYr

Thr

105

teu

Leu

Ile Met

10

Tyr Asp
10

Lys Gln
Ile pPhe
Cys Lys
Ile ser

75

Ala Ala
90

Gly Leu

Leu Thr

Lys Ala

50/77

Arg

Ile

Ile

Gly

Arg

60

ASp

Ala

Tyr

Ile

Arg
140

Asn

Ala

Phe

45

Leu

Ley

Gln

Phe

Asp

Thr

Tyr

Ala

30

val

Lys

Phe

Trp

Ile

110

Arg

val

Tyr

Arg

Gly

ser

Phe

AsSp

95

Gly

TYyr

Thr

Glu ser Thr Ser Gln Leu Asp
15

Thr

Leu

Asn

Met

Leu

80

Phe

pPhe

Leu

Phe



Gly

Leu

Thr

Phe

val

Leu

Asn

His

Arg

305

Cys

ser

val

Pro

cys

Gjn

val

Gly

Ser

Thr

- 195

Met

210

Asn

Ile

Asn

Arg

Cys

290

Asn

Lys

val

<210>
<211>
<212>
<213>

<400>
cgagagggcc tttgggatcece aactgetgec

<210>
<211>
<212>
<213>

val
Glu
val
Thr
Leu
275
Cys
Tyr
Cyé

Tyr

132
30
DNA
Homo

132

133
30
DNA
Homo

Thr Ser

Ile 1Ile
165

Ser His
180

Leu Lys
Ile Cys
Lys Lys
Tyr Phe

245

phe Gln

260

Asp GlIn

Ile Asn

Leu Leu

Cys ser
325

Thr Arg
340

sapiens

sapiens

val
150
Phe
Phe
ile
Tyr
Arg
230
Leu
Glu
Ala
Pro
val
310

Ite

ser

Ile

Thr

Pro

val

Ser

215

His

Phe

Phe

Met

Ile

295

phe

pPhe

Thr

Thr

Arg

Tyr

Ile

200

Gly

Arg

Trp

Phe

Gln

280

Ile

Phe

GIn

Gly

32985_ST25.txt

Trp val val ala val
155

Ser

ser

185

Leu

Ile

Ala

Ala

Gly

val

TYyr

Gln

Gln

Glu
345

Gln

170

Gin

Gly

Leu

val

Pro

250

Leu

Thr

Ala

Lys

Glu

330

GlIn

Lys

Tyr

Leu

Lys

Arg

235

TYyr

Asn

Glu

Phe

His

315

Ala

Glu

51/77

Glu

Gin

val

Thr

220

Leu

Asn

Asn

Thr

val

300

Ile

Pro

Ile

Gly

Phe

Leu

205

Leu

Ile

Ile

Cys

Leu

285

Gly

Ala

Glu

Ser

Phe

Leu

Trp

190

Pro

Leu

Phe

val

Ser

270

Gly

Glu

Lys

Arg

val
350

Ala
His
175
Lys
Leu
Arg
Thr
Leu
255
Ser
Met
Lys
Arg
Ala

335

G1y

ser

160

Tyr

ASn

Leu

cys

Ile

240

Leu

ser

Thr

Phe

Phe

320

Ser

Leu

30



<400> 133
ggcagcagtt ggatcccaaa ggccctcteg

<210> 134

<211> 24
<212> DNA

<213> Homo sapiens

<400> 134
gcaaattggg atccaactcc tgec

<210> 135

<400> 135

000

<210> 136

<211> 24

<212> DNA

<213> Homo sapiens
<400> 136

gcaaattggg gcccaactgce tgcce

<210> 137

<211> 24

<212> DNA

<213> Homo sapiens

<400> 137
ggcagcagtt gggecccaat ttge

<210> 138
<211> 26
<212> DNA

<213> Homo sapiens

<400> 138
ctcttgtgcc agggtgtggt ctccga

<210> 139

<211> 35

<212> DNA

<213> _Homo sapiens

<400> 139
gatcgaagct ttcagaaccc agcagagagt tcatg

<210> 140

<211> 43

<212> DNA

<213> Homo sapiens

<400> 140

gactatactt atttctgttt tcattgtcat tctcctgaac acc

<210> 141
<211> 29
<212> DNA

<213> Homo sapiens 52/77

329855725, txt

30

24

24

24

26

35

43



<400> 141
cgccaagett cattataaac

<210> 142
<211> 31
<212> DNA
<213> Homo sapiens

<400> 142
acgcgtcgac gaaactccaa

<210> 143
<211> 40
<212> DNA
<213> Homo sapiens

<400> 143
gttcaggaga atgacaatga

<210> 144

<211> 39

<212> DNA .
<213> Homo sapiens

<400> 144
cattctcctg aacaccttcc

<210> 145

<211> 29

<212> DNA

<213> Homo sapiens

<400> 145
gccaagcettc cagtgtgatg

<210> 146
<211> 40
<212> DNA
<213> Homo sapiens

<400> 146
tgggtgaaca ggaagtcttg

<210> 147
<211> 23
<212> DNA

<213> Homo sapiens

<400> 147
caggtgcagc tggtggagtc

<210> 148

<211> 25

<212> DNA

<213> Homo sapiens

<400> 148
gaagagacgg tgaccattgt

32985_ST25.txt

cagccgaga

acaccacaga g

aaacagaaat aagtatagtc

aagacttcct gttcaccca

gatatctga

gaaggtgttc aggagaatga

tgg

ccctt

53/77

29

31

40

39

29

40

23

25



<210> 149

<211> 27

<212> DNA

<213> Homo sapiens

<400> 149
gaaattgtgc tgactcagtc

<210> 150

<211> 24

<212> DNA

<213> Homo sapiens

<400> 150
gtttgatctc caccttggte

<210> 151

<211> 27

<212> DNA

<213> Homo sapiens

<400> 151
ggcagtggat ctgggacaga

<210> 152

<211> 27

<212> DNA

<213> Homo sapiens

<400> 152
ggtgaaatct gtcccagatc

<210> 153

<211> 88

<212> DNA

<213> Homo sapiens

<400> 153
rratgetggg cccagetctg

tccaccaaag gcccatecgt

<210> 154

<211> 39

<212> DNA

<213> Homo sapiens

<400> 154
tcatattctc tagatcattt

<210> 155
<211> 27
<212> DNA

<213> Homo sapiens

<400> 155
cagcgtggtg acagtgccct

<210> 156

32985_5T25. txt

tccagac

ccte

tttcacc

cactgec

tcccacaccy cggtcacatg gcaccacctce tcttgecagcet

cttcecccc

acccagagac agggagagq

ccagcag

54/77

27

24

27

27

60
88

39

27



<211>
<212>
<213>

27
DNA

<400> 156
ctgctggagg

<210>
<211>
<212>
<213>

157
DNA
<400> 157
ccccacctgt
acataactga
tcgatcgaat
caagtctagt
gtaagcagtt
gtctctcgt
gagtccecggt
ccatcagatg
taaccaatca
cggggttect
cgettctgtt
cggcgegeca
acgaggggct
tctgacgeag
tgcatccgaa
9999999999
cgactaggaa
tggaggttcc
ggtaagctgg
cctctgggga
trtcgtgeet
tctgtactag
aacacgcaca
tcgagacata
ctgggagacg
gcaccacctt

aaaccecegg

Homo sapiens

gcactgtcac

12754

Homo sapiens

aggrtrggcea
gaatagagaa
tcattgcggt
tccaatcctt
cctgeecegg
cgtcttatac
tcttgtctac
Tttccagggt
gtrcgetect
ggactttrac
cgcgegette
gtcctecgat
cgagttattt
cgggcecatg
tcgtggactc
gggcataagyg
cccteccaga
accgagattt
ccageggteg
cggatccctg
gtctctgtet
ttagctaact
aacacggcceg
gaccgectgg
tcccagggac
gactgctcaa

caaaaacacc

cacgetg

agctagctta
gttcagatca
aaaacgrtcc
cagagagaca
ctcagggcca
ccggrrtgte
caggggtcta
gccccaagga
ggagtcgtca
tgggacacgg
tgctecccga
agactgegtc
tctcgggtgt
ceeeecccce
gctgatectt
gttatttcgg
ggagtctaac
ggagaccect
gtggagcccce
gtggctygggg
ttgtgcgtgt
agctctgtat
tagattacaa
cgtggtggaa
ttigggggcc
gacttgtggg
gggctggact

