
eolf-seql 
SEQUENCE LISTING 

<110> 	Adamed sp. z o.o. 
Piefikow 149 	05-152 .._Lo 	Lim 
Poland 

Pieczykolan, Jerzy szczepan 
Pawlak, 	Sebastian Dominik 
erek, 	Bart3omiej maciej 
Lemke, Krzysztof Kazimierz 

<120> 	Anticancer fusion protein 

<130> 	P069/02/PCT 

<150> 	PL391627 
<151> 	2010-06-25 

<160> 	184 

<170> 	Patentln version 3.5 

<210> 	1 
<211> 	194 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	1 

Lys Lys Leu Ser Glu Cys Leu Lys Arg Ile Gly Asp Glu Leu Asp Ser 
1 5 10 15 

Arg Arg Arg Arg Arg Arg Arg Arg Val Val Arg Pro Leu Gly Leu Ala 
20 25 30 

Gly Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr 
35 40 45 

Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile 
50 55 60 

Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu 
65 70 75 80 

His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr 
85 90 95 

Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn 
100 105 110 

Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser 
115 120 125 

Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn ser Cys Trp 
130 135 140 
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eolf-seql 
Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile 
145 	 150 155 160 

Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser val Thr Asn Glu 
165 170 175 

His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu 
180 

val Gly 

185 190 

<210> 	2 
<211> 	193 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	2 

Arg Asn Ile Ala Arg His Leu Ala Gln Val Gly Asp Ser Met Asp Arg 
1 	 5 10 15 

Arg Arg Arg Arg Arg Arg Arg val Val Arg Pro Leu Gly Leu Ala Gly 
20 25 30 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
35 40 45 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
50 	 55 60 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
65 	 70 75 80 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
85 90 95 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
100 105 110 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
115 120 125 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
130 	 135 140 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
145 	 150 155 160 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
165 170 175 
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Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
180 185 190 

Gly 

<210> 	3 
<211> 	303 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	3 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 	 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 	 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe val 	Ser Val Thr Asn Glu His 
130 	 135 140 

Leu ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 	 150 155 160 

Gly Gly Gly Ser Gly Pro Leu Gly Leu Ala Gly Arg Val val Arg Lys 
165 170 175 

Glu Thr Ala Ala Ala Lys Phe Glu Arg Gln His Met Asp Ser Ser Thr 
180 185 190 
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Ser Ala Ala Ser Ser Ser Asn Tyr Cys Asn Gln Met Met Lys Ser Arg 

195 200 205 

Asn Leu Thr Lys Asp Arg Cys Lys Pro val Asn Thr Phe val His Glu 
210 	 215 220 

Ser Leu Ala Asp val Gln Ala val Cys ser Gln Lys Asn Val Ala Cys 
225 	 230 235 240 

Lys Asn Gly Gln Thr Asn Cys Tyr Gln Ser Tyr Ser Thr Met Ser Ile 
245 250 255 

Thr Asp Cys Arg Glu Thr Gly Ser Ser Lys Tyr Pro Asn Cys Ala Tyr 
260 265 270 

Lys Thr Thr Gln Ala Asn Lys His Ile Ile Val Ala Cys Glu Gly Asn 
275 280 285 

Pro Tyr Val Pro val His Phe Asp Ala ser Val Lys Glu Asp Leu 
290 	 295 300 

<210> 	4 
<211> 	293 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	4 

Arg Val Ala Ala HiS Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 	 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 	 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 
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Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser val Thr Asn Glu His 
130 135 110 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 150 155 160 

Gly Gly Gly Gly Ser Gly Gly Gly Ser Lys Glu Thr Ala Ala Ala Lys 
165 170 175 

Phe Glu Arg Gln His met Asp ser Ser Thr Ser Ala Ala Ser Ser Ser 
180 185 190 

Asn Tyr Cys Asn Gln Met met Lys ser Arg Asn Leu Thr Lys Asp Arg 
195 200 205 

Cys Lys Pro val Asn Thr Phe Val His Glu Ser Leu Ala Asp val Gln 
210 215 220 

Ala Val Cys Ser Gln Lys Asn Val Ala Cys Lys Asn Gly Gln Thr Asn 
225 230 235 240 

Cys Tyr Gln Ser Tyr ser Thr Met Ser Ile Thr Asp Cys Arg Glu Thr 
245 250 255 

Gly Ser Ser Lys Tyr Pro Asn Cys Ala Tyr Lys Thr Thr Gln Ala Asn 
260 265 270 

Lys His Ile Ile Val Ala Cys Glu Gly Asn Pro Tyr val Pro val His 
275 280 285 

Phe Asp Ala Ser val 
290 

<210> 	5 
<211> 	283 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	5 

Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser ser Arg Ser Gly His ser Phe Leu Ser Asn Leu His 
35 40 45 
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Leu Arg Asn Gly Glu Leu val Ile His Glu Lys Gly Phe Tyr Tyr Ile 

50 	 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 	 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 	 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 	 150 155 160 

Gly Gly Gly Ser Gly Pro Leu Gly Leu Ala Gly Arg Val val Arg Gly 
165 170 175 

Asp val Glu Lys Gly Lys Lys Ile Phe Ile met Lys Cys Ser Gln Cys 
180 185 190 

His Thr Val Glu Lys Gly Gly Lys His Lys Thr Gly Pro Asn Leu His 
195 200 205 

Gly Leu Phe Gly Arg Lys Thr Gly Gln Ala Pro Gly Tyr Ser Tyr Thr 
210 	 215 220 

Ala Ala Asn Lys Asn Lys Gly Ile Ile Trp Gly Glu Asp Thr Leu met 
225 	 230 235 240 

Glu Tyr Leu Glu Asn Pro Lys Lys Tyr Ile Pro Gly Thr Lys Met Ile 
245 250 255 

Phe val Gly Ile Lys Lys Lys Glu Glu Arg Ala Asp Leu Ile Ala Tyr 
260 265 270 

Leu Lys Lys Ala Thr Asn Glu Lys Glu Asp Leu 
275 280 

<210> 	6 
<211> 	407 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 
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eolf-seql 
<400> 	6 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Gly Gly Gly Ser Arg Lys Lys Arg Ala Ser Gly Gly Pro Glu Gly 
165 170 175 

Gly Ser Leu Ala Ala Leu Thr Ala His Gin Ala Cys His Leu Pro Leu 
180 185 190 

Glu Thr Phe Thr Arg His Arg Gln Pro Arg Gly Trp Glu Gln Leu Glu 
195 200 205 

Gln Cys Gly Tyr Pro Val Gln Arg Leu Val Ala Leu Tyr Leu Ala Ala 
210 215 220 

Arg Leu Ser Trp Asn Gln Val Asp Gin Val Ile Ala Asn Ala Leu Ala 
225 230 235 240 

Ser Pro Gly ser Gly Gly Asp Leu Gly Glu Ala Ile Arg Glu Ser Pro 
245 250 255 

Glu Gln Ala Arg Leu Ala Leu Thr Leu Ala Ala Ala Glu ser Glu Arg 
260 265 270 
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Phe val Arg Gln Gly Thr Gly Asn Asp Glu Ala Gly Ala Ala Asn Gly 
275 280 285 

Pro Ala Asp Gly Gly Gly Ser Gly Gly Gly Met Gly Asp val Glu Lys 
290 295 300 

Gly Lys Lys Ile Phe Ile Met Lys Cys Ser Gln Cys His Thr val Glu 
305 310 315 320 

Lys Gly Gly Lys His Lys Thr Gly Pro Asn Leu His Gly Leu Phe Gly 
325 330 335 

Arg Lys Thr Gly Gln Ala Pro Gly Tyr Ser Tyr Thr Ala Ala Asn Lys 
340 345 350 

Asn Lys Gly Ile Ile Trp Gly Glu Asp Thr Leu Met Glu Tyr Leu Glu 
355 360 365 

Asn Pro Lys Lys Tyr Ile Pro Gly Thr Lys Met Ile Phe val Gly Ile 
370 375 380 

Lys Lys Lys Glu Glu Arg Ala Asp Leu Ile Ala Tyr Leu Lys Lys Ala 
385 390 395 400 

Thr Asn Glu Lys Asp Glu Leu 
405 

<210> 	7 
<211> 	409 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 

<400> 	7 

Ile Ile Gly Gly His val Ala Lys Pro His Ser Arg Pro Tyr Met Ala 
1 	 5 10 15 

Tyr Leu Met Ile Trp Asp Gln Lys ser Leu Lys Arg Cys Gly Gly Phe 
20 25 30 

Leu Ile Arg Asp Asp Phe Val Leu Thr Ala Ala His Cys Trp Gly Ser 
35 40 45 

ser Ile Asn val Thr Leu Gly Ala His Asn Ile Lys Glu Gln Glu Pro 
50 55 60 

Thr Gln Gln Phe Ile Pro val Lys Arg Ala Ile Pro His Pro Ala Tyr 
65 70 75 80 
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Asn Pro Lys Asn Phe Ser Asn Asp Ile Met Leu Leu Gln Leu Glu Arg 

85 90 95 

Lys Ala Lys Arg Thr Arg Ala Val Gln Pro Leu Arg Leu Pro Ser Asn 
100 105 110 

Lys Ala Gln Val 	Lys Pro Gly Gln Thr Cys Ser Val Ala Gly Trp Gly 
115 120 125 

Gln Thr Ala Pro Leu Gly Lys His Ser His Thr Leu Gln Glu Val Lys 
130 135 140 

Met Thr val Gln Glu Asp Arg Lys Cys Glu Ser Asp Leu Arg His Tyr 
145 150 155 160 

Tyr Asp Ser Thr Ile Glu Leu Cys Val Gly Asp Pro Glu Ile Lys Lys 
165 170 175 

Thr Ser Phe Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Asn Lys Val 
180 185 190 

Ala Gln Gly Ile val Ser Tyr Gly Arg Asn Asn Gly Met Pro Pro Arg 
195 200 205 

Ala Cys Thr Lys Val Ser Ser Phe Val His Trp Ile Lys Lys Thr Met 
210 215 220 

Lys Arg Tyr Gly Gly Gly Gly Ser Arg Lys Lys Arg Gly Gly Gly Gly 
225 230 235 240 

Ser Val Arg Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly 
245 250 255 

Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu 
260 265 270 

Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly 
275 280 285 

His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile 
290 295 300 

His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe 
305 310 315 320 

Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met Val Gln 
325 330 335 

Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys 
340 345 350 
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Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr 

355 360 365 

Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile 
370 	 375 380 

Phe val 	Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala 
385 	 390 395 400 

Ser Phe Phe Gly Ala Phe Leu val Gly 
405 

<210> 	8 
<211> 	405 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	8 

Arg Val 	Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 	 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 	 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp.  Arg Ile Phe val Ser Val Thr Asn Glu His 
130 	 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 	 150 155 160 

Gly Gly Gly Gly Ser Arg Lys Lys Arg Gly Gly Gly Gly Ser Ile Ile 
165 170 175 
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Gly Gly His Val Ala Lys Pro His Ser Arg Pro Tyr Met Ala Tyr Leu 
180 185 190 

Met Ile Trp Asp Gln Lys Ser Leu Lys Arg Cys Gly Gly Phe Leu Ile 
195 200 205 

Arg Asp Asp Phe Val Leu Thr Ala Ala His Cys Trp Gly Ser Ser Ile 
210 215 220 

Asn val Thr Leu Gly Ala His Asn Ile Lys Glu Gln Glu Pro Thr Gln 
225 230 235 240 

Gln Phe Ile Pro Val Lys Arg Ala Ile Pro His Pro Ala Tyr Asn Pro 
245 250 255 

Lys Asn Phe Ser Asn Asp Ile Met Leu Leu Gln Leu Glu Arg Lys Ala 
260 265 270 

Lys Arg Thr Arg Ala val Gln Pro Leu Arg Leu Pro Ser Asn Lys Ala 
275 280 285 

Gln Val Lys Pro Gly Gln Thr Cys Ser Val Ala Gly Trp Gly Gln Thr 
290 295 300 

Ala Pro Leu Gly Lys His Ser His Thr Leu Gln Glu Val Lys met Thr 
305 310 315 320 

Val Gln Glu Asp Arg Lys Cys Glu Ser Asp Leu Arg His Tyr Tyr Asp 
325 330 335 

Ser Thr Ile Glu Leu Cys Val Gly Asp Pro Glu Ile Lys Lys Thr Ser 
340 345 350 

Phe Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Asn Lys Val Ala Gln 
355 360 365 

Gly Ile Val Ser Tyr Gly Arg Asn Asn Gly Met Pro Pro Arg Ala Cys 
370 375 380 

Thr Lys Val Ser Ser Phe Val His Trp Ile Lys Lys Thr met Lys Arg 
385 390 395 400 

Tyr Lys Asp Glu Leu 
405 

<210> 	9 
<211> 	187 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
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<223> 	artificial 

<400> 	9 

Phe Ser Arg Ser Leu His Ser Leu Leu Arg Arg Arg Arg Arg 
5 

Arg 
0 1

Arg 
5 

Arg Val Val Arg Pro Leu Gly Leu Ala Gly Arg val Ala Ala His Ile 
20 25 30 

Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys 
35 40 45 

Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg 
50 	 55 60 

Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu 
65 	 70 75 80 

val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe 
85 90 95 

Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met 
100 105 110 

val 	Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu 
115 120 125 

Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly 
130 	 135 140 

Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp 
145 	 150 155 160 

Arg Ile Phe val Ser Val Thr Asn Glu His Leu Ile Asp met Asp His 
165 170 175 

Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
180 185 

<210> 	10 
<211> 	193 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	10 

Gly Gln Val Gly Arg Gln Leu Ala Ile Ile Gly Asp Asp Ile Asn Arg 
1 	 5 10 15 

Arg Arg Arg Arg Arg Arg Arg val Val Arg Pro Leu Gly Leu Ala Gly 
20 25 30 
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Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
35 40 ,, AC  

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
50 55 60 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
65 70 75 80 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
85 90 95 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
100 105 110 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
115 120 125 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
130 135 140 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly ile Phe 
145 150 155 160 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
165 170 175 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
180 185 190 

Gly 

<210> 	11 
<211> 	204 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	11 

Glu Glu Gln Trp Ala Arg Glu Ile Gly Ala Gln Leu Arg Arg Met Ala 
1 	 5 10 15 

Asp Asp Leu Asn Ala Gln Tyr Glu Arg Arg Arg Arg Arg Arg Arg 
20 

Ar
5

g 
2 30 

Arg Arg Val val Arg Pro Leu Gly Leu Ala Gly Arg val Ala Ala His 
35 40 45 
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Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser 

50 	 55 60 

Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser 
65 	 70 75 80 

Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu 
85 90 95 

Leu Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr 
100 105 110 

Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln 
115 120 125 

Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu 
130 	 135 140 

Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr 
145 	 150 155 160 

Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn 
165 170 175 

Asp Arg Ile Phe val 	Ser Val Thr Asn Glu His Leu Ile Asp Met Asp 
180 185 190 

His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
195 200 

<210> 	12 
<211> 	372 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	12 

Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 	 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 	 70 75 80 
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Lys Asn Asp Lys Gln Met val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro AS Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Gly Gly Ser Gly Gly Pro Leu Gly Leu Ala Gly Arg val val Arg 
165 170 175 

Ala Arg Ala Arg Gln Glu Gly ser Ser Pro Glu Pro Val Glu Gly Leu 
180 185 190 

Ala Arg Asp Gly Pro Arg Pro Phe Pro Leu Gly Arg Leu Val Pro Ser 
195 200 205 

Ala Val Ser Cys Gly Leu Cys Glu Pro Gly Leu Ala Ala Ala Pro Ala 
210 215 220 

Ala Pro Thr Leu Leu Pro Ala Ala Tyr Leu Cys Ala Pro Thr Ala Pro 
225 230 235 240 

Pro Ala val Thr Ala Ala Leu Gly Gly Ser Arg Trp Pro Gly Gly Pro 
245 250 255 

Arg Ser Arg Pro Arg Gly Pro Arg Pro Asp Gly Pro Gln Pro Ser Leu 
260 265 270 

Ser Leu Ala Glu Gln His Leu Glu Ser Pro Val Pro Ser Ala Pro Gly 
275 280 285 

Ala Leu Ala Gly Gly Pro Thr Gln Ala Ala Pro Gly Val Arg Gly Glu 
290 295 300 

Glu Glu Gln Trp Ala Arg Glu Ile Gly Ala Gln Leu Arg Arg met Ala 
305 310 315 320 

Asp Asp Leu Asn Ala Gln Tyr Glu Arg Arg Arg Gln Glu Glu Gln Gln 
325 330 335 

Arg His Arg Pro Ser Pro Trp Arg val Leu Tyr Asn Leu Ile Met Gly 
340 345 350 
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Leu Leu Pro Leu Pro Arg Gly His Arg Ala Pro Glu met Glu Pro Asn 
355 360 365 

