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Claims

[Claim 1] A multispecific antigen-binding molecule comprising a first antigen-
binding moiety that binds to CD3 and is composed of a first antibody
variable region and a second antibody variable region, and a second
antigen-binding moiety that is capable of binding to claudin-6 and is
composed of a third antibody variable region and a fourth antibody
variable region, wherein the multispecific antigen-binding molecule
comprises any one of (1) to (6) below:

(1) a first antibody variable region comprising the
complementarity determining region (CDR) 1 of SEQ ID NO:
11, the CDR 2 of SEQ ID NO: 17, and the CDR 3 of SEQ ID
NO: 23.in a heavy chain variable region; a second antibody
variable region comprising the CDR 1 of SEQ ID NO: 32, the
CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ ID NO: 40 in
a light chain variable region; a third antibody variable region
comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 7, the CDR 2 of SEQ ID NO: 13, and the CDR 3
of SEQ ID NO: 19 in a heavy chain variable region; and a
fourth antibody variable region comprising the CDR 1 of SEQ
ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3 of
SEQ ID NO: 37.in a light chain variable region;

(2) a first antibody variable region comprising the
complementarity determining region (CDR) 1 of SEQ ID NO:
9, the CDR 2 of SEQ ID NO: 15, and the CDR 3 of SEQ ID
NO: 21 in a heavy chain variable region; a second antibody
variable region comprising the CDR 1 of SEQ ID NO: 31, the
CDR 2 of SEQ ID NO: 35, and the CDR 3 of SEQ ID NO: 39 in
a light chain variable region; a third antibody variable region
comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 8, the CDR 2 of SEQ ID NO: 14, and the CDR 3
of SEQ ID NO: 20_in a heavy chain variable region; and a
fourth antibody variable region comprising the CDR 1 of SEQ
ID NO: 30, the CDR 2 of SEQ ID NO: 34, and the CDR 3 of
SEQ ID NO: 38.in a light chain variable region;

(3) a first antibody variable region comprising the
complementarity determining region (CDR) 1 of SEQ ID NO:
10, the CDR 2 of SEQ ID NO: 16, and the CDR 3 of SEQ ID
NO: 22_in a heavy chain variable region; a second antibody
variable region comprising the CDR 1 of SEQ ID NO: 31, the
CDR 2 of SEQ ID NO: 35, and the CDR 3 of SEQ ID NO: 39 in
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a light chain variable region; a third antibody variable region
comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 8, the CDR 2 of SEQ ID NO: 14, and the CDR 3
of SEQ ID NO: 20 in a heavy chain variable region; and a
fourth antibody variable region comprising the CDR 1 of SEQ
ID NO: 30, the CDR 2 of SEQ ID NO: 34, and the CDR 3 of
SEQ ID NO: 38.in a light chain variable region;

(4) a first antibody variable region comprising the
complementarity determining region (CDR) 1 of SEQ ID NO:
12, the CDR 2 of SEQ ID NO: 18, and the CDR 3 of SEQ ID
NO: 24.in a heavy chain variable region; a second antibody
variable region comprising the CDR 1 of SEQ ID NO: 32, the
CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ ID NO: 40.in
a light chain variable region; a third antibody variable region
comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 7, the CDR 2 of SEQ ID NO: 13, and the CDR 3
of SEQ ID NO: 19 in a heavy chain variable region; and a
fourth antibody variable region comprising the CDR 1 of SEQ
ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3 of
SEQ ID NO: 37.in a light chain variable region;

(5) a first antibody variable region comprising the
complementarity determining region (CDR) 1 of SEQ ID NO:
11, the CDR 2 of SEQ ID NO: 17, and the CDR 3 of SEQ ID
NO: 23.in a heavy chain variable region; a second antibody
variable region comprising the CDR 1 of SEQ ID NO: 32, the
CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ ID NO: 40.in
a light chain variable region; a third antibody variable region
comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3
of SEQ ID NO: 37 in a light chain variable region; and a fourth
antibody variable region comprising the CDR 1 of SEQ ID NO:
7, the CDR 2 of SEQ ID NO: 13, and the CDR 3 of SEQ ID
NO: 19 in a heavy chain variable region;