32985_ST25. txt

agtaacgcca
aggttaggaa
gtacctttta
gcagaatatg
agaacagatg
ctatagacac
cgccagggeg
cctgaaaatg
aagatctctt
aataaacttg
gctcaataaa

gceegggtac

‘tggggagtga

cecegrattec
gggagggtct
agaacgacaa
taactgacgg
gcctagggac
cagaaagtaa
gggcggeect
ttgtgecgge
ctggcggacc
acgcggacgc
ctgacgagtt
grrtttgtag
ccggegetgg
ccttcecctca

55/77

trttgcaagg
ggggtggaca
tgtattgact
ggccaaacag
gtccccagat
cattcgtcaa
cctcagcagt
accectgtrgec
ggtagtctac
attggttagt
agagcccaca
gcgaagacaa
gccgegeggt
caataaagcc
cctecagattg
acgtaggctt
cacctcggygg
caccgaccec
acctccaagg
ccattcgacc
atctaatgtt
aaagcacaga
agacatgatc
ctgaacaccce
cccgacctga
gaccctetge

_cgatgtggaa

catggaaaat
tccaaacegt
cttatctctt
gatatctgtg
gcggteecge
ggacggggcec
ttctagagaa
ttatttgaac
aaaggtccca
caagcgaaga
accccteact
gcgegegaag
caggaggcta
tcttgetgtt
attgactgec
agcacctgag
gtctttcatt
ccecgeecggga
tggctctaaa
ggtcgeeage
tgcgectgeg
cagagacaga
aatcgattga
ggccgcaace
ggaagggagt
agggtccctg

tccgacccecg

27

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620



tcaggatatg
ttrttgettt
tcceetgetce
ccgaagceege
gactgtgttt
acgacgtcge
gacttttaat
atgtcgagcg
~ caatggtgag
Ttggtcagcec
acctttaacg
aagatcaagg
cgctctgecg
tggcecgeat
tgaccccect
tggtccagyg
tcgggaaaca
ttgaacctcc
9gaggcggag
ggcggagcta
ggttaaactt
ctgectggtgg
gtcgrttcea
actcttgtge
taatatgtta
agaggctaat
aggtgccgta
aaggggccac
agagtaagag
ctgatgctac
ctgccteege
ctcatcttaa

ccacaagtag

tggrretggt
cggtttggaa
ttggattttg
gcgtettgte
ctgtatttgt
gacgtcgtag
cceggtctga
gatcgctcac
ggaattcaaa
atctacagtt
tcggatggec
tcttttcacc
tggaaattgg
ggacacccag
ccctgggtea
gatgtagcac
tgtgggattc
tcgttcgace
gagaaggagg
ggagggaaat
aagctatgga
tgtcaaatct
agcagcgtct
cagggtgtgg
cctcagttca
gtttctacta
tgatagttgt
cacaccgtat
ataaatgtge
taccactcgg
tctacteget
taaactgcaa

aaaccaaaac

aggagacgag
gctacacctt
tcaagggcgy
tgctgceageg
ctgaaaatta
caagacacaa
gttaccactc
aaccagtcgg
ctggaatcca
cttctetgea
gcgagacggc
agacgagacg
ctctggagta
accaggtecc
agccctttgt
tggacccttc
cctecgecte
ccgectegat
taggcggggce
aggtcgggag
cagcaaaggt
atccgcgget
ttcccaggge
tctccgatta
tccacggeat
ctactatcgc
tctcattctc
gactacgatg
ttcataggtt
aacagtattt
ggtgttcatc
tegtrtaacc

acccgrtgta

32985_5T25.txt

aacctaaaac
aggctgggge
aggcagactt
ctgcagcatc
gggccagact
cagagacaga
ccttaagttt
tagatgtcaa
gtgacctttc
acccaatgga
acctttaacc
tcttaccggt
gtgggtccaa
ctacatcgtg
acaccctaag
ggaaccgaaa
ctcttcctec
cctcecttta
agagagggag
tgaggaagag
tcgtegeaga
ctagagagct
ggacgaggac
caaagatgat
actatcaaca
gacttctgtt
tatttacacg
atggtgagcc
ctcgaactac
tggtcacact
tttggttttg
tcgaacctag
cgaccagcag

56/77

agttreccgec
agtcctatac
aaaaacgaaa
grtctgtgtt
ggcttcggeg
ctgacacaaa
gaccttaggt
gaagagacgt
tacagctege
tctgctetge
gagacctcat
tggaaattgc
ttctagttce
acctgggaag
accgggegta
actgggggga
atccgeececg
tccagcectc
aacttggagg
taggcgccga
aagggtcccg
ccaatttgaa
gacgaccacc
gatgatagcg
tgagaacacg
attatacaat
aagtatccaa
ttgtcataaa
ttcceeggtyg
agcaaattgg
tgggcaacat
gacggaggcg
gagtagaatt

tcegtctgaa
accaagacca
gccaaacctt
gtctctgtcet
cgcagaacag
gacataaaca
cactggaaag
tgggttacct
ctagcgagtg
agaatggcca
cacccaggtt
agcctaccgg
agaaaagtgg
ccttggettt
cctgtgggtc
gggacccagt
tctetececce
actcctrctce
agcaagctgg
gatctctcga
cctgctectg
ttcgatacct
acagtttaga
ctgaagacaa
gtcccacacc
ggagtcaagt
gagctrgatg
accagtgtga
gtgtggcata
agcttggatc
gctggrcgtc
agatgagcga

atttgacgtt

1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600



aaagctgaag
tcttattact
tgtaaatgga
cccgagtgag
ggctgtatca
ctcacccaga
aaaccgectt
gctgtgtttg
tggttggtgg
gtcctgecag
ttctgtecca
cccttatttt
aatgatttac
ccttattaaa
tggtcatctg
tacteccettgt
taggactttt
atcttcacca
ctgaacacct
aatgaaagag
cttecggectg
gactcttggg
tttcgtggtc
cgacgtagtt
tgttctteeg
atacggaagce
tggttcgega
tcaacaaaca
ctctctagag
accecregte
acctgeagec
gaatgaaaga
tattttattt

tccaaaccgt

tgcttgactg
ctcccattgt
cgagttggac
acgacgtrta
catcggttat
aacccttacg
agaagaagta
ctttaaaagc
ctgtgttrge
tggaaacccc
ggaatcatct
ccacgaggat
ggtcrttctt
ggtgrgtrat
ctactcggga
aaaaccccga
gggacgaagc
tcatgattgt
tccaggaatt
aagacctgag
agtaactgtg
atgactcact
agttgacctyg
agggtagtag
aaagcacatc
aaccectett
agacgtrtgt
cgccrrecac
ggcecegtttg
cttcagagec
aagcttatcg
cceeacctgt
tctaaaataa