Lys Glu Asp Leu 
370 

<210> 13 
<211> 493 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> artificial 

<400> 13 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 

Ser Ser Pro Asn Ser Lys ASn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 150 155 160 

Gly Gly Gly Gly Ser Arg Lys Lys Arg Ala Ser Gly Gly Pro Glu Gly 
165 170 175 

Gly ser Leu Ala Ala Leu Thr Ala His Gln Ala Cys His Leu Pro Leu 
180 185 190 
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Glu Thr Phe Thr Arg His Arg Gln Pro Arg Gly Trp Glu Gln Leu Glu 

195 200 205 

Gln Cys Gly Tyr Pro val Gln Arg Leu Val Ala Leu Tyr Leu Ala Ala 
210 215 220 

Arg Leu Ser Trp Asn Gln val Asp Gln Val Ile Ala Asn Ala Leu Ala 
225 230 235 240 

Ser Pro Gly Ser Gly Gly Asp Leu Gly Glu Ala Ile Arg Glu Ser Pro 
245 250 255 

Glu Gln Ala Arg Leu Ala Leu Thr Leu Ala Ala Ala Glu Ser Glu Arg 
260 265 270 

Phe Val Arg Gln Gly Thr Gly Asn Asp Glu Ala Gly Ala Ala Asn Gly 
275 280 285 

Pro Ala Asp Gly Gly ser Gly Gly Gly Ala Arg Ala Arg Gln Glu Gly 
290 295 300 

Ser Ser Pro Glu Pro Val Glu Gly Leu Ala Arg Asp Gly Pro Arg Pro 
305 310 315 320 

Phe Pro Leu Gly Arg Leu Val Pro Ser Ala Val Ser Cys Gly Leu Cys 
325 330 335 

Glu Pro Gly Leu Ala Ala Ala Pro Ala Ala Pro Thr Leu Leu Pro Ala 
340 345 350 

Ala Tyr Leu Cys Ala Pro Thr Ala Pro Pro Ala Val Thr Ala Ala Leu 
355 360 365 

Gly Gly Ser Arg Trp Pro Gly Gly Pro Arg Ser Arg Pro Arg Gly Pro 
370 375 380 

Arg Pro Asp Gly Pro Gln Pro Ser Leu Ser Leu Ala Glu Gln His Leu 
385 390 395 400 

Glu Ser Pro val Pro Ser Ala Pro Gly Ala Leu Ala Gly Gly Pro Thr 
405 410 415 

Gln Ala Ala Pro Gly val Arg Gly Glu Glu Glu Gln Trp Ala Arg Glu 
420 425 430 

Ile Gly Ala Gln Leu Arg Arg Met Ala Asp Asp Leu Asn Ala Gln Tyr 
435 440 445 

Glu Arg Arg Arg Gln Glu Glu Gln Gln Arg His Arg Pro Ser Pro Trp 
450 455 460 
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Arg Val Leu Tyr Asn Leu Ile Met Gly Leu Leu Pro Leu Pro Arg Gly 
465 470 475 480 

His Arg Ala Pro Glu Met Glu Pro Asn Lys Asp Glu Leu 
485 490 

<210> 14 
<211> 186 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial 

<400> 14 

Ala Val Pro Ile Ala Gln Lys Pro Arg Arg Arg Arg Arg Arg Arg Arg 
1 5 10 15 

val Val Arg Pro Leu Gly Leu Ala Gly Arg val Ala Ala His Ile Thr 
20 25 30 

Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn 
35 40 45 

Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser 
50 55 60 

Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val 
65 70 75 80 

Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg 
85 90 95 

Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met Val 
100 105 110 

Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met 
115 120 125 

Lys ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu 
130 135 140 

Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg 
145 150 155 160 

Ile Phe Val Ser val Thr Asn Glu His Leu Ile Asp Met Asp His Glu 
165 170 175 

Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
180 185 

<210> 15 
<211> 191 
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eolf-seql 
<212> PRT 
<213> Artificial 	Sequence 

<77n>  
<223> artificial 

<400> 15 

Arg Ala Gly Leu Gln Phe Pro Val Gly Arg Leu Leu Arg Arg Leu Leu 
1 5 10 15 

Arg Arg Leu Leu Arg Val Val Arg Pro Leu Gly Leu Ala Gly Arg Val 
20 25 30 

Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser 
35 40 45 

Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp 
50 55 60 

Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg 
65 70 75 80 

Asn Gly Glu Leu val Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser 
85 90 95 

Gln Thr Tyr Phe'Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn 
100 105 110 

Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp 
115 120 125 

Pro Ile Leu Leu met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp 
130 135 140 

Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu 
145 150 155 160 

Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile 
165 170 175 

Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val Gly 
180 185 190 

<210> 16 
<211> 279 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> artificial 

<400> 16 

Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 
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Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 

Ser Trp Glu 

20 

Ser Ser Arg Ser Gly 

25 

His Ser Phe Leu Ser 

Dr% 
J %., 

Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Gly Gly Ser Gly Pro Leu Gly Leu Ala Gly Arg Val Val Arg Gln 
165 170 175 

Asp Trp Leu Thr Phe Gln Lys Lys His Ile Thr Asn Thr Arg Asp val 
180 185 190 

Asp Cys Asp Asn Ile Met Ser Thr Asn Leu Phe His Cys Lys Asp Lys 
195 200 205 

Asn Thr Phe Ile Tyr Ser Arg Pro Glu Pro Val Lys Ala Ile Cys Lys 
210 215 220 

Gly Ile Ile Ala Ser Lys Asn Val Leu Thr Thr Ser Glu Phe Tyr Leu 
225 230 235 240 

Ser Asp Cys Asn Val Thr Ser Arg Pro Cys Lys Tyr Lys Leu Lys Lys 
245 250 255 

Ser Thr Asn Lys Phe Cys Val Thr Cys Glu Asn Gln Ala Pro Val His 
260 265 270 

Phe Val Gly Val Gly Ser Cys 
275 
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<210> 	17 
,111. 	17,1 ,,ss, 	,_,, 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	17 

Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Asp Trp Leu Thr Phe 
165 170 175 

Gln Lys Lys His Ile Thr Asn Thr Arg Asp val Asp Cys Asp Asn Ile 
180 185 190 

Met Ser Thr Asn Leu Phe His Cys Lys Asp Lys Asn Thr Phe Ile Tyr 
195 200 205 

Ser Arg Pro Glu Pro Val Lys Ala Ile Cys Lys Gly Ile Ile Ala Ser 
210 215 220 
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Lys Asn Val Leu Thr Thr Ser Glu Phe Tyr Leu Ser Asp Cys Asn Val 
225 	 230 235 240 

Thr Ser Arg Pro Cys Lys Tyr Lys Leu Lys Lys Ser Thr Asn Lys Phe 
245 250 255 

Cys val Thr Cys Glu Asn Gln Ala Pro val His Phe val Gly Val Gly 
260 265 270 

Ser Cys 

<210> 	18 
<211> 	197 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	18 

val Arg Arg Phe. Leu Val Thr Leu Arg Ile Arg Arg Ala Cys Gly Pro 
1 	 5 10 15 

Pro Arg Val Arg Arg Arg Arg Arg Arg Arg Arg Val Val Arg Pro Leu 
20 25 30 

Gly Leu Ala Gly Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg 
35 40 45 

Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly 
50 	 55 60 

Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu 
65 	 70 75 80 

Ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His Glu Lys Gly 
85 90 95 

Phe Tyr Tyr Ile Tyr ser Gln Thr Tyr Phe Arg Phe Gin Glu Glu Ile 
100 105 110 

Lys Glu Asn Thr Lys Asn Asp Lys Gin met Val Gln Tyr Ile Tyr Lys 
115 120 125 

Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn 
130 	 135 140 

Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln 
145 	 150 155 160 

Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val ser val 
165 170 175 
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Thr Asn Glu His Leu 
180 

Ile Asp met Asp 
s1 U5 

His Glu Ala 
SJV0C 	 lfln 

Ser Phe Phe Gly 

Ala Phe Leu Val Gly 
195 

<210> 19 
<211> 189 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> artificial 

<400> 19 

Pro Arg Phe Met Asp Thr Trp Glu Gly Leu Asn Arg Arg Arg Arg Arg 
1 5 10 15 

Arg Arg Arg Val Val Arg Pro Leu Gly Leu Ala Gly Arg val Ala Ala 
20 25 30 

His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn 
35 40 45 

Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser 
50 55 60 

Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly 
65 70 75 80 

Glu Leu Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr 
85 90 95 

Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys 
100 105 110 

Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile 
115 120 125 

Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu 
130 135 140 

Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu 
145 150 155 160 

Asn Asp Arg Ile Phe val Ser Val Thr Asn Glu His Leu Ile Asp Met 
165 170 175 

Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
180 185 
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<210> 	20 
<211> 	195 
<212> 	PRT 
423J 	Artificial 	ocH.c“Lc 

<220> 
<223> 	artificial 

<400> 	20 

Cys Glu Lys His Ile Met Glu Lys Ile Gln Gly Arg Gly Asp Asp Asp 
1 	 5 10 15 

Asp Arg Arg Arg Arg Arg Arg Arg Arg Val Val Arg Pro Leu Gly Leu 
20 25 30 

Ala Gly Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn 
35 40 45 

Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys 
50 	 55 60 

Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn 
65 	 70 75 80 

Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr 
85 90 95 

Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu 
100 105 110 

Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr 
115 120 125 

Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys 
130 	 135 140 

Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly 
145 	 150 155 160 

Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn 
165 170 175 

Glu His Leu Ile Asp Met Asp HiS Glu Ala Ser Phe Phe Gly Ala Phe 
180 185 190 

Leu Val Gly 
195 

<210> 	21 
<211> 	218 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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<223> artificial 
eolf-seql 

<400> 21 

Ala Val Pro Ile Ala Gln Lys Pro Arg Arg Arg Arg Arg Arg Arg Arg 
1 5 10 15 

Val val Arg Pro Leu Gly Leu Ala Gly Arg Val Ala Ala His Ile Thr 
20 25 30 

Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn 
35 40 45 

Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser 
50 55 60 

Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val 
65 70 75 80 

Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg 
85 90 95 

Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met Val 
100 105 110 

Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu met 
115 120 125 

Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu 
130 135 140 

Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg 
145 150 155 160 

Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp Met Asp HiS Glu 
165 170 175 

Ala Ser Phe Phe Gly Ala Phe Leu Val Gly Pro Leu Gly Leu Ala Gly 
180 185 190 

Arg Val Val Arg Arg Arg Arg Arg Arg Arg Arg Leu Ala Leu Arg Leu 
195 200 205 

Ala Cys Ile Gly Asp Glu Met Asp val Ser 
210 215 

<210> 22 
<211> 199 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> artificial 
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<400> 22 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Arg Val vial Arg Pro Leu Gly Leu Ala Gly Ala Gly Ala Gly Gly 
165 170 175 

Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Gly Ala Gly Arg 
180 185 190 

Arg Arg Arg Arg Arg Arg Arg 
195 

<210> 23 
<211> 289 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> artificial 

<400> 23 

Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 
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Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 

20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 150 155 160 

Gly Gly Gly Gly Ser Gly Gly Arg Lys Lys Arg Met Thr Ile Ser Gln 
165 170 175 

Gln Glu Phe Gly Arg Thr Gly Leu Pro Asp Leu Ser Ser Met Thr Glu 
180 185 190 

Glu Glu Gln Ile Ala Tyr Ala Met Gln Met Ser Leu Gln Gly Ala Glu 
195 200 205 

Phe Gly Gln Ala Glu Ser Ala Asp Ile Asp Ala Ser Ser Ala Met Asp 
210 215 220 

Thr Ser Glu Pro Ala Lys Glu Glu Asp Asp Tyr Asp Val Met Gln Asp 
225 230 235 240 

Pro Glu Phe Leu Gln Ser Val Leu Glu Asn Leu Pro Gly Val Asp Pro 
245 250 255 

Asn Asn Glu Ala Ile Arg Asn Ala Met Gly Ser Leu Ala Ser Gln Ala 
260 265 270 

Thr Lys Asp Gly Lys Lys Asp Lys Lys Glu Glu Asp Lys Lys Glu Asp 
275 280 285 
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Leu 

<210> 	24 
<211> 	183 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	24 

Val Ala Asn Pro Gln Ala Glu Gly Gln Leu Arg Val Val Arg Pro Leu 
1 	 5 10 15 

Gly Leu Ala Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg 
20 25 30 

Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala 
35 40 45 

Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser 
50 	 55 60 

Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His Glu 
65 	 70 75 80 

Lys Gly Phe Tyr Tyr Ile Tyr ser Gln Thr Tyr Phe Arg Phe Gln Glu 
85 90 95 

Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile 
100 105 110 

Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala 
115 120 125 

Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile 
130 	 135 140 

Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val 
145 	 150 155 160 

ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe 
165 170 175 

Phe Gly Ala Phe Leu val Gly 
180 

<210> 	25 
<211> 	179 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
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<223> 	artificial 

<400> 	25 

Leu Ala Asn Gly val Glu Arg val Val Arg Pro Leu Gly Leu Ala Gly 
1 	 5 10 15 

Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn 
20 25 30 

Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys 
35 40 45 

Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn 
50 	 55 60 

Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr 
65 	 70 75 80 

Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu 
85 90 95 

Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr 
100 105 110 

Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys 
115 120 125 

Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly 
130 	 135 140 

Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn 
145 	 150 155 160 

Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe 
165 170 175 

Leu Val 	Gly 

<210> 	26 
<211> 	180 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	26 

Cys Pro Ser Glu Gly Leu Cys Arg val Val Arg Pro Leu Gly Leu Ala 
1 	 5 10 15 

Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser 
20 25 30 
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Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg 
35 -r

AA 
y 

AC 
T.) 

Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser 
50 55 60 

Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe 
65 70 75 80 

Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys 
85 90 95 

Glu Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr 
100 105 110 

Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser 
115 120 125 

Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly 
130 135 140 

Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr 
145 150 155 160 

Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala 
165 170 175 

Phe Leu Val Gly 
180 

<210> 27 
<211> 168 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> P50591 
<309> 1996-10-01 
<313> (114)..(281) 

<400> 27 

Val Arg Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr 
1 5 10 15 

Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys 
20 25 30 

Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser ser Arg Ser Gly His 
35 40 45 

Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His 
50 55 60 
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Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln 
65 70 75 Ot/ 

on 

Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln met val Gln Tyr 
85 90 95 

Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser 
100 105 110 

Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser 
115 120 125 

Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe 
130 135 140 

val Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser 
145 

Phe Phe Gly Ala Phe 

150 

Leu val Gly 

155 160 

165 

<210> 28 
<211> 163 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> P50591 
<309> 1996-10-01 
<313> (119)..(281) 

<400> 28 

Pro Gln Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn 
1 5 10 15 

Thr Leta Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys 
20 25 30 

Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn 
35 40 45 

Leta His Leu Arg Asn Gly Glu Leta Val Ile His Glu Lys Gly Phe Tyr 
50 55 60 

Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu 
65 70 75 80 

Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr 
85 90 95 

ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys 
100 105 110 
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Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly 
115 120 125 

Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser val Thr Asn 
130 135 140 

Glu His Leu Tie Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe 
145 150 155 160 

Leu Val Gly 

<210> 	29 
<211> 161 
<212> PRT 
<213> HOMo sapiens 

<300> 
<308> P50591 
<309> 1996-10-01 
<313> (121)..(281) 

<400> 29 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu val 
145 150 155 160 
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Gly 

<210> 30 
<211> 16 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ AAF71267.1 
<309> 2000-05-21 
<313> (57)—(72) 

<400> 30 

Lys Lys Leu Ser Glu Cys Leu Lys Arg Ile Gly Asp Glu Leu Asp Ser 
1 5 10 15 

<210> 	31 
<211> 15 
<212> PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ AAH22072.2 
<309> 	2005-07-21 
<313> (141)—(155) 

<400> 	31 

Arg Asn Ile Ala Arg His Leu Ala Gln Val Gly Asp Ser Met Asp 
1 5 10 15 

<210> 	32 
<211> 	124 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ AAA72757.1 
<309> 	1993-08-30 
<313> 	(33)..(156) 

<400> 	32 

Lys Glu Thr Ala Ala Ala Lys Phe Glu Arg Gln His Met Asp Ser Ser 
1 5 10 15 

Thr Ser Ala Ala Ser Ser Ser Asn Tyr Cys Asn Gln Met Met Lys Ser 
20 25 30 

Arg Asn Leu Thr Lys Asp Arg Cys Lys Pro Val Asn Thr Phe Val His 
35 40 45 

Glu Ser Leu Ala Asp Val Gln Ala Val Cys Ser Gln Lys Asn Val Ala 
50 55 60 

Cys Lys Asn Gly Gln Thr Asn Cys Tyr Gln Ser Tyr Ser Thr Met Ser 
65 70 75 80 
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Ile Thr Asp Cys Arg 
85 

Glu Thr Gly Ser Ser 
nn 
:Ill 

Lys Tyr Pro Asn Cys 
rtr 
V.) 