(6) a first antibody variable region comprising the
complementarity determining region (CDR) 1 of SEQ ID NO:
12, the CDR 2 of SEQ ID NO: 18, and the CDR 3 of SEQ ID
NO: 24 in a heavy chain variable region; a second antibody
variable region comprising the CDR 1 of SEQ ID NO: 32, the
CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ ID NO: 40.in
a light chain variable region; a third antibody variable region
comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3
of SEQ ID NO: 37 in a light chain variable region; and a fourth
antibody variable region comprising the CDR 1 of SEQ ID NO:
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7, the CDR 2 of SEQ ID NO: 13, and the CDR 3 of SEQ ID
NO: 19 in a heavy chain variable region.

A multispecific antigen-binding molecule comprising a first antigen-
binding moiety that binds to CD137 and is composed of a first
antibody variable region and a second antibody variable region, and a
second antigen-binding moiety that is capable of binding to claudin-6
and is composed of a third antibody variable region and a fourth
antibody variable region, wherein the multispecific antigen-binding
molecule comprises any one of (1) to (6) below:

(1) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 11, the CDR 2 of SEQ
ID NO: 17, and the CDR 3 of SEQ ID NO: 23 in a heavy chain
variable region; a second antibody variable region comprising the
CDR 1 of SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the
CDR 3 of SEQ ID NO: 40 in a light chain variable region; a third
antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 7, the CDR 2 of SEQ ID
NO: 13, and the CDR 3 of SEQ ID NO: 19 in a heavy chain variable
region; and a fourth antibody variable region comprising the CDR 1
of SEQ ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3 of
SEQ ID NO: 37.in a light chain variable region;

(2) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 9, the CDR 2 of SEQ ID
NO: 15, and the CDR 3 of SEQ ID NO: 21 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 31, the CDR 2 of SEQ ID NO: 35, and the CDR 3 of
SEQ ID NO: 39.in a light chain variable region; a third antibody
variable region comprising the complementarity determining region
(CDR) 1 of SEQ ID NO: 8, the CDR 2 of SEQ ID NO: 14, and the
CDR 3 of SEQ ID NO: 20 in a heavy chain variable region; and a
fourth antibody variable region comprising the CDR 1 of SEQ ID
NO: 30, the CDR 2 of SEQ ID NO: 34, and the CDR 3 of SEQ ID
NO: 38.in a light chain variable region;

(3) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 10, the CDR 2 of SEQ
ID NO: 16, and the CDR 3 of SEQ ID NO: 22 in a heavy chain
variable region; a second antibody variable region comprising the
CDR 1 of SEQ ID NO: 31, the CDR 2 of SEQ ID NO: 35, and the
CDR 3 of SEQ ID NO: 39 in a light chain variable region; a third
antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 8, the CDR 2 of SEQ ID
NO: 14, and the CDR 3 of SEQ ID NO: 20 in a heavy chain variable
region; and a fourth antibody variable region comprising the CDR 1




[Claim 3]

108

of SEQ ID NO: 30, the CDR 2 of SEQ ID NO: 34, and the CDR 3 of
SEQ ID NO: 38.in a light chain variable region;

(4) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 12, the CDR 2 of SEQ
ID NO: 18, and the CDR 3 of SEQ ID NO: 24 in a heavy chain
variable region; a second antibody variable region comprising the
CDR 1 of SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the
CDR 3 of SEQ ID NO: 40 in a light chain variable region; a third
antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 7, the CDR 2 of SEQ ID
NO: 13, and the CDR 3 of SEQ ID NO: 19 in a heavy chain variable
region; and a fourth antibody variable region comprising the CDR 1
of SEQ ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3 of
SEQ ID NO: 37.in a light chain variable region;