tcgatcgaat

acatttacct
gggctcactc
cggragagac
gagtgggtct
tttggcggaa
ttacacgttt
gtaggaggac
caggacggtc
ctatggaccg
accactgttc
ttactaaatg
ggaataattt
ctaagacaaa
atgaggaaca
atcctgaaaa
ccaggacggc
cacagctttg
ttactttctc
ccgratcccg

ggatattata

aaagcaccag

gctgcatcaa
gttcggtgeg
tatgcctteg
accaageget
caagtctrtcc
tacaggtcaa
tggggagcag
tctgtcacct
gaccaaatat
ataaaataaa
aggtttggca
atcagaggtc

agtaacgcca

32985.ST25. txt

gctcaacctg
tgctgcaaat
tagacgaaaa
ttgggaatgc
tcttcttcat
aataagtgtc
tgttagctat
acctrrtgggyg
ataacaggta
acactagtgg
ccagaaagaa
ccacacaata
tacagacacc
ttttgggget
ccetgetteg
gacgagtagt
ctcticttct
ttctggactc
tcactctcag
acagtaagag
tcaactggac
tcccatcatce
tccactgtct
ttggggagaa
tctgcaaaca
atagagagcc
aagatgteccc
gaagtctegg
acctcactga
tactgagctc
agattttatt
agctagcrta
tttttccecc

ttttgcaagg
57/77

gccatctctyg
tttcgacttc
agaataatga
aatgtgcaaa
catcctcctg
ccgacatagt
gatacctggce
tggtgacaag
cgacacaaac
accaaccacc
gattctgttt
aagacagggt
gggaataaaa
ggtcctgeeg
gtgtcgaaac
accagtagac
ggcatagggc
cctataatat
tagaagtggt
gacttgtgga
caagccacge
gaagccggac
ctgagaaccc
gttcagaagg
atgtccagtt
acaagaaggc
agacagtgga
crggtrtata
agttgttigt
gagagatctc
tagtctccag
tggacgtcgg
ctractttct

catggaaaat

atcrgettet
acgaactgac
gagggtaaca
ttattcacag
acaatcgata
gtagccaata
tattgtccat
tgtgatcacc
gaaattttcg
gacacaaacg
atgtctgtgg
cctragtaga
ggtgctecta
ctgcrcatca
gagaagaaga
gatgagccct
agtgagagtc
tgtcattcte
agtactaaca
aggtccttaa
aggtgacaga
tcattgacac
tactgagtga
tatcretcgg
ttctacaggg
tttegtgtag
tggagtgact
atgactcgag
gcggaaggtyg
ccgggceaaac
aaaaaggggg
ttrcgaatage

ggggtggaca

acataactga

3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640



gaatagagaa
tcattgcggt
tccaatcctt
cctgcceccgg
ttctagagaa
tcttgtctac
tttccagggt
gttcgettcet
ggacttttac
gcgcgegaag
gtcctccgat
cgagtrtattt
cgggcccatg
tgttccttyg
gtaacagttt
agactcacta
gagaacaaca
gttttgaatc
tcctcagett
ttatgaggac
tgttatcege
aatacctgtc
tgtgttgtat
actcacatta
gctgcattaa
cgagtgacgg
aacgcgeggyg
cgetgegetc
aacgcataac
gacgecegerc
gataacgcag
agtgagtttc

cactegttrt

gttcagatca
aaaacgttcc
gtctctcgt
ctcagggcca
ccatcagatg
caggggtcta
gcceccaagga
cgcrtctgrt
tgggacacgg
acgaggggct
agactgcgtc
tctegggtgt
ggcacatagg
gagggtctrcc
cttgaagttg
actgatgggc
ttctgagggt
cacatactcc
ataattcatt
tttatcaagt
tcacaatrtec
gcgtcttrct
gctcggectt
attgcgttgce
tgaatcggcec
gcgaaaggtc
gagaggcggt
ggtcgttcgg
ccgcgagaag
gccatagtcg
gaaagaacat
cgccattatg

ccggtegttt

aggttaggaa
gtacctttta
cgtcttatac
agaacagatg
ctatagacac
€gccagggcyg
cctgaaaatg
cgegegetec
aataaacttg
gctcaataaa
gccegggtac
tggggagtga
ttatttggga
tctgagtgat
gtaggctgaa
agtcgeeccc
aggagtcgaa
aatactcctg
aggactgagt
ttatggacag
acacaacata
cgaccectet
cgtatttcac
gctcactgcec
ccacggatta
agccctttgg
ttgcgtattg
ctgcggegag
gcgaaggagc
tcactcaaag
gtgagcaaaa
ccaataggtg

tccggtectt

32985_5ST25.txt

cagagagaca
tgtattgact
ccggtttgte
gtccccagat
cattcgtcaa
ggagtcgtca
accctgtgec
tgctccccga
attggttagt
agagcccaca
ccgtgtatcc
gcegegeggt
gaacgtcaac
tgactacccg
caccagagcg
agaaagtacc
tattaagtaa
aaatagttca
taatcggtga
cgcagaaaga
cgagccggaa
taacacttta
atttcggacc
cgetttccag
ctcactcgat
acagcacggt
ggcgctcttc
cgé%atcagc
gagtgactga
gcggtaatac
ggccagcaaa
tcttagtccc
ggcatttttc

58/77

gcagaatatg
cttatctett
gatatctgtg
geggteecege
ggacggggcc
aagatctctt
ttatttgaac
aaaggtccca
caagcgaaga
acccctcact
aataaaccct
caggaggcta
catccgactt
tcagcggggg
acaaggaacc
cattgtcaaa
tcctgactea
ctettgttgt
caaaacttag
gctggggaga
gcataaagtg
acaataggcg
ggtgcctaat
tcgggaaace
tgagfgtaat
cgacgtaatt
cgettecteg
ttgcgegeec
gcgacgcgag
ggttatccac
aggccaggaa
ctattgegtc

gcegegttge

ggccaaacag
caagtctagt
gtaagcagtt
cctcageagt
gagtcccggt
ggtagtctac
taaccaatca
cggggttcct
gcgaagacaa
cggegegeca
cttgcagttg
tctgacgeag
gtggtctecge
tctttcatgg
ctcccagagg
gaacttcaac
attagccact
aagactccca
gtgtatgagg
attgtgaaat
taaagcctgg
agtgttaagg
gagtgagcta
tgtcgtgeca
taacgcaacg
acttagccgg
crcactgact
ctetecgeca
ccagcaagec
agaatcaggg
ccgtaaaaag
ctttcttgta

tggcgtttet

5700
5760
5820
5880
5940
6000
6060

6120

6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620



ccataggctc
aaacccgaca
tgctcgtagt
gataccaggc
ttaccggata
cctrcgaggg
aaagagggaa
gtgtaggtcg
ccgcgaaaga
cgacccgaca
tcgtcttgag
caggattagc
attctgtget
atgtaggcgg
cagtatttgg
aagaacttca
gacgacttcg
accgctggta
gcecrttttet
aaaacaaacg
crtttctacg
gagattatca
gagtcacctt
tcacctagat
aaacttggtc
atttretactt
gttacgaatt
gcctgactce
tggatagagt
ctattgatgc
cccacgetca
cagaagtggt
taaatagtcg

