
The invention concerns a method for separating and characterising functions
potentially present in a biological sample containing nucleic acids,
characterised in that it comprises the following steps: (a) preparing
nucleic acid fragments from said sample; (b) associating each of said
fragments with a carrier molecule; (c) isolating each fragment or a part of
each construct formed by a fragment associated with a carrier molecule; (d)
treating in vitro each fragment or a part of each construct formed by a
fragment associated with a carrier molecule isolated at step (c) to obtain
transcripts; (e) testing a function of the transcripts obtained at step (d)
or proteins for which they code after said transcripts have been
translated.    


