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CLAIMS 

 

1. Use of an antibody that binds to human FcRn in the manufacture of a medicament 

for the treatment of pemphigus vulgaris, lupus nephritis, myasthenia gravis, Guillain-Barré 

syndrome, antibody-mediated rejection, catastrophic anti-phospholipid antibody syndrome, 

immune complex-mediated vasculitis, glomerulitis, a channelopathy, neuromyelitis optica, 

autoimmune hearing loss, idiopathic thrombocytopenia purpura (ITP), autoimmune haemolytic 

anaemia (AIHA), immune neutropenia, dilated cardiomyopathy, or serum sickness, the antibody 

comprising: (1) a light chain variable region comprising a CDR L1, a CDR L2, and a CDR L3 

and (2) a heavy chain variable region comprising a CDR H1, a CDR H2, and a CDR H3, wherein 

the isolated antibody is selected from the group consisting of: 

(a) an antibody wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises  the amino acid sequence SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence TYAMG (SEQ ID NO: 4), CDR H2 

comprise the amino acid sequence SIGSSGAQTRYADS (SEQ ID NO: 7), and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11); 

(b) an antibody wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises the amino acid sequence SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence DYAMG (SEQ ID NO: 5), CDR H2 

comprise the amino acid sequence SIGASGSQTRYADS (SEQ ID NO: 8), and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11); 

(c) an antibody wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises the amino acid sequence SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence NYAMG (SEQ ID NO: 6), CDR H2 

comprise the amino acid sequence SIGASGAQTRYADS (SEQ ID NO: 9), and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11); 
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(d) an antibody wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises  the amino acid sequence SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence TYAMG (SEQ ID NO: 4), CDR H2 

comprise the amino acid sequence SIGASGGQTRYADS (SEQ ID NO: 10), and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11); and  

(e) an antibody wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises  the amino acid sequence SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence TYAMG (SEQ ID NO: 4), CDR H2 

comprise the amino acid sequence SIGASGSQTRYADS (SEQ ID NO: 8) and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11). 

 

2.  The use of claim 1, wherein  

CDR L1 comprises the amino acid sequence TGTGSDVGSYNLVS (SEQ ID NO: 1), 

CDR L2 comprises the amino acid sequence GDSERPS (SEQ ID NO: 2), 

CDR L3 comprises the amino acid sequence SSYAGSGIYV (SEQ ID NO: 3), 

CDR H1 comprises the amino acid sequence TYAMG (SEQ ID NO: 4), 

CDR H2 comprises the amino acid sequence SIGASGSQTRYADS (SEQ ID NO: 8), and  

CDR H3 comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11). 

 

3.  The use of claim 1, wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises  the amino acid sequence SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence TYAMG (SEQ ID NO: 4), CDR H2 

comprise the amino acid sequence SIGSSGAQTRYADS (SEQ ID NO: 7), and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11); and the light chain of 

comprises an amino acid sequence having at least 90% identity to 

QSALTQPASVSGSPGQSITISCTGTGSDVGSYNLVSWYQQHPGKAPKLMIYGDSE

RPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYCSSYAGSGIYVFGTGTKVTVLGQPKA
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APSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN

KYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 19). 

 

4.  The use of claim 1, wherein CDR L1 comprises the amino acid sequence 

TGTGSDVGSYNLVS (SEQ ID NO: 1), CDR L2 comprises the amino acid sequence 

GDSERPS (SEQ ID NO: 2), CDR L3 comprises the amino acid sequences SSYAGSGIYV (SEQ 

ID NO: 3), CDR H1 comprises the amino acid sequence TYAMG (SEQ ID NO: 4), CDR H2 

comprise the amino acid sequence SIGASGSQTRYADS (SEQ ID NO: 8), and CDR H3 

comprises the amino acid sequence LAIGDSY (SEQ ID NO: 11); and 

the heavy chain comprises an amino acid sequence having at least 90% identity to  

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGAS

GSQTRYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTM

VTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA

VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP

ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP

REEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY

TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSK

LTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 24).  