tatccgectc

cgceecectyg
ggactataaa
gtttttagct
gttrccecct
cctgtecgec
agcacgcgag
gcecttcgea
ttcgctccaa
gtatcgagtg
cacgtgcttyg
tccaaccegg
agagcgaggt
gaatagcggt
tgctacagag
tatctgcget
ccaccggatt
gtcaatggaa
gcggtggtret
caaccatcga
ttcgtegtct
gggtctgacg
aaaaggatct
gcttttgagt
ccttttaaat

tgacagttac

‘caaaatttag

agtrcactccg
ccgtcgtgta
cgctagacag
tatgcectcc
ccggetecag
cctgcaactt
ttatttggtc

catccagtct

acgagcatca
cggcgeaacy
gcgagttcag
ggaagctccec
Trtctecctt
aggacaaggc
ggcgerttct
gctgggetgt
cgacatccat
gggggcaagt
taagacacga
acgcggaata
gaccgtegtc
ttcttgaagt
ctgctgaage
gatgccgatg
cggaaaaaga
ttttgrrtgce
gaactaggcc
aatgcgcgtc
ctcagtggaa
agagttcttc
gcaattccct
taaaaatgaa
caatgcttaa
ttagatttca
acctatctca
gataactacg
ataaagcaag
cgaatggtag
atttratcagce
cgacgttact
ggtcggectt

attaattgtt
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caaaaatcga
accgcaaaaa
tetrecacege
tcgtgegcetce
cgggaagegt
tgggacggcy
catagctcac
gtgcacgaac
agagtcaagc
€gggctggcy
crtatcgcca
ggccattgat
ggtgaccatt
ggtggcctaa
cagrtacctt
tgatctrect
gttggtagct
aagcagcaga
gtttgtttgg
tretrtrtece
cgaaaactca
taggaaacta
aaaaccagta
gttttaaatc
tcagtgaggce
tatatactca
gcgatctgtc
atacgggagg
taggtatcaa
accggggrca
aataaaccag
atggecgcetct
cceggetege
gccgggaage
59/77

cgctcaagtc
ggtatccgag
tttgggetgt
tcctgttecg
ctatggtccg
aatggcctat
gctgtaggta
cceeccgttea
cacatccagc
tgcgccettat
ctggcageag
agcagaactc
gtcctaatcg
ctacggctac
tacatccgec
grcataaacc
cttgatccgg
ttacgcgcag
tggcgaccat
tctcaagaag
cgttaaggga
gaaaagatgce
ctctaatagt
aatctaaagt
agtggatcta
tttgaaccag
tatttcgtte
gcttaccatc
€ggactgagg
gctgcaatga
ccagccggaa
gggtgcgagt

gtcttcacca

tagagtaagt

agaggtggcg
g<ggggggac
cctgatattt
accctgeege
caaaggggga

ggacaggcgg
tcteagttcg
gcccgacege
aagcgaggtt
ccggtaacta
ccactggtaa
aggttgggcc
tctecgeteca
actagaagga
acgatgtctc
atagacgcga
caaacaaacc
aaaaaaagga
cgccaccaaa
atcctttgat
tttrggtcat
cceagactge
ttttcctaga
atatatgagt
ggaaaattta
actgtcaatg
atccatagtt
tggccccagt
ggcagcacat
taccgcgaga
gggccgageg
ggccgaggtc
ggacgttgaa

agttcgeeag

7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660



ttaatagttt
taattaacaa
caacggtaac
tccggttecc
gcaccacagt
cgctcaatgt
cgttgtcaga
ttctettact
ggcgtcacaa
ccgtaagatg
tgcggcgacc
tgaccactca
acgggcecgea
attggaaaac
attatggege
cgcttrtgag
acccaactga
aaggcaaaat
gaaaatgaaa
agggaataag
gaagcattta
tttacaactt
acagagtact
cgcacatttc
taaacttaca
cggtggactg
cacgaggccc
gcteccggag
gcgcaaagee
cttgtctgta
gcgggtgtcg
ccctegtetg

ttgatacgcece

gcgcaacgtt
cggeectteg
gatgtccgta
aacgatcaag
gcgagcagcea
actagggggt
agtaagttgg
gtcatgcecat
tagtgagtac
cttttctgtg
gagttgctct
tgagttggtt
gttatgcect
gttcrtcgygg
ggtgtatcgt
agtrcctaga
tcttcagcat
gccgcaaaaa
gtggtcgcaa
ggcgacacgg
tcagggttat
atgagtatga
cgcctatgta
cccgaaaagt
taaatctttt
cagattcttt
tttegteteg
acggtcacag
actactgeca
agcggatgec
gggctggett
ttcgggcagt
gtagtctcgt

gttgccattg
atctcattca
cgtggtgtca
gcgagttraca
aaccataccg
acaacacgtt
ccgcagtgtt
tcgaggaage
caataccgtc
actggtgagt
tgceceggegt
cagtaagact
taataccgcg
gcgaaaactc
cttgaaattt
atggcgacaa
cttttacttt
agctacattg
agacccactc
aaatgttgaa
tgtctcatga
gaaggaaaaa
atttgaatgt
gcecacctgac
tattrgttta
ggtaataata
cgegtttegg
tggatatttt
cttttggaga
gggagcagac
aactatgcgg
ccecgegeagt

gattgtactg
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ctacaggcat
tcaageggte
cgctegtegt
tgatccceca
aagtaagtcg
ttttcgcecaa
atcactcatg
caggaggcta
gtgacgtatt
actcaaccaa
caatacggga
cttatcacat
ccacatagca
tcaaggatct
tcacgagtag
ctcraggtca
caccagcgtt
ggtgagcacg
gtttttgtec
tactcatact
gcggatacat
gttataataa
atttagaaaa
gtctaagaaa
tccccaagge
gtactgtaat
tgatgacggt
tatccgcata
ctgtgtacgt
aagccegtea
catcagagca
cgcecacaac
agagtgcacc

60/77

ataggcggag
aattatcaaa
ttggtatggc
tgttgtgcaa
aggccaaggg
agctectteg
gttatggcag
gcaacagtct
aagagaatga
gtcattctga
ggcattctac
acgeccgetgg
gaactttaaa
taccgcetgtt
taaccttttg
tcgatgtaac
tctgggtgag
tgggttgact
ttecgrrtta
cttccttttt
tccettattc
cttcgtaaat
ataaacaaat
ccattattat
gcgtgtaaag
acctataaaa
gaaaacctct
gtgcteccggg
cgagggectc
gggcgegtca
gaacagacat
cgcccacagce

atatgcgaty

gtaggtcaga
cgcgttgcaa
ttcattcage
aaaagcggtt
ttgctagttc
gtccteegat
cactgcataa
tcattcaacc
cagtacggta
gaatagtgta
gaaaagacac
ctcaacgaga
agtgctcatc
gagatccagt
caagaagccc
ccactcgtge
caaaaacagg
agaagtcgta
cggegrtttt
caatattatt
ccgetgtgec
agtcccaata
aggggtrccg
catgacatta
gggcttttca
ataggcgtat
gacacatgca
aaagcagagc
tgccagtgte
gcgggtgrg
tcgectacygg
ccecgaccgaa

tgaaataccg

9720

9780

9840

9900

93960
10020
10080
10140
10200
10260
10320
10380
10440
10500
10560
10620
10680
10740
10800
10860
10920
10980
11040
11100
11160
11220
11280
11340
11400
11460
11520
11580
11640



cacagatgceg
ctaacatgac
tatggcgtag
gcgggectct
ttgggtaacy
cggtcgaccg
cccagteacg
caacagtecc
tgctgccgcg
ccggacggty
cttcccecatce
ggctttgttc
cgcratatcc
gcgtagaggc
ttgactcaac
taaacaattt
gctgaagect
aaagggggga

