<110> Dimarchi, Ric
120>

<130 31135/46342 p
<150 US-61/500,0:47
«3151> 2011-06-22
<150> US-6L/547,360
«151» 2011-10-14
<180> 22

<170> PatentIn vers
<230 1

<Z21l> 79

<212> PRT

<213> Homo sapiens
<20

<AZ21»  MISC_FEATURE
<223> wmative human
<400 1

His sar Gin Gly Thr
j 5

BN

Arg Arg Ala Gln Asp
20

<210> 2

<21ls 37

«Z212» PRT

<213>  Homp sapiens
<220>

<2Z2l» MISC_FEATURE
«223>  GLP-1

<4810 2

‘His Asp Glu Phe Giu
1 5

ser Ser Tyr Leu Glu

val Lys G}y Arg Gly
o

210> 3

<211> 33

<212> PRT

<213> Homoe sapiens

07012€L_PCT_Sequence Listing

SEQUENCE
nard

T

3

jon 3.5

glucagon

LYSTING

Glucagon/GLP-1 Receptor Co-Agonists

Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
10 15

Phe val GIn T

25

rp Leu Met Asn Thr

arg His Ala Glu Géy Thr pPhe Thr Ser asp val
4

Gly Gln Ala g

Ta Lys clu Phe Ile
5
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15

ala Trp Leu
30



07012KL_PCT_Seqguence Listing
<220>
<221l> MISC_FEATURE
<223> GLP-2

<400> 3
His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
1 5 i0 15

Lteu Ala Ala ggg Asp Phe Ile Asn Erp Leu Iie Gln Thr %gs Ile Thr
5

ASp

<210> 4
<21i> 37
<212> PRT

<213> Homo sapiens

<220>
<221» MISC_FEATURE
<223»  Oxyntomodulin

<400> 4

His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Arg Ala Gin Asp Phe val Gin Trp Leu Met Asp Thr %és Arg Asn
20 25

Arg Asn Asn ITe Ala
35

<210> 5
<21i> 30
<212> PRT

<213> Homp sapiens

<220>
<221> MISC_FEATURE
<223> GLPL (7-36 amide)

<220

<221> MOD_RES

<222»  (303..(300

<223» C-terminal amidation

<400> 5
His Ala Glu Gly Thr Phe Thr Ser Asp val Ser Ser Tyr Leu Giu Gly
1 5 10 i3

Gln Ala Ala Lys Glu Phe Ile Ala Trp Leu val Lys Gly Arg
20 25 30

<210> 6
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07012k _PCT_Sequence_Listing
<211» 31
<212> PRT
«213> Homo sapiens

<2200

<221> MISC_FEATURE

«223> GLP-1 {7-37 acid)

<400= &

His Ala GTu Gly Thr Phe Thr Ser Asp val Ser Ser Tyr Leu Glu Gly
1 5 10 15

GIn Ala ala Lys Glu pPhe Ile Ala Trp Leu val Lys Gly ggg Gly
25

20
<210> 7
<Z311> 39
<212> PRT

<213» Heloderma suspectum

<2 20>

<Z221>  MIBC_FEATURE

<223  Exendin-4

<400 7

#is Gly Glu Ghy ghr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu
] 10

4

Glu Ala val Arg Leu Phe ITe GTu Trp Leu Lys Asn Gly g?y Pro Ser
20 25 30

ser Gly Ala Pro Pro Pro Ser
35

<210 8

«211» 8

«212> PRT

<213 Artificial sequence
<220

«225%> Synthetic peptide
<400 B

Lys Arg Asn Arg Asn Asn Ite Ala
i 5

230> 9

«211s 10

<21Z> PRT

«213> Arvificial seguence
<2 20>

<2Z3> Synthetic peptide
<400> 0§

Gly Pro Ser Ser Gly Ala Pro Pro Pro Ser
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07012KL_PCT_Seguence_Listing
i0

1 5

<210> 10

<21l> 11

«212> PRT

«<213> Artificial sequence

<220>

<223> Synthetic peptide

<400> 10

Gly Gly Pro Ser Ser Gly Ala Pro Pro Pro Ser
1 5 10
<210= 1]

<211> 4

<212> PRT

<213> Artificial seguence

<220> )

<223> Synthetic peptide

<400> 11

LYS Arg Asn Arg
1

<210= 12

<231> 31

<212> PRT

<213> Artificial seguence

<220> ) )
«223> Synthetic peptide

<Z220>

<221> WMISC_FEATURE
<222> (2)..(2)
<223> Xaa is AIB

<220>

<221» MISC_FEATURE

<222>  (10)..(1l0)

