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RECTIFIED SHEET (RULE 91) ISA/EP

A = Soluble RBD
B =RBD-TM
C=NTD-TM
D = NTD-RBD-TM-CD11B
E = NTD-RBD-TM
F = NTD-RBD-TM-CD86
G = RBD-NTD-TM,
with or without SP
H =RBD-NTD-TM
with or without SP
| = NTD-PADRE-RBD-TM
with or without SP
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G mfvfivilplvesQCVNLTTRTQLPPAYTNSFTRGVYYPDRVFRSSVLHSTQULFLEFFS 60
H mfvfivilplvssQCYNLTTRTIQLPPAYTNSFTRGVYYPORVCRSSVLESTODLFLEPFFS 60
I mfvElvliplvssQCVNLTTRTQLPPAYTNSFTRGVYYPDRVFRSSVLASTORLFLPFFS 60
J mfvElviiplvssQCVNLTTRTIQLPPAYTNSFTRGVYYPDRVFRSSVLHSTODLFLPFFS 60
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NVTWFHAIHVSGTNGTKRFDNPVLPFNDGVYFASTERSNIIRGWIFGTTLDSKTQSLLIV 120
NVITWFHATHVSGTNGTKRFONPVLPFRNDGVYFASTERSNI IRGWIFGTTLDSKTQSLLIV 120
NVIWFHATRVSGTNGTKRFDNPVLPFNDGVYFASTERSNT IRGWIFGTTLDSRTQSLLIV 120
NVTWFHATHVSGTNGTRKRFDNPVLPFNDGVYFASTERSNITRGWIFGTTLDSKTOSLLIV 120
NVPWFHATHVSGTNGTRRFDNPVLPFNDGVYFASTERSNI TRGWIFGTTLDSKTQSLLIV 120
NVTWFHATIHVSGTNGTKRFDNPVLEPFNDGVYFASTERSNIIRGUIFGTTLDSKTQSLLIV 120
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NNATNVVIKVCEFQFCNDPFLGVYYHRNNKSWMESEFRVYSSANNCTFEYVSQFPFLMDLE 180
H NNATNVVIKVCEFQFCKNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE 180
NNATNVVIRVCEFQFCNDPFLGVY YHRNNKSWMESEFRVYSSANNCTFEYVSOPFLMDLE 180
NNATNVVIRKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE 180
NNATNVVIKVCEFQFCNDPFLGVYYHRNNKSWMESEFRVYSSANNCTFEYVSQFPFLMDLE 180
NNATNVVIKVCEFQFCNDPFLGVYYHRNNKSWMESEFRVYSSARNCTFEYVSQPFLMDLE 180
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GROGNFENLREFVFKNIDGYFRIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT 240
GROGNFENLREFVFENIDGYFRIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT 240
GKQGNFKNLREFVFENIDGYFRIVSKHTPINLVRDLPOGFSALEFLVDLPIGINITRFOT 240
GKOGNFRNLREFVFENIDGYFRIVSEHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT 240
GROGNFRNLREFVFRNIDGYFRIYSKHATPINLYVRDLPQGFSALEPLVDLPIGINITRFQT 240
GROGNFENLREFVFRNIDGYFRIYSKHTPINLVRDLPQCFSALEPLVDLPIGINITRFQT 240
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LLALARSYLTPGDSSSCGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK 300
LLALHRSYLTPGDSSSCGWTAGAARYYVGYLOPRTIFLLRKYNENGTITDAVDCALDPLSETE 300
LLALHRSYLTPGDSSSCGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK 300
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK 300
LLALHRSYLTPGDSSSCWIAGAAAYYVEYLOPRTFLLKYNERNGTITDAVDCALDPLSETK 300
LLALHRSYLTPGDSSSGHTAGAAAYYVGYLQPRTFLLRKYNENGTITDAVDCALDPLSETE 300
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TLRSFIVEsgggsguysggusgggsggOPTESIVRFPRITNLCPFGEVFHATRFASYYA 360

CTLESFTVgSgggsggysggysgggsggQPTESIVRFPNITNLCPFGEVFNATRFASVYA 360
TLESTFTVERGIY Q- m e e TSNFRVQPTESIVRFPRITHRLCPFGEVFNATRFASVIA 352
CTLESFTVERGIYO-mm e e TSNFRVOPTESIVRFPNITRLOPFGEVFNATRFASVYA 352
CTLRSFTIVERGIYQwwm e TSNFRVOPTESIVRFPNITRLCPFGEVFHNATRFASVYA 352
L CTLKSFIVEKGIYQ-—m——mmm— TSNFRVOPTESIVRFPRITNLCPFEEVFNATRFASVYA 352
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WNRERISNCVADYSVLINGASFSTFRCYGVSPTELNDLCFINVYADSFVIRGDEVRQIAD
WNRKRISRCVADYSVLYNBASFETFRCYGVSPTRLNDLCFINVYADSFVIRGDEVRQIAP
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WNRERISNCVADYSVLYNSASFETFRCYGVSPTRKLNDLCFIRVYADSFVIRGDEVRQIAP
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YOAGSTPCRGVEGFROYFPLOSYGFOPTNGVGYOPYRVVVLSFELLEAPATVCGPKESTN
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LVENRCVNFUFNGLTGTGVLIESNERFLPFCOFCGRDIADTTDAVRDPOQTLEILDITPCEF
LVENRCVNFNFNGLTGTGVLIESNERFLPFOQFGRDIADTTDAVRDPOTLEILDITPCEF
LVRNKCVNFNFNGLTGTGVLIE SNRKFLPFQOFGRDIADTTDAVRDPQTLEILDITPCSE
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5
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Lowercase — signal peptide G = 81-594-PolvG-T™M
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lowercase — linker t=oimoiniil
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FIG. 5 (continued)

SUBSTITUTE SHEET (RULE 26)

S e i IS o I

feeb feed gk Bed N2 OED

(SO ST S N e I o ]

480
480
472
472
472
472

ir Ut
a3 Lo e
B N3 D e OO D

in Ut iR Ut
L L2

U1 O G
OO D L2 DO
B B3 RO s D D

[SA IS IS )

602
602
531
584
652

652

SEQ IDNO: 26
SEQ IDNO: 29
SEQ IDNO: 20
SEQIDNO: 3
SEQIDNO: 5

SEQIDNO: 17



WO 2021/159040 PCT/US2021/016979

8/11

{Fusion peptide
| Heptapeptide repeat sequence |
Heptapeptide repeat sequence 2
linker linker TM domain
-CT Cytoplasm domain
PD1 - Correlation of Neutralization and ELISA Titer
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Serum IgGl and IgG2a Titers at Day 36
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SARS-CoV-2 IgG2a/lgGlratio PD2 Day 36
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Serum IgG1l and IgG2a Titers at Day 36
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