dataaatcag

158
119
PRT
Homo

<210>
<211>
<212>
<213>

<400> 158

GIn val Gln
1

Ser val Lys

His
35

Tyr Met

Ile Ile

50

Gly

Gln Gly

65

Arg

Met Glu Leu

taaggagaaa
tctcacgtgg
tccgeggtaa
tegetattac
ccagggtttt
ctttcccect
acgttgtaaa
ccggecacgg
ttccttacca
gtatgggtgc
ggtgatgtcg
gcgagtactc
gcggtegttg
gattagtcca
aatatcacca
ctgtcctata
atagagtacg
tgaaagacga

aggtcttttt

sapiens

val

Leu

val
20

Ser
Trp val
Pro

ASn

val Thr

GlIn

cys

Arg

Ser

Met

ataccgeatc
tatacgccac
gcggtaagtc
gccagetgge
acaacccttc
acacgacgtt
acgacggcgce
ggcctgecac
cgracgrtcc
ccgaaacaag
gcgatatagg
gggcticacc
gcgtggacac
atttgttaaa
acggeeggg
gtcaccaggt
agccatagat
cttcggatat

cccecctact

ser Gly

Ala

Lys

Ala
40

Gln

Gly Gly

55

Thr Arg

70

Ser Sser

Leu

arg Ser

32985_5725.txt

aggcgecatt
actttatggc
cgacgegttg
gaaaggggga
ccgctageca
ccgctraattce
aaggaatggt
catacccacg
tctaccgegg
cgctcatgag
cgccageaac
gctcgggeta
cgcggeeact
gacaggatat
ctacgcaggce
ccgagatcaa
aaaataaaag
ctcatgeteg

ttct

Glu val

10

Ala

Ser Gly

25

Tyr

Pro Gly Gln

Sser Thr Ser

Thr Ser

75

ASp

Asp Thr
61/77

Glu

cgceattcag
gtgtctacgce
tgttgggaag
tgtgctgcaa
cgcccggaga
aacccattge
gcatgcaagg
gggtcagtge
gttgtcaggg
ccecgaagtgg
cgcacctgtg
gaaggggtag
tgceggecac
cagtggtcca
cgcatctecg
aactgagttg
attttattta

gtatctattt

Lys Lys Pro

Thr phe
30

Gly teu Glu

45

Tyr Ala GlIn
60

Thr

Thr Ser

Ala val Tyr

Thr

gctgegeaac
attcctcttt
ggcgatcggt
ggcgattaag
agcgataatg
ggtcccaaaa
agatggcgcec
tgcaacattt
ggceggtgec
cgagceccgat
gcgeeggtga
ccactacagce
gatgcgtecg
ggctctagtt
ctaatcaggt
ttatagtggt
gtctccagaa

tattttctaa

Gly Ala

15

ser Tyr

Trp Met

Lys phe

val Tyr

80

Tyr Cys

11700
11760
11820
11880
11940
12000
12060
12120
12180
12240
12300
12360
12420
12480
12540
12600
12660
12720
12754



Ala Arg Glu

Thr Met val
115

<210> 159
<211> 112
<212> PRT
<213> Homo
<400> 159

Asp val val
1
GIn Pro Ala

Asp Gly Asn
35

Pro Arg Arg
50

Asp Arg Phe
65

Ser Arg val
Thr His Trp

<210> 160
<211> 118
<212> PRT
<213> Homo
<400> 160

GIn val GlIn

1

Ser Leu Arg

Gly Met His
35

Ala val 1le
50

85

Tyr Asn
100

Thr val

sapiens
Met Thr
5
ser Ile
20
Thr Tyr
Leu Ile
ser Gly
Glu Ala
85

Pro Ile
100

sapiens
Leu val

5
Leu Ser
20

Trp val

ser Tyr

Trp

Ser

GIn
ser
Leu
Tyr
ser
70

Glu

Thr

Glu

Cys

Arg

AsSp

Asn

Ser

ser

Cys

AsSn

Lys

Gly

ASp

Phe

Ser

Ala

Glin

Gly
55

32985_ST25.txt

90

95

Tyr Ala phe Asp Ile Trp Gly GIn Gly
105 110

Pro

Arg

Trp

40

val

ser

val

Gly

Gly

Ala

Ala

40

Ser

Leu

Ser

25

Phe

Ser

Gly

Gly

Glin
105

Gly
Ser
25

Pro

Asn

sSer Leu
10

Ser Gin

GIn GIn

Asn Trp

Thr Asp
75

val Tyr
90

Gly Thr

Gly val
10

Gly pPhe

Gly Lys

Lys Tyr

62/77

Pro

Ser

Arg

ASp

60

Phe

Tyr

Arg

val

Thr

Gly

val

Leu

Pro

45

ser

Thr

Cys

Leu

GIn

pPhe

Leu

45

Ala

Thr

val

30

Gly

Gly

Leu

Met

Glu
110

Pro
Ser
30

Glu

Asp

Leu
15

Tyr
Gln
val
Lys
Gln
95

Ile

Gly
15
Ser

Trp

Ser

Gcly

Ser

ser

Pro

Ile

80

Gly

Lys

Arg

Tyr

val

val



Lys Gly Arg
65

Leu Gln Met
Ala Arg Tyr

metr val Thr
115

<210> 161
<211> 107
<212> PRT
<213> Homo
<400> 161

Glu 1le val
1
Glu Lys val

teu His Trp
35

Lys Tyr Ala
50

Ser Gly ser
65

Glu Asp Ala
Thr Phe Gly

<210> 162
<211> 117
<212> PRT
<213> Homo

<400> 162
GIn val Gin
1

ser Leu Arg

Phe

Asn

Asn

100

val

Thr

Ser

85

Trp

Ser

sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly

Thr

5

Ile

Gln

GlIn

Thr

Thr

‘85

Gly

sapiens

teu

Leu
20

val
5

ser

32985_ST25. txt

Ile Ser Arg Asp Asn Ser Lys Asn
75

Leu Arg Ala Glu Asp
90

Asn Tyr Ala Phe Asp
105

Ser

GIn Ser

Thr Cys

GIn Lys

Ser Phe

55

Asp Phe
70
Tyr Tyr

Thr Lys

Glu ser

Cys Ala

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Gly

Ala

ASp

Ala

25

Asp

Gly

Leu

His

Glu
105

Gly

ser
25

Phe
10

ser

Gln

val

Thr

Gin

90

Ile

Gly
10

Gly

Thr ala

Ile Trp

Gln ser

GIn Ser

Ser Pro

Pro ser

60

Ile Asn
75

Ser Ser

Lys

val

Gly

val

Ile

Lys

Arg

ser

ser

Thr

Tyr

Gln
110

Thr

Gly

30

Leu

Phe

Leu

teu

Leu
Tyr

95

Gly

Pra

15

ser

Leu

Ser

Glu

Pro
95

Tyr
80
cys

Thr

Lys
ser
Ile
Gly
Ala

80

Leu

val val GIn Pro Gly Arg
15

Phe Thr Phe Ser Tyr Gly
30

63/77



32985_ST25.txt

Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val Ala
35 40 45

val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr ega Asp Ser val Lys
50 55

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser‘Lys Asn Thr Leu Tyr Leu
65 70 75 80

GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys Ala
85 90 95

Arg Tyr Asn Trp Asn Tyr Ala Phe Asp Ile Trp Gly GIn Gly Thr Met
100 105 110 )

val Thr val Ser ser

115
<210> 163
<211> 107
<212> PRT

<213> Homo sapiens

<400> 163

Asp Ile GIn Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp arg val Thr ITe Thr Cys Arg Ala Ser GIn Ser Ile Ser Ser Tyr
20 25 30

