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<210> 1
<211> 23
<212> DNA
<213> Artificial Sequence
 
<220>
<223> a target locus that is linked to a guide
RNA
      (gRNA)
 
<220>
<221> misc_feature
<222> 2, 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13,
14, 15, 16, 17, 18,
19, 20, 21
<223> n = A,T,C or G
 
<400> 1
gnnnnnnnnn nnnnnnnnnn ngg
23
 
<210> 2
<211> 80
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a guide RNA (gRNA)
 
<400> 2
guuuuagagc uagaaauagc aaguuaaaau aaggcuaguc
cguuaucaac uugaaaaagu 60
ggcaccgagu cggugcuuuu
80
 
<210> 3
<211> 42
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a guide RNA (gRNA)
 
<400> 3
guuuuagagc uagaaauagc aaguuaaaau aaggcuaguc cg
42
 
<210> 4
<211> 30
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a crRNA
 
<400> 4
guuuuagagc uagaaauagc aaguuaaaau
30
 
<210> 5
<211> 33
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a crRNA
 
<400> 5
guuuuagagc uagaaauagc aaguuaaaau aag
33
 
<210> 6
<211> 26
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a crRNA
 
<400> 6
gaguccgagc agaagaagaa guuuua
26
 
<210> 7
<211> 12
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a tracrRNA
 
<400> 7
aaggcuaguc cg
12
 
<210> 8
<211> 50
<212> RNA
<213> Artificial Sequence
 
<220>
<223>  a tracrRNA
 
<400> 8
aaggcuaguc cguuaucaac uugaaaaagu ggcaccgagu
cggugcuuuu            50
 
<210> 9
<211> 40
<212> DNA
<213> Artificial Sequence
 
<220>
<223> Neo-ZFN(1,2): NUCLEASE BINDING SITE/cut
site
 
<400> 9
gggcgcccgg ttctttttgt caagaccgac ctgtccggtg
40
 
<210> 10
<211> 36
<212> DNA
<213> Artificial Sequence
 
<220>
<223> ZFN(3,4): NUCLEASE BINDING SITE/cut site
 
<400> 10
ccggttcttt ttgtcaagac cgacctgtcc ggtgcc
36
 
<210> 11
<211> 42
<212> DNA
<213> Artificial Sequence
 
<220>
<223> ZFN(1,2): NUCLEASE BINDING SITE/cut site
 
<400> 11
tgcgatcgct gcggccgatc ttagccagac gagcgggttc gg
42
 
<210> 12
<211> 36
<212> DNA
<213> Artificial Sequence
 
<220>
<223> Hyg-ZFN(3,4): NUCLEASE BINDING SITE/cut
site
 
<400> 12
cgctgcggcc gatcttagcc agacgagcgg gttcgg
36
 
<210> 13
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Neo Crispr#1
 
<400> 13
ugcgcaagga acgcccgucg
20
 
<210> 14
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Neo Crispr#2
 
<400> 14
ggcagcgcgg cuaucguggc
20
 
<210> 15
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Neo Crispr#3
 
<400> 15
acgaggcagc gcggcuaucg
20
 
<210> 16
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Neo Crispr#4
 
<400> 16
gcucugaugc cgccguguuc
20
 
<210> 17
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Hyg Crispr#1
 
<400> 17
acgagcgggu ucggcccauu
20
 
<210> 18
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Hyg Crispr#2
 
<400> 18
cuuagccaga cgagcggguu
20
 
<210> 19
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Hyg Crispr#3
 
<400> 19
gccgaucuua gccagacgag
20
 
<210> 20
<211> 20
<212> RNA
<213> Artificial Sequence
 
<220>
<223> gRNA Hyg Crispr#4
 
<400> 20
cgaccugaug cagcucucgg
20
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