Ala 

Tyr Lys Thr Thr Gln Ala Asn Lys His Ile Ile Val Ala Cys Glu Gly 
100 105 110 

Asn Pro Tyr Val Pro val His Phe Asp Ala Ser Val 
115 120 

<210> 33 
<211> 104 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ AAH67222.1 
<309> 2006-07-15 
<313> (2)..(105) 

<400> 33 

Gly Asp Val Glu Lys Gly Lys Lys Ile Phe Ile Met Lys Cys Ser Gln 
1 5 10 15 

Cys His Thr Val Glu Lys Gly Gly Lys His Lys Thr Gly Pro Asn Leu 
20 25 30 

His Gly Leu Phe Gly Arg Lys Thr Gly Gln Ala Pro Gly Tyr Ser Tyr 
35 40 45 

Thr Ala Ala Asn Lys Asn Lys Gly Ile Ile Trp Gly Glu Asp Thr Leu 
50 55 60 

Met Glu Tyr Leu Glu Asn Pro Lys Lys Tyr Ile Pro Gly Thr Lys Met 
65 70 75 80 

Ile Phe Val Gly Ile Lys Lys Lys Glu Glu Arg Ala Asp Leu Ile Ala 
85 90 95 

Tyr Leu Lys Lys Ala Thr Asn Glu 
100 

<210> 34 
<211> 227 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ CAA01810.1 
<309> 1995-10-17 
<313> (1)..(227) 

<400> 34 

Ile Ile Gly Gly His Val Ala Lys Pro His Ser Arg Pro Tyr Met Ala 
1 5 10 15 
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Tyr Leu Met Ile Trp Asp Gln Lys Ser Leu Lys Arg Cys Gly Gly Phe 
20 25 'A 

JV 

Leu Ile Arg Asp Asp Phe Val Leu Thr Ala Ala His Cys Trp Gly ser 
35 40 45 

Ser Ile Asn Val Thr Leu Gly Ala His Asn Ile Lys Glu Gln Glu Pro 
50 55 60 

Thr Gln Gln Phe Ile Pro Val Lys Arg Ala Ile Pro His Pro Ala Tyr 
65 70 75 80 

Asn Pro Lys Asn Phe Ser Asn Asp Ile Met Leu Leu Gln Leu Glu Arg 
85 90 95 

Lys Ala Lys Arg Thr Arg Ala val Gln Pro Leu Arg Leu Pro Ser Asn 
100 105 110 

Lys Ala Gln val Lys Pro Gly Gln Thr Cys Ser Val Ala Gly Trp Gly 
115 120 125 

Gln Thr Ala Pro Leu Gly Lys His ser His Thr Leu Gln Glu val Lys 
130 135 140 

Met Thr Val Gln Glu Asp Arg Lys Cys Glu Ser Asp Leu Arg His Tyr 
145 150 155 160 

Tyr. Asp ser Thr Ile Glu Leu Cys Val Gly Asp Pro Glu Ile Lys Lys 
165 170 175 

Thr Ser Phe Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Asn Lys Val 
180 185 190 

Ala Gln Gly Ile Val Ser Tyr Gly Arg Asn Asn Gly Met Pro Pro Arg 
195 200 205 

Ala Cys Thr Lys Val Ser Ser Phe Val His Trp Ile Lys Lys Thr Met 
210 215 220 

Lys Arg Tyr 
225 

<210> 	35 
<211> 	9 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ EAW58223.1 
<309> 	2006-12-18 
<313> 	(561)..(569) 
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<400> 35 
eolf-seql 

Phe Ser Arg Ser Leu His Ser Leu Leu 
1 5 

<210> 36 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ AAI10338.1 
<309> 2009-03-18 
<313> (72)..(86) 

<400> 36 

Gly Gln Val Gly Arg Gln Leu Ala Ile Ile Gly Asp Asp Ile Asn 
1 5 10 15 

<210> 37 
<211> 24 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ AAB51243.2 
<309> 2001-09-26 
<313> (130)..(153) 

<400> 37 

Glu Glu Gln Trp Ala Arg Glu Ile Gly Ala Gln Leu Arg Arg Met Ala 
1 5 10 15 

Asp Asp Leu Asn Ala Gln Tyr Glu 
20 

<210> 38 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ AAB51243.2 
<309> 2001-09-26 
<313> (2)..(193) 

<400> 38 

Ala Arg Ala Arg Gln Glu Gly Ser Ser Pro Glu Pro Val Glu Gly Leu 
1 5 10 15 

Ala Arg Asp Gly Pro Arg Pro Phe Pro Leu Gly Arg Leu Val Pro Ser 
20 25 30 

Ala Val Ser Cys Gly Leu Cys Glu Pro Gly Leu Ala Ala Ala Pro Ala 
35 40 45 

Ala Pro Thr Leu Leu Pro Ala Ala Tyr Leu Cys Ala Pro Thr Ala Pro 
50 55 60 
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Pro Ala Val Thr Ala Ala 
65 	 -7n 

I v 
Leu Gly Gly Ser Arg 

75 
Trp Pro Gly Gly Pro 

80 

Arg Ser Arg Pro Arg Gly Pro Arg Pro Asp Gly Pro Gln Pro Ser Leu 
85 90 95 

Ser Leu Ala Glu Gln His Leu Glu Ser Pro Val Pro Ser Ala Pro Gly 
100 105 110 

Ala Leu Ala Gly Gly Pro Thr Gln Ala Ala Pro Gly Val Arg Gly Glu 
115 120 125 

Glu Glu Gln Trp Ala Arg Glu Ile Gly Ala Gln Leu Arg Arg Met Ala 
130 135 140 

Asp Asp Leu Asn Ala Gln Tyr Glu Arg Arg Arg Gln Glu Glu Gln Gln 
145 	 150 155 160 

Arg His Arg Pro Ser Pro Trp Arg Val Leu Tyr Asn Leu Ile met Gly 
165 170 175 

Leu Leu Pro Leu Pro Arg Gly His Arg Ala Pro Glu met Glu Pro Asn 
180 185 190 

<210> 	39 
<211> 	8 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ EAw98311.1 
<309> 	2006-12-18 
<313> 	(132)..(138) 

<400> 	39 

Ala Val 	Pro Ile Ala Gln Lys Pro 
1 	 5 

<210> 	40 
<211> 	20 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ BAG35060.1 
<309> 	2008-05-24 
<313> 	(21)..(36) 

<400> 	40 

Arg Ala Gly Leu Gln Phe Pro Val Gly Arg Leu Leu Arg Arg Leu Leu 
1 	 5 10 15 

Arg Arg Leu Leu 
20 
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<210> 41 
<211> 104 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> Swiss-Prot/ P22069.2 
<309> 2010-03-02 
<313> (1)..(104) 

<400> 41 

Gln Asp Trp Leu Thr Phe Gln Lys Lys His Ile Thr Asn Thr Arg Asp 
1 	 5 10 15 

Val Asp Cys Asp Asn Ile Met Ser Thr Asn Leu Phe His Cys Lys Asp 
20 25 30 

Lys Asn Thr Phe Ile Tyr Ser Arg Pro Glu Pro Val Lys Ala Ile Cys 
35 40 45 

Lys Gly Ile Ile Ala Ser Lys Asn Val Leu Thr Thr Ser Glu Phe Tyr 
50 55 60 

Leu Ser Asp Cys Asn val Thr Ser Arg Pro Cys Lys Tyr Lys Leu Lys 
65 70 75 80 

Lys Ser Thr Asn Lys Phe Cys val Thr Cys Glu Asn Gln Ala Pro Val 
85 90 95 

His Phe Val Gly Val Gly Ser Cys 
100 

<210> 	42 
<211> 	19 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ AAH15960.3 
<309> 	2008-11-30 
<313> 	(18)..(36) 

<400> 	42 

val Arg Arg Phe Leu Val Thr Leu Arg Ile Arg Arg Ala Cys Gly Pro 
1 	 5 10 15 

Pro Arg val 

<210> 	43 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
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<301> Bottger 
<303> Oncogene 
<304> 13 
<306> 2141"2147 
<307> 1996 

<400> 43 

Pro Arg Phe Met Asp Thr Trp Glu Gly Leu Asn 
1 5 10 

<210> 44 
<211> 17 
<212> PRT 
<213> Glycine max 

<300> 
<308> GenBank/ ACE36683.1 
<309> 2008-07-10 
<313> (43)—(59) 

<400> 44 

Cys Glu Lys His Ile Met Glu Lys Ile Gln Gly Arg Gly Asp Asp Asp 
1 5 10 15 

Asp 

<210> 45 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ EAW98311.1 
<309> 2006-12-18 
<313> (132)..(138) 

<400> 45 

Leu Ala Leu Arg Leu Ala Cys Ile Gly Asp Glu Met Asp val Ser 
1 5 10 15 

<210> 46 
<211> 20 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial 

<300> 
<308> GenBank/ AAY41125.1 
<309> 2006-01-06 
<313> (148)..(167) 

<400> 46 

Ala Gly Ala Gly Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala 
5 10 15 

Gly Gly Ala Gly 
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20 

47 
<211> 114 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ CA072169.1 
<309> 2009-01-13 
<313> (79)..(191) 

<400> 47 

Met Thr Ile Ser Gln Gln Glu Phe Gly Arg Thr Gly Leu Pro Asp Leu 
1 5 10 15 

Ser Ser Met Thr Glu Glu Glu Gln Ile Ala Tyr Ala Met Gln Met Ser 
20 25 30 

Leu Gln Gly Ala Glu Phe Gly Gln Ala Glu Ser Ala Asp Ile Asp Ala 
35 40 45 

Ser Ser Ala Met Asp Thr Ser Glu Pro Ala Lys Glu Glu Asp Asp Tyr 
50 55 60 

Asp Val Met Gln Asp Pro Glu Phe Leu Gln Ser Val Leu Glu Asn Leu 
65 70 75 80 

Pro Gly Val Asp Pro Asn Asn Glu Ala Ile Arg Asn Ala met Gly Ser 
85 90 95 

Leu Ala Ser Gln Ala Thr Lys Asp Gly Lys Lys Asp Lys Lys Glu Glu 
100 105 110 

Asp Lys 

<210> 48 
<211> 10 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/ AA021132.1 
<309> 2003-01-18 
<313> (93)—(102) 

<400> 48 

Val Ala Asn Pro Gln Ala Glu Gly Gln Leu 
1 5 10 

<210> 49 
<211> 6 
<212> PRT 
<213> Homo sapiens 
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<300> 	
eolf-seql 

<308> 	GenBank/ AA021132.1 
<309> 	2003-01-18 
<313> 	(1.1.31 	('118) 

<400> 	49 

Leu Ala Asn Gly Val Glu 
1 	 5 

<210> 	50 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/ AA021132.1 
<309> 	2003-01-18 
<313> 	(127)..(131) 

<400> 	50 

Cys Pro Ser Glu Gly Leu Cys 
1 	 5 

<210> 	51 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	51 

Pro Leu Gly Leu Ala Gly 
1 	 5 

<210> 	52 
<211> 	4 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	52 

Arg Val Val Arg 
1 

<210> 	53 
<211> 	4 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	53 

Arg Lys Lys Arg 
1 
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<210> 54 
<211> 118 
<212> PRT 
<213> Pseudomonas aeruginosa 

<400> 54 

Pro Glu Gly Gly Ser Leu Ala Ala Leu Thr Ala His Gln Ala Cys His 
1 5 10 15 

Leu Pro Leu Glu Thr Phe Thr Arg His Arg Gln Pro Arg Gly Trp Glu 
20 25 30 

Gln Leta Glu Gln Cys Gly Tyr Pro Val Gln Arg Leu Val Ala Leu Tyr 
35 40 45 

Leu Ala Ala Arg Leu Ser Trp Asn Gln Val Asp Gln val Ile Ala Asn 
50 55 60 

Ala Leu Ala Ser Pro Gly Ser Gly Gly Asp Leu Gly Glu Ala Ile Arg 
65 70 75 80 

Glu Ser Pro Glu Gln Ala Arg Leu Ala Leu Thr Leu Ala Ala Ala Glu 
85 90 95 

Ser Glu Arg Phe val Arg Gln Gly Thr Gly Asn Asp Glu Ala Gly Ala 
100 105 110 

Ala Asn Gly Pro Ala Asp 
115 

<210> 55 
<211> 4 
<212> PRT 
<213> Homo sapiens 

<400> 55 

Lys Asp Glu Leu 
1 

<210> 56 
<211> 4 
<212> PRT 
<213> Homo sapiens 

<400> 56 

Lys Glu Asp Leu 
1 

<210> 57 
<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> 	artificial 

<400> 	57 

Gly Gly Ser Gly 
1 

<210> 	58 
<211> 	4 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	58 

Gly Gly Gly Ser 
1 

<210> 	59 
<211> 	5 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	59 

Gly Gly Gly Gly Ser 
1 	 5 

<210> 	60 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	60 

Gly Gly Ser Gly Gly 
1 	 5 

<210> 	61 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 

<400> 	61 

Gly Gly Gly Ser Gly Gly 
1 	 5 

<210> 	62 
<211> 	7 
<212> 	PRT 
<213> 	Artificial 	Sequence 

Page 43 



eolf-seql 

<220> 
<223> 	artificial 

<400> 	62 

Gly Gly Gly Ser Gly Gly Gly 
1 	 5 

<210> 	63 
<211> 	8 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	63 

Gly Gly Gly Ser Gly Gly Gly ser 
1 	 5 

<210> 	64 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	64 

Gly Gly Gly Ser Gly Gly Gly Gly ser 
1 	 5 

<210> 	65 
<211> 	4 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	65 

Ala Ser Gly Gly 
1 

<210> 	66 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 

<400> 	66 

Gly Gly Gly Ser Ala Ser Gly Gly 
1 	 5 

<210> 	67 
<211> 	582 
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<212> 	DNA 
<213> 	Artificial 	Sequence 

e,2n> 
<223> 	artificial 

<400> 	67 
gcccaccaga aatgcaccaa aaaagctggc ttcatgatcc atatcaatca gatgttcatt 60 

ggtcacgctc acaaaaatgc gatcattttc tttcagttca aaaatgccac cctgataaat 120 

gctatacagg ccatattctg catctttgct ccaacagcta ttacgtgcgc ttttcatcag 180 

cagaatcgga tccggatagc tggtatattt ataaatgtac tgcaccattt gtttatcatt 240 

tttggtattt tctttaattt cttcctgaaa gcgaaaatag gtctggctat aaatataata 300 

aaagcctttt tcatgaatca ccagttcacc attacgcaga tgcagattgc tcagaaagct 360 

atgaccgcta cggctgcttt cccagctatt aattttgcga cccagggctt tttcattttt 420 

gctattcggg ctgctcaggg tattgctacg accacgggtg ccggtaatat gtgctgcaac 480 

acgacctgcc agacccagcg gacgaacaac acgacgacgg cgacgacgac gacggctatc 540 

cagttcatca ccaatacgtt tcaggcattc gctcagtttt tt 582 

<210> 	68 
<211> 	579 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	68 
cgtaatattg cacgtcatct ggcacaggtt ggtgatagca tggaccgtcg tcgtcgtcgc 60 