Lteu Asn Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala ala ser ser Leu GIn Ser Gly val Pro Ser Arg Phe Ser Gly

50 55 60
ser Gly Sser Gly Thr Asp Phe Thr reu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80
Glu Asp phe Ala Thr Tyr Tyr Cys GIn Gin Ser Tyr Ser Thr Pro Tyr
85 90 95
Thr Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 164

<211> 118

<212> PRT

<213> Homo sapiens

<400> 164
64/77



32985._ST25.txt
GIn val GIn Leu val GIn Ser Gly Ala Ggu val Lys Lys Pro Gly Ala
1 1S

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr phe Thr Ser Tyr
20 25 30

Tyr Met gis Trp val Arg GIn Ala Pro Gly Gln Gly Lgu Glu Trp Met
S 40 4

Gly Ige Ile Ash Pro Ser g;y Gly Ser Thr Ser g%r Ala GIn Lys phe
5

GIn Gly Arg val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr
65 70 75 80

Met Glu teu Ser ggr Leu Arg Ser Glu gap Thr Ala val Tyr ggr Ccys

Ala Arg Tyr Asn Trp Asn Tyr Ala pPhe Asp Ile Trp Gly GIn Gly Thr
100 105 110

Met val Thr val Ser Ser

115

$<210> 165
<211> 113
<212> PRT

<213> Homo sapiens

<400> 165

Asp ITe val Met Thr GIn Ser Pro Asp Ser Leu Ala val Ser Leu Gly
) 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser val Leu Tyr Ser
20 25 30

Ser Asn égn Lys Asn Tyr Leu ﬁga Trp Tyr GIn Gln L%S Pro Gly GlIn
4

Pro Pgo Lys teu Leu Ile ggr Trp Ala Sser Thr 259 Glu ser Gly val
5

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp phe Thr teu Thr
65 70 75 80

Ile ser Ser Leu GIn Ala Glu Asp val Ala val Tyr Tyr Cys GIn Gln
85 90 95

Tyr Tyr Ser Thr Pro Trp Thr Phe Gly GIn Gly Thr Lys val Glu Ile
100 105 110

65/77



caggtgcagc tggtgcagtc

Lys

<210> 166

<211> 1350
<212> DNA

<213>

<400> 166

tcctgeaagg

cctggacaag

gcacagaagt tccagggcag

atggacctga
tggtataagt
tcctcagett

tccgagagea

gtgtcgtgga actcaggcge
tcctcaggac tctacteect
aagacctaca cctgcaacgt
gagtccaaat atggtccccce

tcagtcttcc tgttcceccc

gtcacgtgcg
gtggatggcy
acgtaccgtg

tacaagtgca aggtctccaa

gccaaaggge agcecccgaga

accaagaacc

gtggagtggg agagcaatgg
gactccgacg gctecttett

gaggggaatg tctrctcatg

aagagcctct
<210> 167
<211> 366
<212> DNA
<213>

<400> 167

caggtgcage tggtgcagtc

tcctgeaagg catctggata

Homo sapiens

catctrggata

ggcttgagtg
gcagcctgag
ggaacttcga

ccaccaaggg

cagccgecect

tggtggtgga
tggaggtgca
tggtcagegt

aggtcagcect

ccetgtetcet

Homo sapiens

tggggctgag
cacctteace
gatgggaatg
agtcaccatg
atctgaggac
tgcttttgat
cecateegte
gggctgectg
cctgaccage
cagcagcgtg
agatcacaag
atgcccatca
aaaacccaag
cgtgagccag
taatgccaag
cctcaccgtc
caaagécctc
gccacaggtg
gacctgcectg
gcagccggag
cctctacagce
ctcecgtgatg

gggtaaatga

tggggctgag

caccttrcacc

32985_ST25.txt

gtgaagaagc
agctactata
atcaatccta
accagggaca
acggcegtgt
atctgggygcc
ttcecectgg
gtcaaggact
ggcgtgeaca
gtgaccgtgc
cccagcaaca
tgcccageac
gacactctca
gaagaccccg
acaaagccege
ctgcaccagg
ccgtectecea
tacacectge
gtcaaaggcet
aacaactaca
aggctaaccg

catgaggctc

gtgaagaagc

agctactata

66/77

ctggggectc
tacattgggt
gtggtggtrcg
cgtccacgag
ttractgtge
aagggacaat
cgeccctgete
acttccccga
cctrecegge
cctecageag
ccaaggtgga
ctgagtcct
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccceatccca
tctaccccag
agaccacgcc
tggacaagag

tgcacaacca

ctggggectc
tacattgggt

agtgaaggtt
gcgacaggec
cacaagctac
cacagtctac
gagagagaga
ggtcaccgtc
caggagcacc
accggtgacg
tgtcctacag
cttgggcacyg
caagagagtt
ggggggacca
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcece
tccegtgetg
caggtggcag

ctacacacag

agtgaaggtt

gcgacaggec

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1350

60
120



cctggacaag ggcttgagtg
gcacagaagt tccagggceag
atggacctga gcagcctgag
tggtataagt ggaacttcga
tcctca