 

5. The use of claim 1, wherein the antibody is selected from the group consisting of:   

(a)  an antibody comprising a light chain comprising the amino acid sequence 

QSALTQPASVSGSPGQSITISCTGTGSDVGSYNLVSWYQQHPGKAPKLMIYGDSE

RPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYCSSYAGSGIYVFGTGTKVTVLGQPKA

APSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN

KYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 19); and a  

heavy chain comprising the amino acid sequence  

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGAS

GSQTRYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTM

VTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA

VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP
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ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP

REEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY

TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSK

LTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 24); 

(b)  an antibody comprising a light chain comprising the amino acid sequence 

QSALTQPASVSGSPGQSITISCTGTGSDVGSYNLVSWYQQHPGKAPKLMIYGDSE

RPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYCSSYAGSGIYVFGTGTKVTVLGQPKA

APSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN

KYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 19); and a 

heavy chain comprising the amino acid sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGSSGAQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRD

ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 20); 

(c)  an antibody comprising a light chain comprising the amino acid sequence 

QSALTQPASVSGSPGQSITISCTGTGSDVGSYNLVSWYQQHPGKAPKLMIYGDSE

RPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYCSSYAGSGIYVFGTGTKVTVLGQPKA

APSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN

KYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 19); and a 

heavy chain comprising the amino acid sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSDYAMGWVRQAPGKGLEWVSSIGASGSQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRD
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ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 21);  

(d)  an antibody comprising a light chain comprising the amino acid sequence 

QSALTQPASVSGSPGQSITISCTGTGSDVGSYNLVSWYQQHPGKAPKLMIYGDSE

RPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYCSSYAGSGIYVFGTGTKVTVLGQPKA

APSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN

KYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 19); and a 

heavy chain comprising the amino acid sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMGWVRQAPGKGLEWVSSIGASGAQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE

EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 22); and 

(e)  an antibody comprising a light chain comprising the amino acid sequence 

QSALTQPASVSGSPGQSITISCTGTGSDVGSYNLVSWYQQHPGKAPKLMIYGDSE

RPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYCSSYAGSGIYVFGTGTKVTVLGQPKA

APSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN

KYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 19); and a 

heavy chain comprising the amino acid sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGASGGQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCWVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK

SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 23). 
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6.  The use of claim 1, wherein the antibody comprises an IgG1 heavy chain having 

an amino acid substitution N297A, numbered according to the EU numbering system. 

 

7. The use of claim 1, wherein the antibody comprises a light chain comprising CDR 

L1, CDR L2 and CDR L3 and a heavy chain comprising CDR H1, CDR H2 and CDR H3, 

wherein  CDR L1 comprises the amino acid sequence TGTGSDVGSYNLVS (SEQ ID NO: 1), 

CDR L2 comprises the amino acid sequence GDSERPS (SEQ ID NO: 2), CDR L3 comprises the 

amino acid sequences SSYAGSGIYV (SEQ ID NO: 3), CDR H1 comprises the amino acid 

sequence TYAMG (SEQ ID NO: 4), CDR H2 comprise the amino acid sequence 

SIGSSGAQTRYADS (SEQ ID NO: 7), and CDR H3 comprises the amino acid sequence 

LAIGDSY (SEQ ID NO: 11); and 

the heavy chain comprises an amino acid sequence having at least 90% identity to  

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGSS

GAQTRYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTM

VTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA

VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP

ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP

REEQYASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYT

LPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKL

TVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 20). 