cgtcgtcgtg ttgttcgtcc gctgggtctg gcaggtcgtg ttgcagcaca tattaccggc 120 

acccgtggtc gtagcaatac cctgagcagc ccgaatagca aaaatgaaaa agccctgggt 180 

cgcaaaatta atagctggga aagcagccgt agcggtcata gctttctgag caatctgcat 240 

ctgcgtaatg gtgaactggt gattcatgaa aaaggctttt attatattta tagccagacc 300 

tattttcgct ttcaggaaga aattaaagaa aataccaaaa atgataaaca aatggtgcag 360 

tacatttata aatataccag ctatccggat ccgattctgc tgatgaaaag cgcacgtaat 420 

agctgttgga gcaaagatgc agaatatggc ctgtatagca tttatcaggg tggcattttt 480 

gaactgaaag aaaatgatcg catttttgtg agcgtgacca atgaacatct gattgatatg 540 

gatcatgaag ccagcttttt tggtgcattt ctggtgggc 579 

<210> 	69 
<211> 	909 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	69 
cgtgttgcag cacatattac cggcacccgt ggtcgtagca ataccctgag cagcccgaat 60 
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agcaaaaatg aaaaagccct gggtcgcaaa attaatagct gggaaagcag ccgtagcggt 120 

cataactttc tgagraatct gcatctgcgt  aatggtgaac tggtgattca tgaaaaaggc -Lou ion 

ttttattata tttatagcca gacctatttt cgctttcagg aagaaattaa agaaaatacc 240 

aaaaatgaca aacaaatggt gcagtatatc tacaaataca ccagctatcc ggatccgatt 300 

ctgctgatga aaagcgcacg taatagctgt tggagcaaag atgcagaata tggcctgtat 360 

agcatttatc agggtggcat ttttgaactg aaagaaaatg atcgcatttt tgtgagcgtg 420 

accaatgaac atctgattga tatggatcat gaagccagct tttttggtgc atttctggtt 480 

ggtggtggta gcggtccgct gggtctggca ggtcgtgttg ttcgtaaaga aaccgcagca 540 

gccaaatttg aacgtcagca catggatagc agcaccagcg cagcaagcag cagcaattat 600 

tgcaatcaga tgatgaaaag ccgcaatctg accaaagatc gttgtaaacc ggtgaatacc 660 

tttgttcatg aaagcctggc agatgttcag gcagtttgca gccagaaaaa tgtggcctgt 720 

aaaaatggtc agaccaattg ctatcagagc tatagcacca tgagcattac cgattgtcgt 780 

gaaaccggta gcagcaaata tccgaattgc gcctataaaa ccacccaggc caataaacat 840 

attattgtgg cctgtgaagg caatccgtat gttccggttc attttgatgc cagcgtgaaa 900 

gaagatctg 909 

<210> 	70 
<211> 	879 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	70 
cgtgttgcag cacatattac cggcacccgt ggtcgtagca ataccctgag cagcccgaat 60 

agcaaaaatg aaaaagcact gggtcgcaaa attaatagct gggaaagcag ccgtagcggt 120 

catagctttc tgagcaatct gcatctgcgt aatggtgaac tggtgattca tgaaaaaggc 180 

ttttattata tttatagcca gacctatttt cgctttcaag aagaaattaa agaaaatacc 240 

aaaaatgata agcagatggt gcagtatatc tataaatata ccagctatcc ggatccgatt 300 

ctgctgatga aaagcgcacg taatagctgt tggagcaaag atgcagaata tggtctgtat 360 

agcatttatc agggtggcat ttttgaactg aaagaaaatg atcgcatttt tgtgagcgtg 420 

accaatgaac atctgattga tatggatcat gaagccagct tttttggtgc atttctggtt 480 

ggtggtggtg gtagcggtgg tggtagtaaa gaaaccgcag cagcaaaatt tgaacgtcag 540 

cacatggata gcagcaccag cgcagcaagc agcagcaatt attgtaatca gatgatgaaa 600 

agccgcaatc tgaccaaaga tcgttgtaaa ccggtgaata cctttgttca tgaaagcctg 660 

gcagatgttc aggcagtttg tagccagaaa aatgttgcct gtaaaaatgg tcagaccaat 720 

tgctatcaga gctatagcac catgagcatt accgattgtc gtgaaaccgg tagcagcaaa 780 

tatccgaatt gtgcatataa aaccacccag gccaataaac atattattgt tgcctgtgaa 840 
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ggcaatccgt atgttccggt tcattttgat gcaagcgtt 879 

<210> 	71 
<211> 	852 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	71 
cagatcttct ttttcattgg tggctttttt cagataggca atcagatctg cgcgttcttc 60 

ttttttttta atgcccacaa aaatcatttt cgtacccgga atatattttt tcggattttc 120 

cagatattcc atcagggtat cttcacccca aataatgcct ttgtttttat tggctgcggt 180 

atagctataa cccggtgcct gaccggtttt acgaccaaac agaccatgca gattcggacc 240 

ggttttatgt ttgccacctt tttcaacggt atgacactgg ctgcatttca taataaaaat 300 

ttttttgcct ttttccacat caccacgaac aacacgacct gccagaccca gcggaccgct 360 

accaccacca accagaaatg caccaaaaaa gctggcttca tgatccatat caatcagatg 420 

ttcattggtc acgctcacaa aaatgcgatc attttctttc agttcaaaaa tgccaccctg 480 

ataaatgcta tacaggccat attctgcatc tttgctccaa cagctattac gtgcgctttt 540 

catcagcaga atcggatccg gatagctggt atatttataa atgtactgca ccatttgttt 600 

atcgtttttg gtattttctt taatttcttc ctgaaagcga aaataggtct ggctataaat 660 

ataataaaag cctttttcat gaatcaccag ttcaccatta cgcagatgca gattgctcag 720 

aaagctatga ccgctacggc tgctttccca gctattaatt ttgcgaccca gggctttttc 780 

atttttgcta ttcgggctgc tcagggtatt gctacgacca cgggtgccgg taatatgtgc 840 

tgcaacacgc at 852 

<210> 	72 
<211> 	800 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	72 
cgtgttgcag cacatattac cggcacccgt ggtcgtagca ataccctgag cagcccgaat 60 

agcaaaaatg aaaaagcact gggtcgcaaa attaatagct gggaaagcag ccgtagcggt 120 

catagctttc tgagcaatct gcatctgcgt aatggtgaac tggtgattca tgaaaaaggc 180 

ttttattata tttatagcca gacctatttt cgctttcaag aagaaattaa agaaaatacc 240 

aaaaatgaca aacaaatggt gcagtatatc tataaatata ccagctatcc ggatccgatt 300 

ctgctgatga aaagcgcacg taatagctgt tggagcaaag atgcagaata tggtctgtat 360 

agcatttatc agggtggcat ttttgaactg aaagaaaatg atcgcatttt tgtgagcgtg 420 

accaatgaac atctgattga tatggatcat gaagccagct tttttggtgc atttctggtt 480 
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eolf-seql 

tttcagaaaa aacatattac caatacccgt gatgtggatt gcgataatat tatgagcacc 600 

aarrtgtttr attoraaAgA tn2222rnrr  rttattrata grrgtrrsign .rrgytt.,a sgn 

gcaatttgta aaggtattat tgccagcaaa aatgtgctga ccacgagcga attctatctg 720 

agcgattgta atgttaccag ccgtccgtgt aaatataaac tgaaaaaaag caccaataaa 780 

ttttgcgtga cctgcgaaaa tcaggcaccg gttcattttg ttggtgttgg tagctgt 837 

<210> 	83 
<211> 	822 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	83 
cgtgttgcag cacatattac cggcacccgt ggtcgtagca ataccctgag cagcccgaat 60 

agcaaaaatg aaaaagcact gggtcgcaaa attaatagct gggaaagcag ccgtagcggt 120 

catagctttc tgagcaatct gcatctgcgt aatggtgaac tggtgattca tgaaaaaggc 180 

ttttattata tttatagcca gacctatttt cgctttcaag aagaaattaa agaaaatacc 240 

aaaaatgata agcagatggt gcagtatatc tataaatata ccagctatcc ggatccgatt 300 

ctgctgatga aaagcgcacg taatagctgt tggagcaaag atgcagaata tggtctgtat 360 

agcatttatc agggtggcat ttttgaactg aaagaaaatg atcgcatttt tgtgagcgtg 420 

accaatgaac atctgattga tatggatcat gaagccagct tttttggtgc atttctggtt 480 

ggtggtggtg gtagcggtgg tggtggcagc caggattggc tgacctttca gaaaaaacat 540 

attaccaata cccgtgatgt ggattgcgat aatattatga gcaccaacct gtttcattgc 600 

aaagataaaa atacctttat ttatagccgt ccggaaccgg ttaaagcaat ttgtaaaggt 660 

attattgcca gcaaaaatgt gctgaccacg agcgaattct atctgagcga ttgtaatgtt 720 

accagccgtc cgtgtaaata taaactgaaa aaaagcacca ataaattttg cgtgacctgc 780 

gaaaatcagg caccggttca ttttgttggt gttggtagct gt 822 

<210> 	84 
<211> 	591 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	84 
gttcgtcgtt ttctggttac cctgcgtatt cgtcgtgcat gtggtcctcc gcgtgtgcgt 60 

cgtcgtcgtc gccgtcgtcg tgttgttcgt cctctgggtc tggcaggtcg cgttgcagca 120 

catattaccg gcacccgtgg tcgtagcaat accctgagca gcccgaatag caaaaatgaa 180 

aaagccctgg gtcgcaaaat taatagctgg gaaagcagcc gtagcggtca tagctttctg 240 

agcaatctgc atctgcgtaa tggtgaactg gtgattcatg aaaaaggctt ttattatatt 300 
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tatagccaga cctattttcg ctttcaggaa gaaattaaag aaaataccaa aaatgataaa 360 

rAqtagtgr. Agtntflrfm 	1,-1-2-1- mrr 	ngrtntra---  9 ."-Cgartrt  gctgatgaaa 420 

agcgcacgta atagctgttg gagcaaagat gcagaatatg gcctgtatag catttatcag 480 

ggtggcattt ttgaactgaa agaaaatgat cgcatttttg tgagcgtgac caatgaacat 540 

ctgattgata tggatcatga agccagcttt tttggtgcat ttctggttgg t 591 

<210> 	85 
<211> 	567 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	85 
cctcgtttta tggatacctg ggaaggtctg aatcgccgtc ggcgtcgtcg gcgtcgtgtt 60 

gttcgtccgc tgggtctggc aggtcgtgtt gcagcacata ttaccggcac ccgtggtcgt 120 

agcaataccc tgagcagccc gaatagcaaa aatgaaaaag cactgggtcg caaaattaat 180 

agctgggaaa gcagccgtag cggtcatagc tttctgagca atctgcatct gcgtaatggt 240 

gaactggtga ttcatgaaaa aggcttttat tatatttata gccagaccta ttttcgcttt 300 

caggaagaaa ttaaagaaaa taccaaaaat gataaacaaa tggtgcagta catttacaaa 360 

tataccagct atccggatcc gattctgctg atgaaaagcg cacgtaatag ctgttggagc 420 

aaagatgcag aatatggtct gtatagcatt tatcagggtg gcatttttga actgaaagaa 480 

aatgatcgca tttttgtgag cgtgaccaat gaacatctga ttgatatgga tcatgaagcc 540 

agcttttttg gtgcatttct ggttggt 567 

<210> 	86 
<211> 	585 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	86 
tgtgaaaaac atattatgga aaaaattcag ggtcgcggtg atgatgatga tcgccgtcgg 60 

cgtcgtcggc gtcgtgttgt tcgtccgctg ggtctggcag gtcgtgttgc agcacatatt 120 

accggcaccc gtggtcgtag caataccctg agcagcccga atagcaaaaa tgaaaaagca 180 

ctgggtcgca aaattaatag ctgggaaagc agccgtagcg gtcatagctt tctgagcaat 240 

ctgcatctgc gtaatggtga actggtgatt catgaaaaag gcttttatta tatttatagc 300 

cagacctatt ttcgctttca ggaagaaatt aaagaaaata ccaaaaatga taaacaaatg 360 

gtgcagtaca tttacaaata taccagctat ccggatccga ttctgctgat gaaaagcgca 420 

cgtaatagct gttggagcaa agatgcagaa tatggtctgt atagcattta tcagggtggc 480 

atttttgaac tgaaagaaaa tgatcgcatt tttgtgagcg tgaccaatga acatctgatt 540 
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gatatggatc atgaagccag cttttttggt gcatttctgg ttggt 585 

<210> 	87 
<211> 	654 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 

<400> 	87 
gcagttccga ttgcacagaa accgcgtcgt cgtcgtcgcc gtcgtcgtgt tgttcgtcct 60 

ctgggtctgg caggtcgcgt tgcagcacat attaccggca cccgtggtcg tagcaatacc 120 

ctgagcagcc cgaatagcaa aaatgaaaaa gccctgggtc gcaaaattaa tagctgggaa 180 

agcagccgta gcggtcatag ctttctgagc aatctgcatc tgcgtaatgg tgaactggtg 240 

attcatgaaa aaggctttta ttatatttat agccagacct attttcgctt tcaggaagaa 300 

attaaagaaa ataccaaaaa tgataaacaa atggtgcagt atatctataa atataccagc 360 

tatccggatc cgattctgct gatgaaaagc gcacgtaata gctgttggag caaagatgca 420 

gaatatggcc tgtatagcat ttatcagggt ggcatttttg aactgaaaga aaatgatcgc 480 

atttttgtga gcgtgaccaa tgaacatctg attgatatgg atcatgaagc cagctttttt 540 

ggtgcatttc tggttggtcc gctgggcctg gctggccgtg tggttcgccg gcgccgtcgc 600 

cgtcgccgcc tggcactgcg tctggcatgt attggtgatg aaatggatgt gagc 654 

<210> 	88 
<211> 	618 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 

<400> 	88 
cgtgttgcag cacatattac cggcacccgt ggtcgtagca ataccctgag cagcccgaat 60 

agcaaaaatg aaaaagcact gggtcgcaaa attaatagct gggaaagcag ccgtagcggt 120 

catagctttc tgagcaatct gcatctgcgt aatggtgaac tggtgattca tgaaaaaggc 180 

ttttattata tttatagcca gacctatttt cgctttcaag aagaaattaa agaaaacacc 240 

aaaaatgata aacaaatggt gcagtatatt tacaaatata ccagctatcc ggatccgatt 300 

ctgctgatga aaagcgcacg taatagctgt tggagcaaag atgcagaata tggtctgtat 360 

agcatttatc agggtggcat ttttgaactg aaagaaaatg atcgcatttt tgtgagcgtg 420 

accaatgaac atctgattga tatggatcat gaagccagct tttttggtgc atttctggtt 480 

ggtggtggtg gtagcggtgg tggtcgtgtt gttcgtccgc tgggtctggc tggtgccggt 540 

gccggtggtg gtgcaggcgg tgctggtgcg ggtggcggag ccggtggtgc aggtcgtcgt 600 

cgtcgccgtc gtcggcgt 618 
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<210> 	89 
<211> 	867 
<212> 	DNA 
<71 3> 	Artifirinl 	sequence  