<210> 168

<211> 15

<212> DNA

<213> Homo sapiens
<400> 168

agctactrata tacat

<210> 169

<211> 51

<212> DNA

<213> Homo sapiens

<400> 169
atgatcaatc ctagtggtgg

<210> 170

<211> 39

<212> DNA

<213> Homo sapiens

<400> 170
gagagatggt ataagtggaa

<210> 171
<211> 90
<212> DNA
<213> Homo sapiens

<400> 171
caggtygcagce tggtgcagtc

tcctgecaagg catctggata

<210> 172

<211> 42

<212> DNA

<213> Homo sapiens

<400> 172
tgggtgcgac aggcccctgg

<210> 173

<211> 96

<212> DNA

<213> Homo sapiens

<400> 173
agagtcacca tgaccaggga

dagatctgagg acacggcecgt

gatgggaaty
agtcaccatg
atctgaggac

tgcttttgat

tcgcacaage

cttcgatget

tggggctgag

caccttcacc

acaagggctt

cacgtccacyg

gttrtactgt

32985._5725. txt
atcaatccta gtggtggtcg cacaagctac

accagggaca cgtccacgag cacagtctac
acggeegtgt trtactgtge gagagagaga

atctggggcec aagggacaat ggtcaccgtc

tacgcacaga agttccaggg ¢

tttgatatc

gtgaagaagc ctggggcecte agtgaaggtt

gagtggatgg ga

agcacagtct acatggacct gagcagcectg

gcgaga
67/77

180
240
300
360
366

15

51

39

60
20

42

60
96



32985_ST25.txt

<210> 174

<211> 33

«212> DNA

<213> Homo sapiens

<400> 174
tggggccaag ggacaatggt caccgtctcc tca

<210> 175
<211> 449
<212> PRT
<213> Homo sapiens

<400> 175
GIn val GIn Leu val GIn Ser Gly Ala
1 5

Ser val Lys val Ser Cys Lys Ala Ser
20 25

Tyr Ile His Trp val Arg GIn Ala Pro
35 40

Gly Met Ile Asn Pro Ser Gly Gly Pro
50 55

GIn Gly Arg val Thr Met Thr Arg Asp
65 70

Met AsSp Leu Ser Ser Leu Arg Ser Glu
85

Ala Arg Glu Arg Trp Tyr Lys Trp Asn
- 100 105

Gly Gln Gly Thr Met val Thr val Ser
115 120

ser val Phe Pro Leu Ala Pro Cys Ser
130 135

Ala Ala Leu Gly Cys Leu val Lys Asp
145 150

val Ser Trp Asn Ser Gly Ala Leu Thr
165

Ala val reu GIn Ser Ser Gly Leu Tyr
180 185

val Pro Ser Ser Ser Leu Gly Thr Lys

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Phe

Ser

Arg

Tyr

ser

170

ser

Thr

val Lys
Tyr Thr
Gin Gly
Ser Tyr

60

Ser Thr
75

Thr Ala
Asp Ala
Ala ser
Ser Thr

140

phe Pro
155
Gly val

Leu ser

Tyr Thr

68/77

Lys

Phe

Leu

45

Ala

ser

val

Phe

Thr

125

Ser

Glu

His

Ser

Cys

Pro

Thr

30

Glu

Gin

Thr

Phe

Asp

110

Lys

Glu

Pro

Thr

val

190

Asn

Gly

15

ser

Trp

Lys

val

Tyr

Ile

Gly

ser

val

Phe

175

val

val

Ala

Tyr

Met

phe

Tyr

80

Cys

Trp

Pro

Thr

Thr

160

Pro

Thr

ASp

33



32985_5T25.txt
195 200 205

His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr
210 215 220

Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

Ser val phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 - 250 255

Arg Thr Pro Glu val Thr Cys val val val Asp val Ser GlIn Glu Asp
260 265 270

Pro Glu val GIn Phe Asn Trp Tyr val asp Gly val Glu val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg val
290 295 300

val Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr
340 345 350

teu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn Gln val Ser teu Thr
355 360 365

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu
370 375 380

ser asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro pro val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys
405 410 v 415

Ser Arg Trp Gln Glu Gly Asn Vval phe Ser Cys Ser val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser lLeu Gly
435 440 , 445

Lys

69/77



<210> 176
<211> 122
<212> PRT
<213> Homo
<400> 176

GIn val GlIn
1
Ser val Lys

Tyr Ile His
35

Gly Met Ile
50

Gln Gly Arg
65

Met Asp Leu
Ala Arg Glu

Gly GIn Gly
115

<«210> 177
<211> 5
<212> PRT
<213> Homo
<400> 177

ser Tyr Tyr
1

<210> 178
<211> 17
<212> PRT
<213> Homo
<400> 178

Met Ile Asn
1
Gly

<210> 179
<211> 13

sapiens
teu val
5
val ser
20
Trp val
Asn Pro
val Thr
ser Ser
85

Arg Trp
100

Thr Met

sapiens

Ile His
5

sapiens

Gln

Ccys

Arg

ser

Met

70

Leu

Tyr

val

Ser

Lys

G1in

Gly

55

Thr

Arg

Lys

Thr

Gly

Ala

Ala

40

Gly

Arg

ser

Trp

val

120

32985_ST25.txt

Ala

ser

25

Pro

Pro

Asp

Glu

Asn

105

ser

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Phe

ser

val

Tyr

Gln

Ser

ser

75

Thr

Asp

Lys Lys

Thr phe

Gly Leu
45

Tyr Ala
60

Thr ser

Ala val

Ala phe

Pro Gly Ala

Thr

30

Glu

GIn

Thr

Phe

Asp
110

15

Ser

Trp

Lys

val

Tyr

95

Ile

Tyr

Met

Phe

Trp

Pro Ser Gly Gly Pro Thr Ser Tyr Ala GIn Lys Phe Gln
5 10 15

70/77



<212> PRT
<213> Homo
<400> 179
Glu Arg Trp
1

<210> 180
<211> 30
<212> PRT
<213> Homo
<400> 180
GIn val Gln
1

ser val Lys
<210> 181
<211> 14
<212> PRT
<213> Homo
<400> 181
Trp val Arg
1

<210> 182
<211> 32
<212> PRT
<213> Homo
<400> 182
Arg val Thr
1

Leu Ser Ser
<210> 183
<211> 11
<212> PRT
<213> Homo
<400> 183
Trp Gly Gln
1

<210> 184
<211> 663
<212> DNA

<213> Homo

<400> 184

sapiens

Tyr Lys
5

sapiens
Leu val
5

val Ser
20

sapiens

Gln Ala
5

sapiens
Met Thr
5

Leu Arg
20

sapiens

Gly Thr
5

sapiens

Trp

Gln

Cys

Pro

Arg

ser

Met

Asn

ser

Lys

Gly

Asp

Glu

val

Phe

Gly

Ala

Glin

Thr

ASp

Thr

32985._ST25.txt

AsSp

Ala

Ser
25

Gly

ser

Thr
25

val

Ala prhe

10

Glu val

10

Gly Tyr

Lteu Glu

10

Th
10

r Ser

Ala val

Se
10

r Ser

71/77

ASp

Lys

Thr

Trp

Thr

Phe

Ile

Lys

Phe

Met

val

Tyr

Pro Gly Ala
15

Thr
30

Gly

Tyr Met Asp
15

Cys Ala Arg
30



gacatcgtga
atcaactgca
tggtaccaac
gaatccgggg
atcagcagec
cctcggacgt
gtctteatct
ctgctgaaga
caatcgggta
ctcagcagea
gaagtcaccc
tag

<210>
<211>
<212>
<213>

<400> 185
gacatcgtga

185
339
DNA

atcaactgea

tggtaccaac

gaatccgggg
atcagcagcec

cctcggacgt

<210> 186
<211> 51
<212> DNA
<213>

<400> 186
aagtccagec

<210> 187
<21l> 21

<212> DNA
<213>

<400> 187
tgggcatcta

<210> 188
<21l> 27

<212> O©NA
<213>

tgacccagtce
agtccagccea
agaaaccagg
tcectgaceg
agcaggctga
tcggccaagg
tcccgecate
acttctatcc
actcccagga
ccctgacgcet

atcagggect

Homo sapiens

tgacccagtc
agtccagceca
agaaaccagg
tecectgaccg
agcaggctga

fcggccaagg

Homo sapiens

agagtgtttt

Homo sapiens

cacgggaatc

Homo sapiens

tccagactcee
gagtgtttta
acagcectect
attcagtggc
agatgtggca
gaccaaggtg
tgatgagcag
cagagaggce
gagtgtcaca
gagcaaagca

gagctegecc

tccagactec
gagtgtttta
acagccrect
attcagtggc
agatgtggea

gaccaaggtg

atacagctcc

32985_5T25.txt

ctggctgtgt
tacagctcca
aagctgctca
agcgggrctg
gtttattact
gaaatcaaac
ttgaaatctg
aaagtacagt
gagcaggaca
gactacgaga

gtcacaaaga

ctggctgtgr
racagctcca
aagctgetca
agcgggtctg
gtttatract

gaaatcaaa

aacaataaga

72[77

ctctgggcega
acaataagaa
tttactgggc
ggacagattt
gtcagcaata
gaactgtggc
gaactgcctc
ggaaggtgga
gcaaggacag
aacacaaagt

gctrcaacag

crctgggcga
acaataagaa
trtactgggc
ggacagattt

gtcagcaata

actacttagc

gagggceacce
ctacttagcet
atctacacgg
cactetcacce
ttacagtact
tgcaccatct
tgttgtgtgc
téacgccctc
cacctacagce
ctacgectgce