 

8. The use of claim 1, wherein the antibody comprises a light chain comprising CDR 

L1, CDR L2 and CDR L3 and a heavy chain comprising CDR H1, CDR H2 and CDR H3, 

wherein CDR L1 comprises the amino acid sequence TGTGSDVGSYNLVS (SEQ ID NO: 1), 

CDR L2 comprises the amino acid sequence GDSERPS (SEQ ID NO: 2), CDR L3 comprises  

the amino acid sequences SSYAGSGIYV (SEQ ID NO: 3), CDR H1 comprises the amino acid 

sequence DYAMG (SEQ ID NO: 5), CDR H2 comprise the amino acid sequence 

SIGASGSQTRYADS (SEQ ID NO: 8), and CDR H3 comprises the amino acid sequence 

LAIGDSY (SEQ ID NO: 11); and 
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the heavy chain comprises an amino acid sequence having at least 90% identity to 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSDYAMGWVRQAPGKGLEWVSSIGASGSQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRD

ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 21). 

 

9. The use of claim 1, wherein the antibody comprises a light chain comprising CDR 

L1, CDR L2 and CDR L3 and a heavy chain comprising CDR H1, CDR H2 and CDR H3, 

wherein CDR L1 comprises the amino acid sequence TGTGSDVGSYNLVS (SEQ ID NO: 1), 

CDR L2 comprises the amino acid sequence GDSERPS (SEQ ID NO: 2), CDR L3 comprises the 

amino acid sequences SSYAGSGIYV (SEQ ID NO: 3), CDR H1 comprises the amino acid 

sequence NYAMG (SEQ ID NO: 6), CDR H2 comprise the amino acid sequence 

SIGASGAQTRYADS (SEQ ID NO: 9), and CDR H3 comprises the amino acid sequence 

LAIGDSY (SEQ ID NO: 11); and 

the heavy chain comprises an amino acid sequence having at least 90% identity to 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMGWVRQAPGKGLEWVSSIGASGAQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE

EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 22). 

 

10.  The use of claim 1, wherein the antibody comprises a a light chain comprising 

CDR L1, CDR L2 and CDR L3 and a heavy chain comprising CDR H1, CDR H2 and CDR H3, 
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wherein CDR L1 comprises the amino acid sequence TGTGSDVGSYNLVS (SEQ ID NO: 1), 

CDR L2 comprises the amino acid sequence GDSERPS (SEQ ID NO: 2), CDR L3 comprises  

the amino acid sequences SSYAGSGIYV (SEQ ID NO: 3), CDR H1 comprises the amino acid 

sequence TYAMG (SEQ ID NO: 4), CDR H2 comprise the amino acid sequence 

SIGASGGQTRYADS (SEQ ID NO: 10), and CDR H3 comprises the amino acid sequence 

LAIGDSY (SEQ ID NO: 11); and 

the heavy chain comprises an amino acid sequence having at least 90% identity to 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGASGGQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCWVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK

SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 23). 

 

11.  The use of claim 7, wherein the heavy chain comprises an amino acid sequence 

having at least 95% identity to  

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGSS

GAQTRYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTM

VTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA

VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP

ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP

REEQYASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYT

LPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKL

TVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 20). 

 

12.  The use of claim 8, wherein the heavy chain comprises an amino acid sequence 

having at least 95% identity to 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSDYAMGWVRQAPGKGLEWVSSIGASGSQT
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RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRD

ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 21). 

 

13.  The use of claim 9, wherein the heavy chain comprises an amino acid sequence 

having at least 95% identity to 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMGWVRQAPGKGLEWVSSIGASGAQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE

EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS

RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 22). 

 

14.  The use of claim 9, wherein the heavy chain comprises an amino acid sequence 

having at least 95% identity to 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGASGGQT

RYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTMVTVSS

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCWVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

ASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK

SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 23). 
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15.  The use of claim 4, wherein the heavy chain comprises an amino acid sequence 

having at least 95% identity to  

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMGWVRQAPGKGLEWVSSIGAS

GSQTRYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARLAIGDSYWGQGTM

VTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA

VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP

ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP

REEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY

TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSK

LTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO: 24).  

 

16.  The use of claim 1, wherein the antibody is an IgG antibody lacking effector 

function. 

 

17.  The use of claim 1, wherein the disorder is myasthenia gravis. 

 

18.  The use of claim 1, the disorder is autoimmune haemolytic anaemia. 