<220> 
<223> 	artificial 

<400> 	89 
cgtgttgcag cacatattac cggcacccgt ggtcgtagca ataccctgag cagcccgaat 60 

agcaaaaatg aaaaagcact gggtcgcaaa attaatagct gggaaagcag ccgtagcggt 120 

catagctttc tgagcaatct gcatctgcgt aatggtgaac tggtgattca tgaaaaaggc 180 

ttttattata tttatagcca gacctatttt cgctttcaag aagaaattaa agaaaacacc 240 

aaaaatgata aacaaatggt gcagtatatt tacaaatata ccagctatcc ggatccgatt 300 

ctgctgatga aaagcgcacg taatagctgt tggagcaaag atgcagaata tggtctgtat 360 

agcatttatc agggtggcat ttttgaactg aaagaaaatg atcgcatttt tgtgagcgtg 420 

accaatgaac atctgattga tatggatcat gaagccagct tttttggtgc atttctggtt 480 

ggtggtggtg gtagcggtgg tcgtaaaaaa cgtatgacca ttagccagca agaatttggt 540 

cgtaccggtc tgccggatct gagcagcatg accgaagaag aacaaattgc ctacgcaatg 600 

cagatgagcc tgcagggtgc agaatttggt caggcagaaa gcgcagatat tgatgcaagc 660 

agcgcaatgg ataccagcga accggcaaaa gaagaagacg attacgacgt tatgcaggat 720 

ccggaatttc tgcagagcgt tctggaaaat ctgccgggtg ttgatccgaa taatgaagca 780 

attcgtaatg caatgggtag cctggcaagc caagcaacca aagatggcaa aaaagataaa 840 

aaagaggaag acaaaaaaga agatctg 867 

<210> 	90 
<211> 	549 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	artificial 

<400> 	90 
gttgcaaatc cgcaggcaga aggtcagctg cgcgttgttc gtccgctggg tctggcaggt 60 

ccgcagcgtg ttgcagcaca tattaccggc acccgtggtc gtagcaatac cctgagcagc 120 

ccgaatagca aaaatgaaaa agccctgggt cgtaaaatta atagctggga aagcagccgt 180 

agcggtcata gctttctgag caatctgcat ctgcgtaatg gcgaactggt gattcatgaa 240 

aaaggctttt attatattta tagccagacc tattttcgct ttcaggaaga aattaaagaa 300 

aataccaaaa atgataaaca aatggtgcag tatatctata aatataccag ctatccggat 360 

ccgattctgc tgatgaaaag cgcacgtaat agctgttgga gcaaagatgc cgaatatggt 420 

ctgtatagca tttatcaggg tggcattttt gaactgaaag aaaatgatcg catttttgtg 480 

agcgtgacca atgaacatct gattgatatg gatcatgaag ccagcttttt tggtgcattt 540 

ctggttggt 549 
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<210> 	91 
.,.)11;.. 	5.7 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 

<400> 	91 
ctggcaaatg gtgttgaacg tgttgttcgt ccgctgggtc tggcaggtcc gcagcgtgtt 60 

gcagcacata ttaccggcac ccgtggtcgt agcaataccc tgagcagccc gaatagcaaa 120 

aatgaaaaag ccctgggtcg taaaattaat agctgggaaa gcagccgtag cggtcatagc 180 

tttctgagca atctgcatct gcgtaatggc gaactggtga ttcatgaaaa aggcttttat 240 

tatatttata gccagaccta ttttcgcttt caggaagaaa ttaaagaaaa taccaaaaat 300 

gataaacaaa tggtgcagta tatctataaa tataccagct atccggatcc gattctgctg 360 

atgaaaagcg cacgtaatag ctgttggagc aaagatgccg aatatggtct gtatagcatt 420 

tatcagggtg gcatttttga actgaaagaa aatgatcgca tttttgtgag cgtgaccaat 480 

gaacatctga ttgatatgga tcatgaagcc 

<210> 	92 
<211> 	540 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	artificial 

<400> 	92 
tgtccgagcg aaggtctgtg tcgtgttgtt 

agcttttttg 

cgtccgctgg 

gtgcatttct 

gtctggcagg 

ggttggt 

tccgcagcgt 

537 

60 

gttgcagcac atattaccgg cacccgtggt cgtagcaata ccctgagcag cccgaatagc 120 

aaaaatgaaa aagccctggg tcgtaaaatt aatagctggg aaagcagccg tagcggtcat 180 

agctttctga gcaatctgca tctgcgtaat ggcgaactgg tgattcatga aaaaggcttt 240 

tattatattt atagccagac ctattttcgc tttcaggaag aaattaaaga aaataccaaa 300 

aatgataaac aaatggtgca gtatatctat aaatatacca gctatccgga tccgattctg 360 

ctgatgaaaa gcgcacgtaa tagctgttgg agcaaagatg ccgaatatgg tctgtatagc 420 

atttatcagg gtggcatttt tgaactgaaa gaaaatgatc gcatttttgt gagcgtgacc 480 

aatgaacatc tgattgatat ggatcatgaa 

<210> 	93 
<211> 	459 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

gccagctttt ttggtgcatt tctggttggt 540 

<400> 93 
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Gly Cys Ala Ala Ala Cys Ala Ala Cys Thr Ser Glu Glu Thr Ile Ser 
1 	 5 10 15 

Thr val Gln Glu Lys Gln Gln Asn Ile ser Pro Leu Val Arg Glu Arg 
20 25 30 

Gly Pro Gln Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser 
35 40 45 

Asn Thr Leu Ser ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg 
50 55 60 

Lys Ile Asn Ser Trp Glu ser Ser Arg Ser Gly His Ser Phe Leu Ser 
65 70 75 80 

Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe 
85 90 95 

Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys 
100 105 110 

Glu Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr 
115 120 125 

Thr ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn ser 
130 135 140 

Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gin Gly 
145 150 155 160 

Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser val Thr 
165 170 175 

Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala 
180 185 190 

Phe Leu Val Gly Gly Gly Gly Ser Ala Ser Gly Cys Gly Pro Glu Arg 
195 200 205 

Lys Lys Arg Ala Ser Gly Gly Pro Glu Gly Gly Ser Leu Ala Ala Leu 
210 215 220 

Thr Ala His Gln Ala Cys His Leu Pro Leu Glu Thr Phe Thr Arg His 
225 230 235 240 

Arg Gln Pro Arg Gly Trp Glu Gln Leu Glu Gln Cys Gly Tyr Pro Val 
245 250 255 

Gln Arg Leu Val Ala Leu Tyr Leu Ala Ala Arg Leu Ser Trp Asn Gln 
260 265 270 
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val Asp Gln Val 	Ile Arg Asn Ala Leu Ala Ser Pro Gly Ser Gly Gly 

275 280 285 

Asp Leu Gly Glu Ala Ile Arg Glu Gln Pro Glu Gln Ala Arg Leu Ala 
290 	 295 300 

Leu Thr Leu Ala Ala Ala Glu Ser Glu Arg Phe Val Arg Gln Gly Thr 
305 	 310 315 320 

Gly Asn Gly Gly Gly Gly Ser Gly Gly Gly Ser Lys Glu Thr Ala Ala 
325 330 335 

Ala Lys Phe Glu Arg Gln His Met Asp Ser Ser Thr Ser Ala Ala Ser 
340 345 350 

Ser Ser Asn Tyr Cys Asn Gln Met Met Lys Ser Arg Asn Leu Thr Lys 
355 360 365 

Asp Arg Cys Lys Pro val Asn Thr Phe Val His Glu Ser Leu Ala Asp 
370 	 375 380 

Val Gln Ala Val Cys Ser Gln Lys Asn Val Ala Cys Lys Asn Gly Gln 
385 	 390 395 400 

Thr Asn Cys Tyr Gln Ser Tyr Ser Thr Met Ser Ile Thr Asp Cys Arg 
405 410 415 

Glu Thr Gly Ser Ser Lys Tyr Pro Asn Cys Ala Tyr Lys Thr Thr Gln 
420 425 430 

Ala Asn 	Lys His Ile Ile Val Ala Cys Glu Gly Asn Pro Tyr Val Pro 
435 440 445 

Val 	His Phe Asp Ala Ser Val Lys Asp Glu Leu 
450 455 

<210> 	94 
<211> 	213 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	fusion protein 

<400> 	94 

Phe Ser Arg Ser Leu His Ser Leu Leu Arg Arg Arg Arg Arg Arg Arg 
1 	 5 10 15 

Arg Val val Arg Pro Leu Gly Leu Ala Gly Thr Ser Glu Glu Thr Ile 
20 25 30 

Ser Thr Val Gln Glu Lys Gln Gln Asn Ile Ser Pro Leu Val Arg Glu 
35 40 45 
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Arg Gly Pro Gin Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg 
5n 55 60 

Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly 
65 70 75 80 

Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu 
85 90 95 

Ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His Glu Lys Gly 
100 105 110 

Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile 
115 120 125 

Lys Glu Asn Thr Lys Asn Asp Lys Gin Met Val Gln Tyr Ile Tyr Lys 
130 135 140 

Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn 
145 150 155 160 

Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln 
165 170 175 

Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val 
180 185 190 

Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly 
195 200 205 

Ala Phe Leu val Gly 
210 

<210> 	95 
<211> 	204 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	95 

Leu Ser Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala 
1 	 5 10 15 

Ser Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp Pro Leu Gly Leu 
20 25 30 

Ala Gly Arg val val Arg Glu Arg Gly Pro Gln Arg val Ala Ala His 
35 40 45 

Page 61 



eolf-seql 
Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser 

50 	 55 60 

Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser 
65 	 70 75 80 

Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu 
85 90 95 

Leu Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr 
100 105 110 

Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln 
115 120 125 

Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu 
130 	 135 140 

Leu met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr 
145 	 150 155 160 

Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn 
165 170 175 

Asp Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp Met Asp 
180 185 190 

His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
195 200 

<210> 	96 
<211> 	205 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	fusion protein 

<400> 	96 

Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr 
1 	 5 10 15 

Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile 
20 25 30 

Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu 
35 40 45 

His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr 
50 	 55 60 

Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn 
65 	 70 75 80 
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Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser 
85 90 95 

Tyr Pro Asp Pro Ile Leu Leu met Lys Ser Ala Arg Asn Ser Cys Trp 
100 105 110 

Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile 
115 120 125 

Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser val Thr Asn Glu 
130 135 140 

His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu 
145 150 155 160 

Val Gly Gly Gly Gly Ser Arg Lys Lys Arg Val Lys Arg Leu ser Thr 
165 170 175 

Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala Ser Gly Leu 
180 185 190 

Asp Lys Asp Tyr Leu Lys Pro Asp Asp Lys Asp Glu Leu 
195 200 205 

<210> 97 
<211> 207 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> fusion protein 

<400> 97 

Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg ser Asn Thr 
1 5 10 15 

Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile 
20 25 30 

Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu 
35 40 45 

His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr 
50 55 60 

Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn 
65 70 75 80 

Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr ser 
85 90 95 
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Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp 

100 105 110 

Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile 
115 120 125 

Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser Val Thr Asn Glu 
130 	 135 140 

His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu 
145 	 150 155 160 

val 	Gly Gly Gly Gly Ser Gly Gly Gly Pro Leu Gly Leu Ala Gly Arg 
165 170 175 

val Val Arg Leu Ser Thr Ala Ala Asp Met Gln Gly val Val Thr Asp 
180 185 190 

Gly Met Ala Ser Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp 
195 200 205 

<210> 	98 
<211> 	327 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	98 

Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr 
1 	 5 10 15 

Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile 
20 25 30 

Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu 
35 40 45 

His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr 
50 	 55 60 

Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn 
65 	 70 75 80 

Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser 
85 90 95 

Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp 
100 105 110 

Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile 
115 120 125 
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Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu 
130 in ...,, 1 An 

-1-.1 kJ 

His Leu Ile Asp met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu 
145 150 155 160 

val Gly Gly Gly Gly Ser Gly Gly Gly Pro Leu Gly Leu Ala Gly Arg 
165 170 175 

Val val Arg Met Leu Arg Lys Leu Ala Ala Val Ser Leu Leu Ser Leu 
180 185 190 

Leu Ser Ala Pro Leu Leu Ala Ala Glu Cys ser Val Asp Ile Gln Gly 
195 200 205 

Asn Asp Gln Met Gln Phe Asn Thr Asn Ala Ile Thr Val Asp Lys Ser 
210 215 220 

Cys Lys Gln Phe Thr Val Asn Leu Ser His Pro Gly Asn Leu Pro Lys 
225 230 235 240 

Asn Val Met Gly His Asn Trp val Leu Ser Thr Ala Ala Asp Met Gln 
245 250 255 

Gly Val Val Thr Asp Gly Met Ala Ser Gly Leu Asp Lys Asp Tyr Leu 
260 265 270 

Lys Pro Asp Asp Ser Arg val Ile Ala His Thr Lys Leu Ile Gly Ser 
275 280 285 

Gly Glu Lys Asp Ser Val Thr Phe Asp val ser Lys Leu Lys Glu Gly 
290 295 300 

Glu Gln Tyr Met Phe Phe Cys Thr Phe Pro Gly His Ser Ala Leu Met 
305 310 315 320 

Lys Gly Thr Leu Thr Leu Lys 
325 

<210> 	99 
<211> 	193 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	99 

Val 	Pro Ile Ala Ala Gln Lys Pro Arg Arg Arg Arg Arg Arg Arg 
5 

Arg
10 1 5 
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val val Arg Pro Leu Gly Leu Ala Gly Val Arg Glu Arg Gly Pro Gln 

20 25 30 

Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
35 40 45 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
50 	 55 60 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
65 	 70 75 80 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
85 90 95 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
100 105 110 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
115 120 125 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
130 	 135 140 

Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 
145 	 150 155 160 

Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser Val Thr Asn Glu His 
165 170 175 

Leu Ile Asp Met Asp HiS Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
180 185 190 

Gly 

<210> 	100 
<211> 	221 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	fusion protein 

<400> 	100 

Ala val 	Pro Ile Ala Gln Lys Pro Arg Arg Arg Arg Arg Arg Arg Arg 
1 	 5 10 15 

Val Val Arg Pro Leu Gly Leu Ala Gly Gly Cys Ala Ala Ala Cys Ala 
20 25 30 

Ala Cys Thr Ser Glu Glu Thr Ile Ser Thr Val Gln Glu Lys Gln Gln 
35 40 45 
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Asn Ile Ser Pro Leu val Arg Glu Arg Gly Pro Gln Arg Cys Ala Ala 
50 55 60 

His fie Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn 
65 70 75 80 

Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser 
85 90 95 

Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly 
100 105 110 

Glu Leu Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr 
115 120 125 

Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys 
130 135 140 

Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile 
145 150 155 160 

Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu 
165 170 175 

Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu 
180 185 190 

Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp Met 
195 200 205 

Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
210 215 220 

<210> 101 
<211> 212 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> fusion protein 

<400> 101 

Ala Val Pro Ile Ala Gln Lys Pro Arg Arg Arg Arg Arg Arg Arg Arg 
1 5 10 15 

Val val Arg Pro Leu Gly Leu Ala Gly Thr Ser Glu Glu Thr Ile Ser 
20 25 30 

Thr val Gln Glu Lys Gln Gln Asn Ile Ser Pro Leu Val Arg Glu Arg 
35 40 45 
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Gly Pro Gln Arg val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser 

50 	 55 60 

Asn Thr Leu Ser Ser Pro Asn ser Lys Asn Glu Lys Ala Leu Gly Arg 
65 	 70 75 80 

Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser 
85 90 95 

Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe 
100 105 110 

Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys 
115 120 125 

Glu Asn Thr Lys Asn Asp Lys Gln Met Val Gin Tyr Ile Tyr Lys Tyr 
130 	 135 140 

Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser 
145 	 150 155 160 

Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly 
165 170 175 

Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val ser Val Thr 
180 185 190 

Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala 
195 200 205 

Phe Leu val Gly 
210 

<210> 	102 
<211> 	212 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	fusion protein 

<400> 	102 

Gly Pro Ser Gln Pro Thr Tyr Pro Gly Asp Asp Ala Pro Val Glu Asp 
1 	 5 10 15 

Leu Ile Arg Phe Val Gly Arg Leu Leu Ala Tyr Phe Gly Asp Thr Ile 
20 25 30 

Asn Arg Arg Arg Arg Arg Arg Arg Arg Arg Val Val Arg Pro Leu Gly 
35 40 45 

Leu Ala Gly Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser 
50 	 55 60 
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Asn Thr Leu Ser Ser 
65 

Pro 
70 

Asn Ser Lys Asn Glu 
75 

Lys Ala Leu Gly Arg 
on ou 

Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser 
85 90 95 

Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe 
100 105 110 

Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys 
115 120 125 

Glu Asn Thr Lys Asn Asp Lys Gln met Val Gln Tyr Ile Tyr Lys Tyr 
130 135 140 

Thr Ser Tyr Pro Asp Pro Ile Leu Leu met Lys Ser Ala Arg Asn Ser 
145 150 155 160 

Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly 
165 170 175 

Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr 
180 185 190 

Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala 
195 200 205 

Phe Leu Val Gly 
210 

<210> 	103 
<211> 	247 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	fusion protein 