(5) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 11, the CDR 2 of SEQ
ID NO: 17, and the CDR 3 of SEQ ID NO: 23 in a heavy chain
variable region; a second antibody variable region comprising the
CDR 1 of SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the
CDR 3 of SEQ ID NO: 40 in a light chain variable region; a third
antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 29, the CDR 2 of SEQ
ID NO: 33, and the CDR 3 of SEQ ID NO: 37.in a light chain
variable region; and a fourth antibody variable region comprising the
CDR 1 of SEQ ID NO: 7, the CDR 2 of SEQ ID NO: 13, and the
CDR 3 of SEQ ID NO: 19 in a heavy chain variable region;

(6) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 12, the CDR 2 of SEQ
ID NO: 18, and the CDR 3 of SEQ ID NO: 24 in a heavy chain
variable region; a second antibody variable region comprising the
CDR 1 of SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the
CDR 3 of SEQ ID NO: 40_in a light chain variable region; a third
antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 29, the CDR 2 of SEQ
ID NO: 33, and the CDR 3 of SEQ ID NO: 37_in a light chain
variable region; and a fourth antibody variable region comprising the
CDR 1 of SEQ ID NO: 7, the CDR 2 of SEQ ID NO: 13, and the
CDR 3 of SEQ ID NO: 19 in a heavy chain variable region.

A multispecific antigen-binding molecule comprising a first antigen-
binding moiety that is capable of binding to CD3 and CD137 and
binds to either CD3 or CD137, and is composed of a first antibody
variable region and a second antibody variable region, and a second
antigen-binding moiety that is capable of binding to claudin-6 and is
composed of a third antibody variable region and a fourth antibody
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variable region, wherein the multispecific antigen-binding molecule
comprises any one of (1) to (6) below:
(1) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 11, the CDR 2 of SEQ ID
NO: 17, and the CDR 3 of SEQ ID NO: 23 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ
ID NO: 40 in a light chain variable region; a third antibody variable
region comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 7, the CDR 2 of SEQ ID NO: 13, and the CDR 3 of SEQ
ID NO: 19 in a heavy chain variable region; and a fourth antibody
variable region comprising the CDR 1 of SEQ ID NO: 29, the CDR 2 of
SEQ ID NO: 33, and the CDR 3 of SEQ ID NO: 37_in a light chain
variable region;;
(2) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 9, the CDR 2 of SEQ ID
NO: 15, and the CDR 3 of SEQ ID NO: 21 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 31, the CDR 2 of SEQ ID NO: 35, and the CDR 3 of SEQ
ID NO: 39 in a light chain variable region; a third antibody variable
region comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 8, the CDR 2 of SEQ ID NO: 14, and the CDR 3 of SEQ
ID NO: 20 in a heavy chain variable region; and a fourth antibody
variable region comprising the CDR 1 of SEQ ID NO: 30, the CDR 2 of
SEQ ID NO: 34, and the CDR 3 of SEQ ID NO: 38.in a light chain
variable region;
(3) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 10, the CDR 2 of SEQ ID
NO: 16, and the CDR 3 of SEQ ID NO: 22 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 31, the CDR 2 of SEQ ID NO: 35, and the CDR 3 of SEQ
ID NO: 39 in a light chain variable region; a third antibody variable
region comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 8, the CDR 2 of SEQ ID NO: 14, and the CDR 3 of SEQ
ID NO: 20 in a heavy chain variable region; and a fourth antibody
variable region comprising the CDR 1 of SEQ ID NO: 30, the CDR 2 of
SEQ ID NO: 34, and the CDR 3 of SEQ ID NO: 38.in a light chain
variable region;
(4) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 12, the CDR 2 of SEQ ID
NO: 18, and the CDR 3 of SEQ ID NO: 24 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ
ID NO: 40_in a light chain variable region; a third antibody variable
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region comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 7, the CDR 2 of SEQ ID NO: 13, and the CDR 3 of SEQ
ID NO: 19 in a heavy chain variable region; and a fourth antibody
variable region comprising the CDR 1 of SEQ ID NO: 29, the CDR 2 of
SEQ ID NO: 33, and the CDR 3 of SEQ ID NO: 37_in a light chain
variable region;