gggagagtgt

gagggecace
ctacttagct
atctacécgg
cactctcacc

ttacagtact

t

60

© 120

180
240
300
360
420
480
540
600
660
663

60
120
180
240
300
339

51

21



<400>

188

cagcaatatt acagtactcc

<210> 189

<211> 89

<212> DNA

<213> Homo sapiens
<400> 189
gacatcgtga tgacccagtc
atcaactgc

<210> 190

<211> 45

<212> DNA

<213> Homo sapiens

<400>

190

tggtaccaac agaaaccagg

<210>
<211>
<212>
<213>

<400>

191
96
DNA
Homo sapiens

191

ggggtccctg accgattcag

agccagcagg ctgaagatgt

<210>
<211>
<212>
<213>

<400>

192
30
DNA
Homo sapiens

192

ttcggccaag ggaccaaggt

<210>
<211>
<212>
<213>

<400>

Asp Ile val
1

Glu Arg Ala
Ser Asn Asn

Pro Pro Lys
50

193
220
PRT
Homo sapiens

193

35

32985_5T25.txt

tcggacg

tccagactee ctggetgtgt ctotgggega gagggeeace

acagcctect aagctgetca tttac

tggcagcggg tctgggacag atttcactct caccatcagce

ggcagtttat tactgt

ggaaatcaaa

Mmet Thr GIn Ser Pro Asp Ser Leu Ala val Ser teu Gly
5 10 15

Thr ITe Asn Cys Lys Ser Ser GlIn Ser val Leu Tyr Sser
20 25 30

45

Lys Asn Tyr teu Ala Trp Tyr GIn GlIn Lys Pro Gly Gln
40

Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly val
0

55

73/77

27

60
69

45

60
96

30



Pro

65

Ile

Tyr

Lys

Glu

Phe

145

GIn

ser

Glu

Ser

ASp

ser

Tyr

Arg

Gln

130

Tyr

Ser

Thr

Lys

Pro
210

<210>
<211>
<212>
<213>

<400>

Arg

ser

Ser

Thr

115

Leu

Pro

Gly

Tyr

His

195

val

194
113
PRT
Homo

194

Asp Ile val
1

Glu Arg Ala

Ser Asn Asn

35

Pro Pro Lys

Pro Asp Arg
65

Phe
GIn
Thr
100
val
Lys
Arg
Asn
Ser
180

Lys

Thr

Ser

Gln

85

Pro

Ala

ser

Glu

Ser

165

Leu

val

Lys

sapiens

Met

Thr

20

Lys

Leu

Phe

Thr
5

1le
Asn
Leu

ser

Gly

70

Ala

Arg

Ala

Gly

Ala

150

Glin

ser

Tyr

ser

GIn

Asn

TYr

Ile

Gly
70

Ser

Glu

Thr

Pro

Thr

135

Lys

Glu

ser

Ala

pPhe
215

ser

Cys

Leu

Tyr

55

Ser

Gly

AsSp

Phe

Ser

120

Ala

vai

ser

Thr

Cys

200

Asn

Pro

Lys

Ala

40

Trp

Gly

32985 ST25.txt

ser Gly Thr asp pPhe
75

val
Gly
105
val
Ser
Gln
val
Leu
185

Glu

Arg

Asp
ser
25

Trp

Ala

Ser

Ala

90

Gln

Phe

val

Trp

Thr

170

Thr

val

Gly

Ser

10

ser

TYyr

ser

Gly

val

Gly

Ile

val

Lys

Glu

Leu

Thr

Glu

Leu

Gln

Gln

Thr

Thr
75

74/77

Tyr

Thr

pPhe

Cys

140

val

Gln

Ser

His

Cys
220

Ala

ser

Gln

Arg

60

ASp

Tyr

Lys

Pro

125

Ley

Asp

ASp

Lys

GlIn
205

val

val

Lys

Glu

Phe

Thr

cys

val

110

Pro

Leu

Asn

ser

Ala

190

Gly

ser

Leu

30

Pro

Ser

Thr

Leu

Gin

95

Glu

Ser

Asn

Ala

Lys

Asp

Leu

Leu

15

Tyr

Gly

Gly

Leu

Thr

80

Gln

Ile

ASp

Asn

Leu

160

ASD

Tyr

Ser

Gly -

Ser

Gln

val

Thr
80



ITe ser Ser

Tyr Tyr Ser

Lys

<210>
<211>
<212>
<213>

<400>

195
17
PRT
Homo

195

Lys Ser Ser
1

Ala

<210>
<211>
<212>
<213>

<400>

196
7
PRT
Homo

196

Trp Ala Ser
1

<210>
<211>
<212>
<213>

<400>

197
9
PRT
Homo

197

GIn GIn Tyr
1

<210>
<211>
<212>
<213>

<400>

198
23
PRT
Homo

198

Asp Itle val
1

Glu Arg Ala
<210> 199
<211> 15

<212> PRT

32985_ST25. txt
GIn GIn Ala Glu Asp val Ala val Tyr Tyr Cys GIn Gln
85 90 95

Thr Pro Arg Thr Phe Gly GIn Gly Thr Lys val Glu Ile
100 105 110 )

sapiens

GIn Ser val Leu Tyr Ser Ser Asn Asn Lys Asn Tyr Leu
5 10 15

sapiens

Thr Arg Glu Ser
5

sapiens

Tyr Ser Thr Pro Arg Thr
5

sapiens
Met Thr GIn Ser Pro Asp Ser Leu Ala val Ser Leu Gly
5 10 15

Thr I1e Asn Cys
20

75/77



<213>
<400>

Homo sapiens

199

Trp Tyr GIn Gin Lys
1 5

<210>
<211>
<212>
<213>

<400>

200

32
PRT
Homo sapiens

200

Gly val Pro Asp Arg
1 5

Leu Thr Ile Ser ser

<210>
<211>
<212>
<213>

<400>

201
10
PRT
Homo sapiens

201

phe Gly GIn Gly Thr
1 S

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

202
13

“PRT

Homo sapiens

MISC_FEATURE

(1)..(D
X =EorbD
MISC_FEATURE

(2..2)
X=Q1 Ny R,
MISC_FEATURE

(3)..(3

32985.5T25.txt

Pro Gly Gln Pro

phe Ser Gly Ser

GIn GIn Ala Glu

Lys val Glu 1le

K or H

X =A, G, Wory

MISC_FEATURE

(5)..(5
X=W, Y) K:
MISC_FEATURE

6)..(6
X = K, R, H,
MISC_FEATURE

R or H

W, Y, Tors

Pro Lys Leu Leu Ile Tyr
10 15

Gly Ser Gly Thr Asp pPhe Thr
10 15

Asp val Ala val gyr Tyr Cys
0

Lys
10

76/77



32985._ST25. txt
<222> (T)..(7)
<223> X =Y, W, Nor Q

<220>

<221> MISC_FEATURE
<222> (10)..(10)
<223> X = A, GoryVv

<400> 202

Xaa Xaa Xaa Tyr Xaa Xaa Xaa Phe Asp Xaa Phe Asp Ile
1 5 10

<210> 203

<211> 13

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE
<222> (..
<223> X =Dor E

<220>

<221> MISC_FEATURE
<222> (2)..(2)
<223> X =QorR

<220>

<221> MISC_FEATURE
<222> (3)..(3)
<223> X = A orw

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> X =wWorKkK

<220>

<221> MISC_FEATURE
222> (6)..(6)
<223> X = W or K

<220> .
<221> MISC_FEATURE
<222> ()..(D
<223> X =Y or N

<220> .

<221> MISC_FEATURE
<222> (10)..(10)
<223> X =Aorv
<400> 203

Xaa Xaa Xaa Tyr Xaa Xaa Xaa Phe Asp Xaa Phe Asp Ile
1 5 10

77(77