<400> 	103 

Gly Pro Ser Gln Pro Thr Tyr Pro Gly Asp Asp Ala Pro Val Glu Asp 
1 	 5 10 15 

Leu Ile Arg Phe Val Gly Arg Leu Leu Ala Tyr Phe Gly Asp Thr Ile 
20 25 30 

Asn Arg Arg Arg Arg Arg Arg Arg Arg Arg val Val Arg Pro Leu Gly 
35 40 45 

Leu Ala Gly Gly Cys Ala Ala Ala Cys Ala Ala Cys Thr Ser Glu Glu 
50 55 60 
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Thr Ile Ser Thr val Gln Glu Lys Gln Gln Asn Ile Ser Pro Leu val 
65 	 70 75 80 

Arg Glu Arg Gly Pro Gln Arg val Ala Ala His Ile Thr Gly Thr Arg 
85 90 95 

Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn ser Lys Asn Glu Lys Ala 
100 105 110 

Leu Gly Arg Lys Ile Asn Ser Trp Glu ser ser Arg Ser Gly His ser 
115 120 125 

Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu 
130 	 135 140 

Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu 
145 	 150 155 160 

Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gin Met val Gln Tyr Ile 
165 170 175 

Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys ser Ala 
180 185 190 

Arg Asn ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr ser Ile 
195 200 205 

Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val 
210 	 215 220 

Ser Val Thr Asn Glu His Leu Ile Asp met Asp His Glu Ala Ser Phe 
225 	 230 235 240 

Phe Gly Ala Phe Leu Val Gly 
245 

<210> 	104 
<211> 	212 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	104 

Val Arg Glu Arg Gly Pro Gln Arg val Ala Ala His Ile Thr Gly Thr 
1 	 5 10 15 

Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn ser Lys Asn Glu Lys 
20 25 30 

Ala Leu Gly Arg Lys Ile Asn Trp Glu Ser Ser Arg Ser Gly His 
35 4

Ser 
0 45 
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Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His 
50 55 60 

Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln 
65 70 75 80 

Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met val Gln Tyr 
85 90 95 

Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser 
100 105 110 

Ala Arg Asn Ser cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser 
115 120 125 

Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe 
130 135 140 

val 	Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser 
145 150 155 160 

Phe Phe Gly Ala Phe Leu Val Gly Pro Leu Gly Leu Ala Gly Arg val 
165 170 175 

Val Arg Gly Pro Arg Arg Pro Arg Arg Pro Gly Asp Asp Ala Pro Val 
180 185 190 

Glu Asp Leu Ile Arg Phe Val Gly Arg Leu Leu Ala Tyr Phe Gly Asp 
195 200 205 

Thr Ile Asn Arg 
210 

<210> 105 
<211> 221 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> fusion protein 

<400> 105 

Arg Thr His Ile Asn Thr Val val Ala Lys Ile Gln Ala Lys Ile Pro 
1 5 10 15 

Gly Ala Lys Arg His Ala Glu Glu Glu Glu Ala Ala Gly Arg Lys Arg 
20 25 30 

Lys Lys Arg Thr Arg Val Val Arg Pro Leu Gly Leu Ala Gly Gly Gly 
35 40 45 
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Cys Ala Ala Ala Cys Ala Ala Cys Gly Gly Gly Gln Arg Val Ala Ala 

50 	 55 60 

His Ile Thr Gly Thr Arg Gly Arg ser Asn Thr Leu Ser Ser Pro Asn 
65 	 70 75 80 

Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser 
85 90 95 

Ser Arg ser Gly His Ser Phe Leu ser Asn Leu His Leu Arg Asn Gly 
100 105 110 

Glu Leu val Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr 
115 120 125 

Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys 
130 	 135 140 

Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile 
145 	 150 155 160 

Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu 
165 170 175 

Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu 
180 185 190 

Asn Asp Arg Ile Phe Val ser Val Thr Asn Glu His Leu Ile Asp Met 
195 200 205 

Asp His Glu Ala ser Phe Phe Gly Ala Phe Leu Val Gly 
210 215 220 

<210> 	106 
<211> 	435 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	106 

Ala Glu Pro Ser Ala Ala Thr Gln Ser His Ser Ile Ser Ser Ser Ser 
1 	 5 10 15 

Phe Gly Ala Glu Pro Ser Ala Pro Gly Gly Gly Gly Ser Pro Gly Ala 
20 25 30 

Cys Pro Ala Leu Gly Thr Lys Ser Cys Ser Ser Ser Cys Ala Val His 
35 40 45 

Asp Leu Ile Phe Trp Arg Asp val Lys Lys Thr Gly Phe Val Phe Gly 
50 	 55 60 
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Thr Thr Leu Ile met Leu Leu Ser Leu Ala Ala Phe Ser val Ile ser 
65 70 75 80 

Val Val Ser Tyr Leu Ile Leu Ala Leu Leu ser Val Thr Ile Ser Phe 
85 90 95 

Arg Ile Tyr Lys Ser Val Ile Gln Ala Val Gln Lys Ser Glu Glu Gly 
100 105 110 

His Pro Phe Lys Ala Tyr Leu Asp Val Asp Ile Thr Leu Ser Ser Glu 
115 120 125 

Ala Phe His Asn Tyr met Asn Ala Ala Met Val His Ile Asn Arg Ala 
130 135 140 

Leu Lys Leu Ile Ile Arg Leu Phe Leu Val Glu Asp Leu Val Asp Ser 
145 150 155 160 

Leu Lys Leu Ala Val Phe Met Trp Leu Met Thr Tyr Val Gly Ala Val 
165 170 175 

Phe Asn Gly Ile Thr Leu Leu Ile Leu Ala Glu Leu Leu Ile Phe Ser 
180 185 190 

Val Pro Ile Val Tyr Glu Lys Tyr Lys Thr Gln Ile Asp His Tyr val 
195 200 205 

Gly Ile Ala Arg Asp Gln Thr Lys Ser Ile Val Glu Lys Ile Gln Ala 
210 215 220 

Lys Leu Pro Gly Ile Ala Lys Lys Lys Ala Glu Arg Arg Arg Arg Arg 
225 230 235 240 

Arg Arg Arg Gly Gly Ser Gly Gly Arg Val Val Arg Pro Leu Gly Leu 
245 250 255 

Ala Gly Gly Gly Ser Gly Gly Cys Ala Ala Glu Cys Ala Ala Ala cys 
260 265 270 

Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn 
275 280 285 

Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys 
290 295 300 

Ile Asn ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn 
305 310 315 320 

Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr 
325 330 335 
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Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu 
34n 345 350 

Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr 
355 360 365 

Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys 
370 375 380 

Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly 
385 390 395 400 

Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn 
405 410 415 

Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ma Phe 
420 425 430 

Leu Val Gly 
435 

<210> 	107 
<211> 	580 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	107 

Arg val Ala Ma His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ma Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile 
50 55 60 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 70 75 80 

Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ma Arg Asn Ser Cys Trp Ser 
100 105 110 
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Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe 

115 120 125 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile ASp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Gly Gly Gly Ser Arg Lys Lys Arg Ala Ser Gly Gly Pro Glu Gly 
165 170 175 

Gly Ser Leu Ala Ala Leu Thr Ala His Gln Ala Cys His Leu Pro Leu 
180 185 190 

Giu Thr Phe Thr Arg His Arg Gln Pro Arg Gly Trp Glu Gln Leu Glu 
195 200 205 

Gln Cys Gly Tyr Pro Val Gln Arg Leu Val Ala Leu Tyr Leu Ala Ala 
210 215 220 

Arg Leu Ser Trp Asn Gln Val Asp Gln Val Ile Ala Asn Ala Leu Ala 
225 230 235 240 

Ser Pro Gly Ser Gly Gly Asp Leu Gly Glu Ala Ile Arg Glu Ser Pro 
245 250 255 

Glu Gln Ala Arg Leu Ala Leu Thr Leu Ala Ala Ala Glu Ser Glu Arg 
260 265 270 

Phe val Arg Gln Gly Thr Gly Asn Asp Glu Ala Gly Ala Ala Asn Gly 
275 280 285 

Pro Ala Asp Gly Gly Gly Ser Gly Gly Gly Met Ile Glu Thr Asp Ser 
290 295 300 

Gly val Asp Asp Asp Met Ala Cys His Lys Ile Pro Val Asp Ala Asp 
305 310 315 320 

Phe Leu Tyr Ala Tyr Ser Thr Ala Pro Gly Tyr Tyr Ser Trp Arg Asn 
325 330 335 

Ser Lys Asp Gly Ser Trp Phe Ile Gln Ser Leu Cys Ala met Leu Lys 
340 345 350 

Gln Tyr Ala Asp Lys Leu Glu Phe Met His Ile Leu Thr Arg Val Asn 
355 360 365 

Arg Lys Val Ala Thr Glu Phe Glu Ser Phe Ser Phe Asp Ala Thr Phe 
370 375 380 
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His Ala Lys Lys Gln Ile Pro Cys Ile Val 	Ser Met Leu Thr Lys Glu 
385 	 390 395 400 

Leu Tyr Phe Tyr His Asp Val Asp Gly Met Glu Asn Thr Glu Asn Ser 
405 410 415 

Val Asp Ser Lys Ser Ile Lys Asn Leu Glu Pro Lys Ile Ile His Gly 
420 425 430 

Ser Glu Ser Met Asp Ser Gly Met Ser Trp Asp Thr Gly Tyr Lys met 
435 440 445 

Asp Tyr Pro Glu Met Gly Leu Cys Ile Ile Ile Asn Asn Lys Asn Phe 
450 	 455 460 

His Lys Ser Thr Gly Met Thr Ser Arg Ser Gly Thr Asp Val Asp Ala 
465 	 470 475 480 

Ala Asn Leu Arg Glu Thr Phe Arg Asn Leu Lys Tyr Glu Val Arg Asn 
485 490 495 

Lys Asn Asp Leu Thr Arg Glu Glu Ile Val Glu Leu Met Arg Asp Val 
500 505 510 

Ser Lys Glu Asp His Ser Lys Arg Ser Ser Phe Val Cys val Leu Leu 
515 520 525 

Ser His Gly Glu Glu Gly Ile Ile Phe Gly Thr Asn Gly Pro Val Asp 
530 	 535 540 

Leu Lys Lys Ile Thr Asn Phe Phe Arg Gly Asp Arg Cys Arg Ser Leu 
545 	 550 555 560 

Thr Gly Lys Pro Lys Leu Phe Ile Ile Gln Ala Cys Arg Gly Thr Glu 
565 570 575 

Leu Asp Cys Gly 
580 

<210> 	108 
<211> 	247 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	fusion protein 

<400> 	108 

Ala Arg Lys Gly Lys Gly Gln Ile Glu Lys Arg Lys Leu Arg Glu Lys 
1 	 5 10 15 

Arg Arg Ser Thr Gly val val Asn Ile Pro Ala Ala Glu Cys Leu Asp 
20 25 30 
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Glu Tyr Glu Asp Asp 
35 

Glu Ala Gly 
A 

-T
A

V 

Gln Lys Glu Arg Lys 
re J 
At 

Arg Glu Asp 

Ala Ile Thr Gln Gln Asn Thr Ile Gln Asn Glu Ala Arg Arg Arg Arg 
50 55 60 

Arg Arg Arg Arg val Val Arg Pro Leu Gly Leu Ala Gly Gin Gly Gly 
65 70 75 80 

Ser Gly Gly Ser Pro Gln Arg val Ala Ala His Ile Thr Gly Thr Arg 
85 90 95 

Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala 
100 105 110 

Leu Gly Arg Lys Ile Asn ser Trp Glu Ser Ser Arg Ser Gly His Ser 
115 120 125 

Phe Leu ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His Glu 
130 135 140 

Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu 
145 150 155 160 

Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gin Met Val Gln Tyr Ile 
165 170 175 

Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala 
180 185 190 

Arg Asn Ser Cys Trp ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile 
195 200 205 

Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val 
210 215 220 

Ser val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe 
225 230 235 240 

Phe Gly Ala Phe Leu Val Gly 
245 

<210> 109 
<211> 260 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> fusion protein 

<400> 109 
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Glu Glu Glu Ala Ala Gly Arg Lys Arg Lys Lys Arg Thr Ala Arg Lys 
1 	 5 10 15 

Gly Lys Gly Gln Ile Glu Lys Arg Lys Leu Arg Glu Lys Arg Arg Ser 
20 25 30 

Thr Gly Val Val Asn Ile Pro Ala Ala Glu Cys Leu Asp Glu Tyr Glu 
35 40 45 

Asp Asp Glu Ala Gly Gln Lys Glu Arg Lys Arg Glu Asp Ala Ile Thr 
50 55 60 

Gln Gln Asn Thr Ile Gln Asn Glu Ala Arg Arg Arg Arg Arg Arg Arg 
65 70 75 80 

Arg Val Val Arg Pro Leu Gly Leu Ala Gly Gln Gly Gly Ser Gly Gly 
85 90 95 

Ser Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser 
100 105 110 

Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg 
115 120 125 

Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser 
130 135 140 

Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe 
145 150 155 160 

Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys 
165 170 175 

G1 u Asn Thr Lys Asn Asp Lys G1 n Met Val Gln Tyr Ile Tyr Lys Tyr 
180 185 190 

Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser 
195 200 205 

Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly 
210 215 220 

Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser Val Thr 
225 230 235 240 

Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala 
245 250 255 

Phe Leu Val Gly 
260 
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<210> 	110 
<211> 	270 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	110 

Thr Ser Glu Glu Thr Ile Ser Thr Val Gln Glu Lys Gln Gln Asn Ile 
1 	 5 10 15 

Ser Pro Leu val Arg Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile 
20 25 30 

Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 5er Ser Pro Asn Ser Lys 
35 40 45 

Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser 5er Arg 
50 	 55 60 

Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu 
65 	 70 75 80 

Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe 
85 90 95 

Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met 
100 105 110 

val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu 
115 120 125 

Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly 
130 	 135 140 

Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp 
145 	 150 155 160 

Arg Ile Phe Val 	Ser Val Thr Asn Glu His Leu Ile Asp Met Asp HiS 
165 170 175 

Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly Gly Gly Ser Gly Cys 
180 185 190 

Ala Ala Cys Ala Ala Ala Cys Pro Leu Gly Leu Ala Gly Arg Val val 
195 200 205 

Arg Arg Arg Arg Arg Arg Arg Arg Met Pro Gly Lys Lys Ala Arg Lys 
210 	 215 220 

Asn Ala Gln Pro Ser Pro Ala Arg Ala Pro Ala Glu Leu Glu Val Glu 
225 	 230 235 240 
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Cys Ala Thr Gln Leu Arg Arg Phe Gly Asp Lys Leu Asn Phe Arg Gln 
245 250 255 

Lys Leu Leu Asn Leu Ile Ser Lys Leu Phe Cys Ser Gly Thr 
260 265 270 

<210> 111 
<211> 207 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> fusion protein 

<400> 111 

Val Arg Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr 
1 5 10 15 

Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys 
20 25 30 

Ala Leu Gly Arg Lys Ile Asn ser Trp Glu Ser Ser Arg ser Gly His 
35 40 45 

Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu val 	Ile His 
50 55 60 

Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln 
65 70 75 80 

Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met Val 	Gln Tyr 
85 90 95 

Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser 
100 105 110 

Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser 
115 120 125 

Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe 
130 135 140 

Val Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser 
145 150 155 160 

Phe Phe Gly Ala Phe Leu Val Gly Gly Gly Ser Gly cys Ala Ala cys 
165 170 175 

Ala Ala Ala Cys Pro Leu Gly Leu Ala Gly Arg val Val Arg Arg Arg 
180 185 190 
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Arg Arg Arg Arg Arg Lys Leu Leu Asn Leu Ile Ser Lys Leu Phe 