(5) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 11, the CDR 2 of SEQ ID
NO: 17, and the CDR 3 of SEQ ID NO: 23 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ
ID NO: 40 in a light chain variable region; a third antibody variable
region comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3 of SEQ
ID NO: 37.in a light chain variable region; and a fourth antibody
variable region comprising the CDR 1 of SEQ ID NO: 7, the CDR 2 of
SEQ ID NO: 13, and the CDR 3 of SEQ ID NO: 19 in a heavy chain
variable region;

(6) a first antibody variable region comprising the complementarity
determining region (CDR) 1 of SEQ ID NO: 12, the CDR 2 of SEQ ID
NO: 18, and the CDR 3 of SEQ ID NO: 24 in a heavy chain variable
region; a second antibody variable region comprising the CDR 1 of
SEQ ID NO: 32, the CDR 2 of SEQ ID NO: 36, and the CDR 3 of SEQ
ID NO: 40 in a light chain variable region; a third antibody variable
region comprising the complementarity determining region (CDR) 1 of
SEQ ID NO: 29, the CDR 2 of SEQ ID NO: 33, and the CDR 3 of SEQ
ID NO: 37.in a light chain variable region; and a fourth antibody
variable region comprising the CDR 1 of SEQ ID NO: 7, the CDR 2 of
SEQ ID NO: 13, and the CDR 3 of SEQ ID NO: 19 in a heavy chain
variable region.

A multispecific antigen-binding molecule comprising a first
antigen-binding moiety that binds to CD3 and is composed of a

first antibody variable region and a second antibody variable

region, and a second antigen-binding moiety that is capable of
binding to claudin-6 and is composed of a third antibody variable
region and a fourth antibody variable region, wherein the
multispecific antigen-binding molecule comprises any one of () to
(VI) below:

(I a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 5; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 1; and a fourth antibody variable region comprising

the amino acid sequence of SEQ ID NO: 25;
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(1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 3; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 27; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 2; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 26;

(111) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 4; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 27; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 2; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 26;

(V) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 6; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 1; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 25;

(V) afirst antibody variable region comprising the amino acid
sequence of SEQ ID NO: 5; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 25; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 1;

(V1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 6; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 25; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 1.

[Claim 5] A multispecific antigen-binding molecule comprising a first antigen-
binding moiety that binds to CD137 and is composed of a first
antibody variable region and a second antibody variable region, and a
second antigen-binding moiety that is capable of binding to claudin-6
and is composed of a third antibody variable region and a fourth
antibody variable region, wherein the multispecific antigen-binding
molecule comprises any one of (1) to (V1) below:

(I a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 5; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 1; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 25;
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(1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 3; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 27; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 2; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 26;

(111) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 4; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 27; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 2; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 26;

(V) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 6; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 1; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 25;

(V) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 5; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 25; and a fourth antibody variable region
comprising the amino acid sequence of SEQ ID NO: 1;

(V1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 6; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 25; and a fourth antibody variable region
comprising the amino acid sequence of SEQ ID NO: 1.

A multispecific antigen-binding molecule comprising a first antigen-
binding moiety that is capable of binding to CD3 and CD137 and
binds to either CD3 or CD137, and is composed of a first antibody
variable region and a second antibody variable region, and a second
antigen-binding moiety that is capable of binding to claudin-6 and is
composed of a third antibody variable region and a fourth antibody
variable region, wherein the multispecific antigen-binding molecule
comprises any one of (1) to (V1) below:

(I a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 5; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
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SEQ ID NO: 1; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 25;

(1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 3; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 27; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 2; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 26;

(1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 4; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 27; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 2; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 26;

(1V) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 6; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 1; and a fourth antibody variable region comprising
the amino acid sequence of SEQ ID NO: 25;

(V) afirst antibody variable region comprising the amino acid
sequence of SEQ ID NO: 5; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 25; and a fourth antibody variable region
comprising the amino acid sequence of SEQ ID NO: 1;

(V1) a first antibody variable region comprising the amino acid
sequence of SEQ ID NO: 6; a second antibody variable region
comprising the amino acid sequence of SEQ ID NO: 28; a third
antibody variable region comprising the amino acid sequence of
SEQ ID NO: 25; and a fourth antibody variable region
comprising the amino acid sequence of SEQ ID NO: 1.