<223> Acylated with a Cile fatty acyl group via gamma-Glu-gamma-Glu
spacer

<220>

<221> MISC_FEATURE
<222> (16)..(363
<223> Xaa is AIB

<220

<22i> MOD_RES

<222> (31)..03D

<223> Xaa is gamma-Glu

<220>

«<221> MISC_FEATURE

<222> (31)..(3%)

<Z223> C-terminal amidation

<400> 12
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O70LZKL._PCT_Sequence_Listing
His Xaa Gln Gly Thr phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Ata Ala Gln Asp Phe val Gin Trp Leu Met Asp Thr Lys Xaa
20 5 30

25

<230> 13

211> 31

<21d» PRT

<213>» artificial Sequence

<220
<223>  synthetic peptide

<220

<Z221> MOD_RES
<222> (2)..(2)
<223> Xaa is AILB

<220

<2Z21> MOD_RES
222> 0200, (2
<223» Xaa is AIBR

<220>

<Z221>  MIBC FEATURE

«222> (24)..(24)

<223= Covatently bound to PEG

<2 2>

«221» MISC_FEATURE
<222  (31%..(3%;

«ZZ3> Xaa is gamma-ciu

<220

<2Z2ix> MISC_FEATURE

<222»  (315..031)

«223» C-terminal amidation
<A400> 13

His Xae G'ln Gly 7Thr Phe Thr ser asp Tgr ser Lys Tyr Leu Agp Glu
1 5 i 1

Arg arg Ala Xaa Glu pPhe val Cys Trp teu Leu Asp Thr Lys Xaa
20 25 30

<Z21l> 14

<23il> 31

<212> PRY

<213> artificial seguence
<220

<223» Ssynthetic peptide

<220

<223> MOD_RES
<222> {2)..{2>
<273>» D-Ser

<220
<221> MISC_FEATURE
Fage 5



D7012Ki. PCT_Sequence_Listing
<222> (10)..(10)
<223> aAcylated with a Cl6 fatty acyl group via gamma~Glu spacer

<220>

<221> MISC_FEATURE
<222» (31)..(3L)

<223> Xaa is gamma-Glu

<220>

<221> MISC_FEATURE

«222>  (31)..03D

<223> C-terminal amidatrion

<400> 14

His Ser Gin Gly Thr Phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala ala Gin Asp Phe val Gin Trp Leu teu Asp Thr Lys Xaa

20 25 30

<210> 15

211> 31

212> PRT

<213> Artificial sequence

<220>
<223> sSynthetic peptide

<220>

<2721> MOD_RES
222> (20..(2)
<223> Xaa is AIB

<220>

<221> MISC_FEATURE

<222>  (10)..(10)

<223> Acyiated with a €16 fatty acyl group via gamma-Glu-gamma-Giu
spacer

<2 20>

<221> MOD_RES
<222> (163..{16)
<223> Xaa is AIB

<220>

<221> MOD_RES

<222 (27)..027)

<223>» Xaa s Methionine sulfoxide
<400= 15

His Xaa Gin Gly Thr phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
1 5 10 - 15

Arg Ala Ala ggn Asp Phe val Gin Trp Leu Xaa Asp Thr Lys Gin

25 30
210> 16
<211> 31
<212> PRT

<213> Artificial Seguence
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<220>
<223>

<220>
<221>
<222>
<223>

<220>
<Z221>
<222
<223>

<220>
<221
<222>
<223>

<400>

1

07012KL_PCT_Seguence _Listing

Synthetic peptide

MOD_RES
O
Xaa 15 AIB

MISC_FEATURE

(10)..010) )

Acylated with a €16 fatty acyl group via gamma-Glu~gamma-Glu
spacer

MOD_RES
(163 . . (16)
Xaa 15 AIB

16

His Xaa GIn Gly ghr phe Thr ser Asp L%s Ser Lys Tyr Ley Asp Xaa
1 15

Arg Ala Ala Gin Asp Phe val Gln Trp Leu Leu Asp Thr Lys Glin
20 25 30

<230
<211
<212>
<213

<220>
<223>

<220>
<221>
<222
223>

<220>
w2 Z21>
<222>
<223>

<220>
<221
<222
<223

<2 20>
<Z221>
<222>
<223>

<220>
<221>
<Z2Z2>
<Z223>

<400

17

31

PRT‘ L

artificial seguence

synthetic peptide

MOD_RES
(7.2
Xaa 15 AIB

MISC_FEATURE

(10)..(10) )