195 200 205 

<210> 112 
<211> 	311 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 112 

Gln Asp Trp Leu Thr Phe Gln Lys Lys His Ile Thr Asn Thr Arg Asp 
1 5 10 15 

Val Asp Cys Asp Asn Ile Met Ser Thr Asn Leu Phe His Cys Lys Asp 
20 25 30 

Lys Asn Thr Phe Ile Tyr Ser Arg Pro Glu Pro Val Lys Ala Ile Cys 
35 40 45 

Lys Gly Ile Ile Ala Ser Lys Asn Val 	Leu Thr Thr Ser Glu Phe Tyr 
50 55 60 

Leu Ser Asp Cys Asn Val Thr Ser Arg Pro Cys Lys Tyr Lys Leu Lys 
65 70 75 BO 

Lys Ser Thr Asn Lys Phe Cys val Thr Cys Glu Asn Gln Ala Pro Val 
85 90 95 

His Phe Val Gly Val Gly Ser Cys Arg val Val Arg Pro Leu Gly Leu 
100 105 110 

Ala Gly Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Thr Ser Glu Glu 
115 120 125 

Thr Ile Ser Thr Val Gln Glu Lys Gln Gln Asn Ile Ser Pro Leu Val 
130 135 140 

Arg Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg 
145 150 155 160 

Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala 
165 170 175 

Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser 
180 185 190 

Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His Glu 
195 200 205 

Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu 
210 215 220 
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Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met val Gln Tyr Ile 
27c 230 235 4.-,L, nAn 

Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu met Lys Ser Ala 
245 250 255 

Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile 
260 265 270 

Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val 
275 280 285 

Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe 
290 295 300 

Phe Gly Ala Phe Leu Val Gly 
305 310 

<210> 	113 
<211> 	230 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	113 

Glu Glu Gln Trp Ala Arg Glu Ile Gly Ala Gln Leu Arg Arg Met Ala 
1 	 5 10 15 

Asp Asp Leu Asn Ala Gln Tyr Glu Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 

Arg Arg Val Val Arg Pro Leu Gly Leu Ala Gly Thr Ser Glu Glu Thr 
35 40 45 

Ile Ser Thr Val Gln Glu Lys Gln Gln Asn Ile Ser Pro Leu Val Arg 
50 55 60 

Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly 
65 70 75 80 

Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu 
85 90 95 

Gly Arg Lys Ile Asn Ser Trp Glu ser Ser Arg Ser Gly His Ser Phe 
100 105 110 

Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys 
115 120 125 
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Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu 

130 	 135 140 

Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln met Val Gln Tyr Ile Tyr 
145 	 150 155 160 

Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg 
165 170 175 

Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr 
180 185 190 

Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser 
195 200 205 

Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe 
210 	 215 220 

Gly Ala Phe Leu Val Gly 
225 	 230 

<210> 	114 
<211> 	225 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	114 

Thr Ser Glu Glu Thr Ile Ser Thr Val Gln Glu Lys Gln Gln Asn Ile 
1 	 5 10 15 

Ser Pro Leu val Arg Glu Arg Gly Pro Gln Arg val Ala Ala His Ile 
20 25 30 

Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys 
35 40 45 

Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg 
50 	 55 60 

Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu 
65 	 70 75 80 

Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe 
85 90 95 

Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met 
100 105 110 

Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr PrO Asp Pro Ile Leu Leu 
115 120 125 
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Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly 
130 135 140 

Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp 
145 150 155 160 

Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp met Asp His 
165 170 175 

Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly Cys Ala Ala Cys Ala 
180 185 190 

Ala Ala Cys Pro Leu Gly Leu Ala Gly Arg Val val Arg Asn Ile Ala 
195 200 205 

Arg His Leu Ala Gln Val Gly Asp Ser Met Asp Lys Pro Arg Arg Pro 
210 215 220 

Tyr 
225 

<210> 115 
<211> 234 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> fusion protein 

<400> 115 

Thr Ser Glu Glu Thr Ile Ser Thr Val Gln Glu Lys Gln Gin Asn Ile 
1 5 10 15 

Ser Pro Leu Val Arg Glu Arg Gly Pro Gln Arg Val Ala Ala His Ile 
20 25 30 

Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys 
35 40 45 

Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg 
50 55 60 

Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu 
65 70 75 80 

Val Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe 
85 90 95 

Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln met 
100 105 110 
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Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu 

115 120 125 

Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly 
130 	 135 140 

Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp 
145 	 150 155 160 

Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His 
165 170 175 

Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly Cys Ala Ala Cys Ala 
180 185 190 

Ala Ala Cys Gly Gly Pro Leu Gly Leu Ala Gly Arg val Val Arg Gln 
195 200 205 

Ile Lys Ile Trp Phe Gln Asn Arg Arg Met Lys Trp Lys Lys Lys Ala 
210 	 215 220 

Tyr Ala Ala Ala Gly Asn Ser Tyr Phe Lys 
225 	 230 

<210> 	116 
<211> 	216 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	116 

Phe Ile Ser Lys Glu Arg Arg Glu Arg Ala Ile Leu Ser Thr Lys Pro 
1 	 5 10 15 

Pro Gly Thr Phe Leu Leu Arg Phe Ser Glu Ser Ser Lys Arg Val Val 
20 25 30 

Arg Pro Leu Gly Ile Ala Gly Glu Gly Gly Gly Cys Ala Ala Ala Cys 
35 40 45 

Ala Ala Cys Gly Ser Gly Gln Arg Val Ala Ala His Ile Thr Gly Thr 
50 	 55 60 

Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys 
65 	 70 75 80 

Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg Ser Gly His 
85 90 95 

Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu val Ile His 
100 105 110 
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Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln 
115 -I-1-V 

1-)n 
St J 
1 'IC 

Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln Met Val Gln Tyr 
130 135 140 

Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser 
145 150 155 160 

Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser 
165 170 175 

Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe 
180 185 190 

Val Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His Glu Ala Ser 
195 200 205 

Phe Phe Gly Ala Phe Leu Val Gly 
210 215 

<210> 117 
<211> 194 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> fusion protein 

<400> 117 

Gly Gln val Gly Arg Gln Leu Ala Ile Ile Gly Asp Asp Ile Asn Arg 
1 5 10 15 

Arg Arg Arg Arg Arg Arg Arg Arg Val Val Arg Pro Leu Gly Leu Ala 
20 25 30 

Gly Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr 
35 40 45 

Leu Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile 
50 55 60 

Asn Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu 
65 70 75 80 

His Leu Arg Asn Gly Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr 
85 90 95 

Ile Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn 
100 105 110 
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Thr Lys Asn Asp Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser 

115 120 125 

Tyr Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp 
130 	 135 140 

Ser Lys Asp Ala Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile 
145 	 150 155 160 

Phe Glu Leu Lys Glu Asn Asp Arg Ile Phe val Ser Val Thr Asn Glu 
165 170 175 

His Leu Ile Asp met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu 
180 185 190 

Val Gly 

<210> 	118 
<211> 	243 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	118 

Lys Asn Leu Trp Ala Ala Gln Arg Tyr Gly Arg Glu Leu Arg Arg Met 
1 	 5 10 15 

Ser Asp Glu Phe Glu Gly Ser Phe Lys Gly Leu Arg Arg Arg Arg Arg 
20 25 30 

Arg Arg Arg Arg val Val Arg Pro Leu Gly Leu Ala Gly Arg val Ala 
35 40 45 

Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro 
50 	 55 60 

Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu 
65 	 70 75 80 

Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn 
85 90 95 

Gly Glu Leu Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln 
100 105 110 

Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp 
115 120 125 

Lys Gln Met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro 
130 	 135 140 
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Ile Leu Leu Met Lys Ser Ala Arg Asn Ser cys Trp Ser Lys Asp Ala 
145 150 155 160 

Glu Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys 
165 170 175 

Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp 
180 185 190 

Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly Gly Gly 
195 200 205 

Ser His Gly Leu Val Pro Arg Gly Ser Thr Ser Glu Glu Thr Ile Ser 
210 215 220 

Thr val Gln Glu Lys Gln Gln Asn Ile Ser Pro Leu Val Arg Glu Arg 
225 230 235 240 

Gly Pro Gln 

<210> 119 
<211> 236 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> fusion protein 

<400> 119 

Thr Ser Glu Glu Thr Ile Ser Thr Val Gln Glu Lys Gln Gln Asn Ile 
1 5 10 15 

Ser Pro Leu Val Arg Glu Arg Gly Pro Gln Arg val Ala Ala His Ile 
20 25 30 

Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys 
35 40 45 

Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser Ser Arg 
50 55 60 

Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu 
65 70 75 80 

Val 	Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr Tyr Phe 
85 90 95 

Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys Gln met 
100 105 110 
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Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile Leu Leu 

115 120 125 

Met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly 
130 	 135 140 

Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu Asn Asp 
145 	 150 155 160 

Arg Ile Phe val 	Ser Val Thr Asn Glu His Leu Ile Asp Met Asp His 
165 170 175 

Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly Gly Gly Ser Pro Leu 
180 185 190 

Gly Leu Ala Gly Cys Arg val 
195 

200 Arg Arg Arg Arg Arg 
205 

Arg Arg Arg 

Arg Lys Asn Leu Trp Ala Ala Gln Arg Tyr Gly Arg Glu Leu Arg Arg 
210 	 215 220 

Met Ser Asp Glu Phe Glu Gly Ser Phe Lys Gly Leu 
225 	 230 235 

<210> 	120 
<211> 	216 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	120 

Arg Val Ala Ala His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu 
1 	 5 10 15 

Ser Ser Pro Asn Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn 
20 25 30 

Ser Trp Glu Ser Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His 
35 40 45 

Leu Arg Asn Gly Glu Leu V
5
al Ile His Glu Lys 6Gl0y  Phe Tyr Tyr Ile 

50 	 5 

Tyr Ser Gln Thr Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr 
65 	 70 75 80 

Lys Asn Asp Lys Gln met Val Gln Tyr Ile Tyr Lys Tyr Thr Ser Tyr 
85 90 95 

Pro Asp Pro Ile Leu Leu Met Lys Ser Ala Arg Asn Ser Cys Trp Ser 
100 105 110 
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Lys Asp Ala Glu Tyr 
115 

Gly Leu Tyr 
A.c 
ilV 

Ser Ile Tyr Gln Gly 
inc 12J 

Gly Ile Phe 

Glu Leu Lys Glu Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His 
130 135 140 

Leu Ile Asp Met Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val 
145 150 155 160 

Gly Gly Gly Gly Gly Ser Gly Gly Gly Gly Pro Leu Gly Leu Ala Gly 
165 170 175 

Arg Val Val Arg Lys Phe Glu Pro Lys Ser Gly Trp Met Thr Phe Leu 
180 185 190 

Glu Val Thr Gly Lys Ile Cys Glu Met Leu Ser Leu Leu Lys Gln Tyr 
195 200 205 

Cys Lys Pro Arg Arg Pro Tyr Arg 
210 215 

<210> 121 
<211> 237 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> fusion protein 

<400> 121 

Arg Val Ser Phe Cys Arg Pro Gly Trp Ser Ala Met Ala Arg Ser Arg 
1 5 10 15 

Leu Thr Ala Thr Ser Val Ser Gln Val Gln Glu Asn Gly Phe Val Lys 
20 25 30 

Lys Phe Glu Pro Lys Ser Gly Trp Met Thr Phe Leu Glu val Thr Gly 
35 40 45 

Lys Ile Cys Glu Met Leu Ser Leu Leu Lys Gln Tyr Cys Arg Val Val 
50 55 60 

Arg Pro Leu Gly Leu Ala Gly Gly Gly Ser Gly Gly Arg val Ala Ala 
65 70 75 80 

His Ile Thr Gly Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn 
85 90 95 

Ser Lys Asn Glu Lys Ala Leu Gly Arg Lys Ile Asn Ser Trp Glu Ser 
100 105 110 
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Ser Arg Ser Gly His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly 

115 	 120 125 

Glu Leu Val Ile His Glu Lys Gly Phe Tyr Tyr Ile Tyr Ser Gln Thr 
130 	 135 140 

Tyr Phe Arg Phe Gln Glu Glu Ile Lys Glu Asn Thr Lys Asn Asp Lys 
145 	 150 	 155 160 

Gln Met Val Gln Tyr Tie Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro Ile 
165 	 170 175 

Leu Leu met Lys Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu 
180 	 185 190 

Tyr Gly Leu Tyr Ser Ile Tyr Gln Gly Gly Ile Phe Glu Leu Lys Glu 
195 	 200 205 

Asn Asp Arg Ile Phe Val Ser Val Thr Asn Glu His Leu Ile Asp Met 
210 	 215 220 

Asp His Glu Ala Ser Phe Phe Gly Ala Phe Leu Val Gly 
225 	 230 235 

<210> 	122 
<211> 	1377 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	122 
ggttgtgcag cagcatgtgc agcctgtacc agcgaagaaa ccattagcac cgttcaagaa 60 

aaacagcaga atattagtcc gctggttcgt gaacgtggtc cgcagcgtgt tgcagcacat 120 

attaccggca cccgtggtcg tagcaatacc ctgagcagcc cgaatagcaa aaatgaaaaa 180 

gccctgggtc gcaaaattaa cagctgggaa agcagccgta gcggtcatag ctttctgagc 240 

aatctgcatc tgcgtaatgg tgaactggtg attcacgaga aaggcttcta ttatatctat 300 

agccagacct atttccgctt ccaagaagag atcaaagaga acaccaaaaa cgacaaacaa 360 

atggtgcagt acatctataa atacaccagc tatccggatc cgattctgct gatgaaaagc 420 

gcacgtaata gctgttggag caaagatgca gaatatggcc tgtatagcat ctatcagggt 480 

ggcatttttg aactgaaaga aaacgatcgc atctttgtga gcgtgaccaa tgaacatctg 540 

attgatatgg atcacgaagc cagctttttt ggtgcatttc tggttggtgg tggtggtagc 600 

gcaagcggtt gtggtccgga acgtaaaaaa cgtgcaagcg gtggtccgga aggtggtagt 660 

ctggcagcac tgaccgcaca tcaggcatgt catctgccgc tggaaacctt tacccgtcat 720 

cgtcagcctc gtggttggga acagctggaa cagtgtggtt atccggttca gcgtctggtt 780 

gcactgtatc tggcagctcg tctgagctgg aatcaggttg atcaggttat tcgtaatgca 840 
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aacagctggg aaagcagccg tagcggtcat agctttctga gcaatctgca tctgcgtaat 360 

ggtgaactgg tgattcacga gaaaggcttc tattatatct atagccagac ctatttccgc 4lA -t‘u 

ttccaagaag agatcaaaga gaacaccaaa aacgacaaac aaatggtgca gtacatctat 480 

aaatacacca gctatccgga tccgattctg ctgatgaaaa gcgcacgtaa tagctgttgg 540 

agcaaagatg cagaatatgg cctgtatagc atctatcagg gtggcatttt tgaactgaaa 600 

gaaaacgatc gcatctttgt gagcgtgacc aatgaacatc tgattgatat ggatcacgaa 660 

gccagctttt ttggtgcctt tctggttggt 690 

<210> 	143 
<211> 	675 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	fusion protein 

<400> 	143 
accagcgaag aaaccattag caccgttcaa gaaaaacagc agaatattag tccgctggtt 60 

cgtgaacgtg gtccgcagcg tgttgcagca catattaccg gcacccgtgg tcgtagcaat 120 

accctgagca gcccgaatag caaaaatgaa aaagcactgg gtcgcaaaat caatagctgg 180 

gaaagcagcc gtagcggtca tagctttctg agcaatctgc atctgcgtaa tggtgaactg 240 

gtgattcatg aaaaaggctt ctactatatc tatagccaga cctatttccg cttccaagaa 300 

gaaatcaaag aaaataccaa aaatgataaa caaatggtgc agtatattta caaatatacc 360 

agctatccgg atccgattct gctgatgaaa agcgcacgta atagctgttg gagcaaagat 420 

gcagaatatg gtctgtatag catttatcag ggtggcatct ttgagctgaa agaaaatgat 480 

cgcatctttg ttagcgtgac caacgaacat ctgatcgata tggatcatga agccagcttt 540 

tttggtgcat ttctggttgg ttgtgcagca tgtgcagccg catgtccgct gggtctggca 600 

ggtcgtgttg ttcgtaatat tgcacgtcat ctggcacagg ttggtgatag catggataaa 660 

ccgcgtcgtc cgtat 675 

<210> 	144 
<211> 	702 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	fusion protein 