The multispecific antigen-binding molecule of any one of claims 1 to
6, which further comprises:

an Fc domain which exhibits reduced binding affinity to human Fc
gamma receptor, as compared to a native human IgG1 Fc domain,
wherein the Fc domain comprises an amino acid substitution at at least
one position selected from the group of E233, L234, L235, N297,
P331 and P329, wherein the amino acid positions are numbered
according to EU index.

The multispecific antigen-binding molecule of claim 7, wherein the Fc
domain is composed of a first Fc-region subunit and a second Fc-
region subunit, and wherein the Fc domain comprises (el1) or (e2)
below:
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(el) the first Fc-region subunit comprising Glu at position 439, and
the second Fc-region subunit comprising Lys at position 356;

(e2) the first Fc-region subunit comprising Cys at position 349, Ser
at position 366, Ala at position 368 and Val at position 407, and the
second Fc-region subunit comprising Cys at position 354 and Trp at
position 366;

wherein the amino acid positions are numbered according to EU
index.

The multispecific antigen-binding molecule of claim 8, wherein the
first and/or the second Fc-region subunit comprises (f1) or (f2) below:
(f1) Ala at position 234, Ala at position 235 and Ala at position 297,
(f2) Ala at position 234 and Ala at position 235;

wherein the amino acid positions are numbered according to EU index.
The multispecific antigen-binding molecule of any one of claims 7
to 9, wherein the Fc domain further exhibits stronger FcRn
binding affinity to human FcRn, as compared to a native human
IgG1 Fc domain, wherein the first and/or the second Fc-region
subunit comprises Leu at position 428, Ala at position 434, Arg at
position 438, and Glu at position 440, wherein the amino acid
positions are numbered according to EU index.

The multispecific antigen-binding molecule of any one of
claims 1 to 6, wherein the first antibody variable region of the
first antigen-binding moiety is fused with a first heavy chain
constant region, the second antibody variable region of the first
antigen-binding moiety is fused with a first light chain constant
region, the third antibody variable region of the second antigen-
binding moiety is fused with a second heavy chain constant
region, the fourth antibody variable region of the second
antigen-binding moiety is fused with a second light chain
constant region,

wherein the constant regions are any one of (g1) to (g7) below:
(91) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 74, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 87, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 73, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 88;

(92) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 74, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 85, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 81, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 86;
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(93) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 79, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 72, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 80, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 89;

(g4) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 83, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 87, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 82, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 88;

(g5) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 83, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 85, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 84, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 86;

(g6) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 77, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 72, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 78, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 89;

(g7) a first heavy chain constant region comprising the amino acid
sequence of SEQ ID NO: 75, a first light chain constant region
comprising the amino acid sequence of SEQ ID NO: 72, a second
heavy chain constant region comprising the amino acid sequence of
SEQ ID NO: 76, and a second light chain constant region
comprising the amino acid sequence of SEQ ID NO: 89.

A multispecific antigen-binding molecule comprising any one of
(h03), (h09), (h15), (h01), (h02), (h04) to (h08), (h10) to (h14), and
(h16) to (h18) below:

(h03) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 42 (chain 1)

and a light chain comprising the amino acid sequence of SEQ ID

NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 56
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h09) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 46 (chain 1)
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and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 64
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h15) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 49 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 64
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h01) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 41 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 54
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h02) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 41 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 55
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h04) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 42 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 57
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h05) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 44 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 60
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h06) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 44 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
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heavy chain comprising the amino acid sequence of SEQ ID NO: 61
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h07) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 45 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 62
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h08) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 45 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 63
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h10) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 46 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 65
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h11) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 47 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 66
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h12) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 47 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 67
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h13) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 48 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 56



[Claim 13]

118

(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h14) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 48 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 57
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h16) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 49 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 65
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h17) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 43 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 58
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4); and

(h18) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 43 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 59
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4),

wherein the first antigen-binding moiety binds to CD3 and the
second antigen-binding moiety is capable of binding to claudin-6.
A multispecific antigen-binding molecule comprising any one of
(h03), (h09), (h15), (h01), (h02), (h04) to (h08), (h10) to (h14), and
(h16) to (h18) below:

(h03) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 42 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 51
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 56 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 69 (chain 4);

(h09) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 46 (chain 1) and
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a light chain comprising the amino acid sequence of SEQ ID NO: 51
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 64 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 69 (chain 4);

(h15) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 49 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 53
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 64 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 71 (chain 4);

(h01) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 41 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 50
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 54 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 68 (chain 4);

(h02) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 41 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 50
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 55 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 68 (chain 4);

(h04) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 42 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 51
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 57 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 69 (chain 4);

(h05) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 44 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 52
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 60 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 70 (chain 4);

(h06) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 44 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 52
(chain 2), and a first antigen-binding moiety composed of a heavy
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chain comprising the amino acid sequence of SEQ ID NO: 61 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 70 (chain 4);

(h07) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 45 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 50
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 62 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 68 (chain 4);

(h08) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 45 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 50
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 63 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 68 (chain 4);

(h10) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 46 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 51
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 65 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 69 (chain 4);

(h11) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 47 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 52
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 66 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 70 (chain 4);

(h12) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 47 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 52
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 67 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 70 (chain 4);

(h13) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 48 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 53
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 56 (chain
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3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 71 (chain 4);

(h14) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 48 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 53
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 57 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 71 (chain 4);

(h16) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 49 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 53
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 65 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 71 (chain 4);

(h17) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 43 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 52
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 58 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 70 (chain 4); and

(h18) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 43 (chain 1) and
a light chain comprising the amino acid sequence of SEQ ID NO: 52
(chain 2), and a first antigen-binding moiety composed of a heavy
chain comprising the amino acid sequence of SEQ ID NO: 59 (chain
3) and a light chain comprising the amino acid sequence of SEQ ID
NO: 70 (chain 4),

wherein the first antigen-binding moiety binds to CD137 and the
second antigen-binding moiety is capable of binding to claudin-6.

A multispecific antigen-binding molecule comprising any one of
(h03), (h09), (h15), (h01), (h02), (h04) to (h08), (h10) to (h14), and
(h16) to (h18) below:

(h03) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 42 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 56
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h09) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 46 (chain 1)
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and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 64
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h15) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 49 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 64
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h01) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 41 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 54
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h02) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 41 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 55
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h04) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 42 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 57
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h05) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 44 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 60
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h06) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 44 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
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heavy chain comprising the amino acid sequence of SEQ ID NO: 61
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h07) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 45 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 62
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h08) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 45 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 50 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 63
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 68 (chain 4);

(h10) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 46 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 51 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 65
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 69 (chain 4);

(h11) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 47 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 66
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h12) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 47 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 67
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4);

(h13) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 48 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 56
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(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h14) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 48 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 57
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h16) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 49 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 53 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 65
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 71 (chain 4);

(h17) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 43 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 58
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4); and

(h18) a second antigen-binding moiety composed of a heavy chain
comprising the amino acid sequence of SEQ ID NO: 43 (chain 1)
and a light chain comprising the amino acid sequence of SEQ ID
NO: 52 (chain 2), and a first antigen-binding moiety composed of a
heavy chain comprising the amino acid sequence of SEQ ID NO: 59
(chain 3) and a light chain comprising the amino acid sequence of
SEQ ID NO: 70 (chain 4),

wherein the first antigen-binding moiety is capable of binding to
CD3 and CD137 and binds to either CD3 or CD137 and the second
antigen-binding moiety is capable of binding to claudin-6.

An isolated nucleic acid encoding the multispecific antigen-
binding molecule of any one of claims 1 to 14.

A host cell comprising the nucleic acid of claim 15.

A method of producing a multispecific antigen-binding

molecule comprising culturing the host cell of claim 16 so that
the multispecific antigen-binding molecule is produced.

The method of claim 17, further comprising recovering the
multispecific antigen-binding molecule from the culture of the
host cell.
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[Claim 19] A pharmaceutical composition comprising the multispecific
antigen-binding molecule of any one of claims 1 to 14, and a
pharmaceutically acceptable carrier.