Acylated with a C16 Tatty acyl group via gamma-Glu-gamma-GIu
spacer

MOD_RES
(16)..(16)
Xaa 1s AIB

MOD_RES
(31)..00L
Xaa 15 gamma-Glu

MISC_FEATURE

(31>..(31) .
C-terminat amidation
17

His Xaa Gln &ly Thr pPhe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaa
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<210>
<211
<Z3iZ>

07012KL*P%§rSequence_Lﬁsting

5 5
Arg Ala Ala Gin Asp Phe val Glin Trp Leuy Met Asn Thr Lys Xaa
20 25 30
18
29
PRT
Artificial Sequence

<Z213>

220>
<223>

<220>
<2Z1>
227>
<223>

<220
<221
<222
«<223>

<220>
<221>
<222>
<2Z3>

<400>

Synthetic peptide

MISC_FEATURE

(2)..(2)
Xaa is AIB
MISC_FEATURE

(10)..C10}
Acylated with a C16 fatty acy! ¢roup via gamma-Glu-gamma-Glu
spacer

MISC_FEATURE

29..02%
C-terminal amidation
18

gis Xaa Gin Gly Ehr Phe Thr Ser Asp Lgs Ser Lys Tyr Leu Asp Glu
i i3

Arg Ala Ala GIn Asp Phe val Gln Trp Leu Met Asp Thr

<210>
<21li>
<212>
<213

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400

20 25

i9
29
PRT
Artificial Seguence

Synthetic paptide

MOD__RES
(2)..(2)
b-Ser

MISC_FEATURE
(103 .. (100
Acylated with a €16 fatty acyl group via gamma-Giu spacer

MISC_FEATURE

(29)..(29)
C~terminal amidation
18
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07012KL_PCT_Sequence_Listing
His ser Gln Gly Thr phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Ala Ala g?n Asp Phe val GlIn Trp Leu Leu Asp Thr
0 25

<210> 20

<21l> 31

<21i2> PRT

<213> Artificial sequence
<220>

<223> Synthetic peptide

<220>

<221> MISC_FEATURFE
<222= (2)..(2
<223> Xaa 1is AIRB

<220
<Z221> MISC_FEATURE
<222>  (103..(10)
<223> Acylated with a C16 Tatty acyl group via gamma-Glu~gamma-Giu
spacer

<220

«221> MISC_FEATURE
«222> (16)..(16)
<2?23> Xaa 1s AIB

<220>
<221> MOD_RES

<222> {31)..(31)
<223> DO-Glu

<400> 20
His Xaz GIn Gly Ehr Phe Thr Ser asp Lys Ser Lvs Tyr Leu Asp Xaa
1 10 15

Arg Ala Ala g?n Asp Phe vatl Gln ggp Ley Met Lys Thr 555 Giu
0

<210> 21

<Z2il> 31

<212> PRT

<213> Artificial sequence
<220>

<223> Ssynthetic peptide

<220>
<221> MISC_FEATURE
<223> Liraglutide

<220>

<221> MISC_FEATURE

<222>  (20)..020) )

<223> Acylated with a C16 Fatty acyl group via gamma-Glu spacer

<400> 21
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07012KL_PCT._Seguence _Listing
His Ala Gilu Gly Thr pPhe Thr Ser aAsp VST Ser Ser Tyr Leu Ggu Gly
1 5 1 1

GIn Ala Ala Lys Glu Phe Ite Ala Trp Leu val Arg Gly ggg Gly
20

25
<210> 22
<21i> 32
<212> PRT
<213> artvificial Sequence
<220>

<223> synthetic peptide

<220

<221> MOD_RES
<222> (2Y..(2)
<223> Xaa is AIB

<220>

<22l> WMISC _FEATURE

<222>  (10)..(10) .

<223> Acylated with a ¢16 fatty acyl group via gamma-Glu-gamma-Glu
spacer

<220

<221> WOD_RES
<222> (163..(186)
<Z223> Xaa is AIB

<220>

<221> W™MOD_RES
<222> {28)..(28)
<223> Xaa is orn

<400> 22
His Xaa GlIn Gly ghr phe Thr Ser Asp Lys Ser Lys Tyr Leu Asp Xaz
i 10 15

Arg Ala Ala GIn Asp Phe val GIn Trp Leu Met Xaa Asp Thr Lys Gln
20 Z5 30
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