<400> 	144 
accagcgaag aaaccattag caccgttcaa gaaaaacagc agaatattag tccgctggtt 60 

cgtgaacgtg gtccgcagcg tgttgcagca catattaccg gcacccgtgg tcgtagcaat 120 

accctgagca gcccgaatag caaaaatgaa aaagcactgg gtcgcaaaat taacagctgg 180 

gaaagcagcc gtagcggtca tagctttctg agcaatctgc atctgcgtaa tggtgaactg 240 

gtgattcatg aaaaaggctt ctactatatc tacagccaga cctattttcg cttccaagaa 300 
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cagtacatct ataaatatac cagctatccg gacccgattc tgctgatgaa aagcgcacgt 420 

aatagctgtt ggagcaaaga tgcagaatat ggtctgtata gcatttatca gggigycaLL 480 

tttgagctga aagaaaatga tcgcatcttt gttagcgtga ccaacgaaca tctgatcgat 540 

atggatcatg aagccagctt ttttggtgca tttctggttg gt 582 

<210> 	147 
<211> 	729 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	147 
aaaaatctgt gggcagcaca gcgttatggt cgtgaactgc gtcgtatgag tgatgaattt 60 

gaaggtagct ttaaaggtct gcgtcgtcgt cgtcgccgtc gtcggcgtgt tgttcgtccg 120 

ctgggtctgg caggtcgtgt tgcagcacat attaccggca cccgtggtcg tagcaatacc 180 

ctgagcagcc cgaatagcaa aaatgaaaaa gcactgggtc gcaaaatcaa tagctgggaa 240 

agcagccgta gcggtcatag ctttctgagc aatctgcatc tgcgtaatgg tgaactggtg 300 

attcatgaaa aaggctttta ttatatttat agccagacct attttcgctt tcaagaagag 360 

attaaagaaa ataccaaaaa tgataaacaa atggtgcagt acatctataa atataccagc 420 

tatccggacc cgattctgct gatgaaaagc gcacgtaata gctgttggag caaagatgca 480 

gaatatggtc tgtatagcat ttatcagggt ggcatctttg agctgaaaga aaatgatcgc 540 

atctttgtta gcgtgaccaa cgaacatctg atcgatatgg atcatgaagc cagctttttt 600 

ggtgcatttc tggttggtgg tggtagccat ggtctggttc cgcgtggtag caccagcgaa 660 

gaaaccatta gcaccgttca agaaaaacag cagaatatta gtccgctggt tcgtgaacgt 720 

ggtccgcag 729 

<210> 	148 
<211> 	708 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	fusion protein 

<400> 	148 
accagcgaag aaaccattag caccgttcaa gaaaaacagc agaatattag tcctctggtt 60 

cgtgaacgtg gtccgcagcg tgttgcagca catattaccg gcacccgtgg tcgtagcaat 120 

accctgagca gcccgaatag caaaaatgaa aaagcactgg gtcgcaaaat caatagctgg 180 

gaaagcagcc gtagcggtca tagctttctg agcaatctgc atctgcgtaa tggtgaactg 240 

gtgattcatg aaaaaggctt ttattatatt tatagccaga cctattttcg ctttcaagaa 300 

gagattaaag aaaataccaa aaatgataaa caaatggtgc agtacatcta taaatatacc 360 

agctatccgg acccgattct gctgatgaaa agcgcacgta atagctgttg gagcaaagat 420 
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caaatggtgc agtacatcta taaatacacc agctatccgg atccgattct gctgatgaaa 	540 

agcgcacgta atagctgttg gagcaaagat gcagaatatg gcctgtatag catttatcag 	6n0 

ggtggcatct ttgaactgaa agaaaacgat cgtattttcg tgagcgtgac caatgaacat 	660 

ctgatcgata tggatcatga agccagcttt tttggtgcat ttctggtggg t 	 711 

<210> 151 
<211> 28 
<212> PRT 
<213> Pseudomonas aeruginosa 

<300> 
<308> GenBankAAA25730.1 
<309> 2000-03-19 
<313> (70)..(97) 

<400> 151 

Leu Ser Thr Ala Ala Asp Met Gln Gly Val val Thr Asp Gly Met Ala 
1 5 10 15 

Ser Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp 
20 25 

<210> 152 
<211> 148 
<212> PRT 
<213> Pseudomonas aeruginosa 

<300> 
<308> GenBank/AAA25730.1 
<309> 2000-03-29 
<313> (1)..(148) 

<400> 152 

met Leu Arg Lys Leu Ala Ala Val Ser Leu Leu Ser Leu Leu Ser Ala 
1 5 10 15 

Pro Leu Leu Ala Ala Glu Cys Ser Val Asp Ile Gln Gly Asn Asp Gln 
20 25 30 

met Gln Phe Asn Thr Asn Ala Ile Thr Val Asp Lys Ser Cys Lys Gln 
35 40 45 

Phe Thr Val Asn Leu Ser His Pro Gly Asn Leu Pro Lys Asn Val Met 
50 55 60 

Gly His Asn Trp Val Leu Ser Thr Ala Ala Asp Met Gln Gly Val val 
65 70 75 80 

Thr Asp Gly Met Ala Ser Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp 
85 90 95 

Asp Ser Arg Val 	Ile Ala His Thr Lys Leu Ile Gly Ser Gly Glu Lys 
100 105 110 
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Asp Ser Val Thr Phe Asp Val Ser Lys Leu Lys Glu Gly Glu Gln Tyr 
115 	 120 	 llr 

Met Phe Phe Cys Thr Phe Pro Gly His Ser Ala Leu Met Lys Gly Thr 
130 135 	 140 

Leu Thr Leu Lys 
145 

<210> 153 
<211> 35 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> fusion protein 

<300> 
<301> E. 	P. 	Holinger, 	T. 	Chittenden, 	R. 	J. 	Lutz, 	J. 
<302> Bak BH3 peptides antagonize Bcl-xL function and induce apoptosis 

through cytochrome c-independent activation of caspases. 
<303> Journal of Biological chemistry 
<304> 7 
<305> 274(19): 
<306> 13298-304 
<307> 1999-05-07 

<400> 153 

Gly Pro Ser Gln Pro Thr Tyr Pro Gly 	Asp Ala Pro Val Glu Asp 
1 1

Asp
0  5 	 15 

Leu Ile Arg Phe val Gly Arg Leu Leu Ala Tyr Phe Gly Asp Thr Ile 
20 	 25 	 30 

Asn Arg Arg 
35 

<210> 154 
<211> 34 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> fusion protein 

<300> 
<301> E. 	P. 	Holinger, 	T. 	Chittenden, 	R. 	J. 	Lutz 
<302> Bak BH3 Peptides Antagonize Bc1-xt Function and Induce Apoptosis 

through Cytochrome c-independent Activation of Caspases 
<303> Journal of Biological Chemistry 
<304> 7 
<305> 274(19) 
<306> 13298-304 
<307> 1999-05-07 

<400> 154 

Gly Pro Arg Arg Pro Arg Arg Pro Gly Asp
10 	

Asp Ala Pro Val Glu Asp 
1 5 	 15 
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Leu Ile Arg Phe Val Gly Arg Leu Leu Ala Tyr Phe Gly Asp Thr Ile 
20 25 30 

Asn Arg 

<210> 155 
<211> 23 
<212> PRT 
<213> Homo sapiens 

<300> 
<301> Nepravishta R, 	Bellomaria A, Polizio F, Paci 	M, 	Melino S. 
<302> Reticulon RTN1-C(CT)peptide: a potential nuclease and inhibitor 

of histone deacetylase enzymes 
<303> Biochemistry 
<304> 19 
<305> 49(2) 
<306> 252-8 
<307> 2010-01-19 

<400> 155 

Arg Thr HiS Ile Asn Thr Val val Ala Lys Ile Gln Ala Lys Ile Pro 
1 5 10 15 

Gly Ala Lys Arg His Ala Glu 
20 

<210> 156 
<211> 235 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/NP_006045 
<309> 2011-06-01 
<313> (2).,(236) 

<400> 156 

Ala Glu Pro Ser Ala Ala Thr Gln Ser His Ser Ile Ser Ser Ser Ser 
1 5 10 15 

Phe Gly Ala Glu Pro Ser Ala Pro Gly Gly Gly Gly Ser Pro Gly Ala 
20 25 30 

Cys Pro Ala Leu Gly Thr Lys Ser Cys Ser Ser Ser Cys Ala Val His 
35 40 45 

Asp Leu Ile Phe Trp Arg Asp Val 	Lys Lys Thr Gly Phe Val Phe Gly 
50 55 60 

Thr Thr Leu Ile Met Leu Leu Ser Leu Ala Ala Phe Ser Val Ile Ser 
65 70 75 80 

Val Val Ser Tyr Leu Ile Leu Ala Leu Leu Ser Val Thr Ile Ser Phe 
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85 90 95 

Arg Ile Tyr Lys Ser Val 	Ile Gin Ala Val Gin Lys Set-  Glu Glu Gly 
100 	 105 	 110 

His Pro Phe Lys Ala Tyr Leu Asp val Asp Ile Thr Leu Ser Ser Glu 
115 	 120 	 125 

Ala Phe His Asn Tyr Met Asn Ala Ala Met Val His Ile Asn Arg Ala 
130 	 135 	 140 

Leu Lys Leu Ile Ile Arg Leu Phe Leu Val Glu Asp Leu Val Asp Ser 
145 	 150 	 155 	 160 

Leu Lys Leu Ala Val Phe Met Trp Leu Met Thr Tyr val Gly Ala Val 
165 	 170 	 175 

Phe Asn Gly Ile Thr Leu Leu Ile Leu Ala Glu Leu Leu Ile Phe Ser 
180 	 185 	 190 

Val Pro Ile Val Tyr Glu Lys Tyr Lys Thr Gln Ile Asp His Tyr Val 
195 	 200 	 205 

Gly Ile Ala Arg Asp Gln Thr Lys Ser Ile Val Glu Lys Ile Gln Ala 
210 	 215 	 220 

Lys Leu Pro Gly Ile Ala Lys Lys Lys Ala Glu 
225 	 230 	 235 

<210> 	157 
<211> 	282 
<212> 	PRT 
<213> 	HOMO sapiens 

<300> 
<301> 	srinivasula SM, Ahmad M, MacFarlane M, 	Luo Z, 	Huang Z, 

Fernandes-Alnemri T, Alnemri 	ES 
<302> 	Generation of constitutively active recombinant caspases-3 

by rearrangement of their subunits 
and -6 

<303> 	Journal of Biological Chemistry 
<304> 	273 
<305> 	17 
<306> 	10107-11 
<307> 	1998-04-24 

<400> 	157 

Met Ile Glu Thr Asp Ser Gly Val Asp Asp Asp Met Ala Cys His Lys 
1 	 5 	 10 	 15 

Ile Pro val Asp Ala Asp Phe Leu Tyr Ala Tyr Ser Thr Ala Pro Gly 
20 	 25 	 30 

Tyr Tyr Ser Trp Arg Asn Ser Lys Asp Gly Ser Trp Phe Ile Gln Ser 
35 	 40 	 45 
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Leu Cys Ala Met Leu Lys Gln Tyr Ala Asp Lys Leu Glu Phe Met His 
50 55 60 

Ile Leu Thr Arg Val Asn Arg Lys Val Ala Thr Glu Phe Glu Ser Phe 
65 70 75 80 

Ser Phe Asp Ala Thr Phe His Ala Lys Lys Gln Ile Pro Cys Ile Val 
85 90 95 

Ser Met Leu Thr Lys Glu Leu Tyr Phe Tyr His Asp val Asp Gly Met 
100 105 110 

Glu Asn Thr Glu Asn Ser Val Asp Ser Lys Ser Ile Lys Asn Leu Glu 
115 120 125 

Pro Lys Ile Ile His Gly Ser Glu Ser Met Asp Ser Gly Met Ser Trp 
130 135 140 

Asp Thr Gly Tyr Lys Met Asp Tyr Pro Glu Met Gly Leu Cys Ile Ile 
145 150 155 160 

Ile Asn Asn Lys Asn Phe His Lys Ser Thr Gly Met Thr Ser Arg ser 
165 170 175 

Gly Thr Asp Val Asp Ala Ala Asn Leu Arg Glu Thr Phe Arg Asn Leu 
180 185 190 

Lys Tyr Glu val Arg Asn Lys Asn Asp Leu Thr Arg Glu Glu Ile Val 
195 2 00 205 

Glu Leu Met Arg Asp val Ser Lys Glu Asp His Ser Lys Arg ser Ser 
210 215 220 

Phe Val Cys Val Leu Leu Ser His Gly Glu Glu Gly Ile Ile Phe Gly 
225 230 235 240 

Thr Asn Gly Pro val Asp Leu Lys Lys Ile Thr Asn Phe Phe Arg Gly 
245 250 255 

Asp Arg Cys Arg Ser Leu Thr Gly Lys Pro Lys Leu Phe Ile Ile Gln 
260 265 270 

Ala Cys Arg Gly Thr Glu Leu Asp Cys Gly 
275 280 

<210> 158 
<211> 60 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/AAC24947.1 
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<309> 	1998-07-01 
<313> 	(146)—(205) 

<A00> 	158 

Ala Arg Lys Gly Lys Gly Gln Ile Glu L Arg Lys Leu Arg Glu Lys 
5 1

ys
0 1 5 

Arg Arg Ser Thr Gly val Val Asn Ile Pro Ala Ala Glu Cys Leu Asp 
20 25 30 

Glu Tyr Glu Asp Asp Glu Ala Gly Gln Lys Glu Arg Lys Arg Glu Asp 
35 40 45 

Ala Ile Thr Gln Gln Asn Thr Ile Gln Asn Glu Ala 
50 	 55 60 

<210> 	159 
<211> 	54 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/NP_066950 
<309> 	2011-06-05 
<313> 	(1)..(54) 

<400> 	159 

Met Pro Gly Lys Lys Ala Arg Lys Asn Ala Gln Pro Ser Pro Ala Arg 
5 10 1 5 

Ala Pro Ala Glu Leu Glu Val Glu Cys Ala Thr Gln Leu Arg Arg Phe 
20 25 30 

Gly Asp Lys Leu Asn Phe Arg Gln Lys Leu Leu ASn Leu Ile ser Lys 
35 40 45 

Leu Phe Cys Ser Gly Thr 
50 

<210> 	160 
<211> 	9 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<302> 	CELL-KILLING PEPTIDE 
<310> 	W02006001582 
<311> 	2005-03-22 
<312> 	2006-01-05 

<400> 	160 

Lys Leu Leu ASn Leu Ile ser Lys Leu 
1 	 5 

<210> 	161 
<211> 	27 
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<212> PRT 
<213> Homo sapiens 

<300> 
<302> NOVEL HSP9O-TARGETED ANTI-CANCER CHIMERIC PEPTIDE 
<310> w02010055929 
<311> 2009-11-13 
<312> 2010-05-20 

<400> 161 

Gln Ile Lys Ile Trp Phe Gln Asn Arg Arg Met Lys Trp Lys Lys Lys 
1 5 	 10 	 15 

Ala Tyr Ala Ala Ala Gly Asn Ser Tyr Phe Lys 
20 	 25 

<210> 162 
<211> 29 
<212> PRT 
<213> Homo sapiens 

<300> 
<301> zhao w, 	Jaganathan 5, Turkson 
<302> A cell-permeable Stat3 5H2 domain mimetic inhibits Stat3 

activation and induces antitumor cell effects in vitro 
<303> Journal 	of Biological 	Chemistry 
<304> 285 
<305> 46 
<306> 35855-65. 
<307> 2010-11-12 
<308> genBank/NP_644805 
<309> 2011-06-05 
<313> (517)..(544) 

<400> 162 

Phe Ile Ser Lys Glu Arg Arg Glu Arg Ala Ile Leu Ser Thr Lys Pro 
1 5 	 10 	 15 

Pro Gly Thr Phe Leu Leu Arg Phe Ser Glu Ser Ser Lys 
20 	 25 

<210> 163 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> GenBank/AAA74466.1 
<309> 1995-08-18 
<313> (72)..(86) 

<400> 163 

Gly Gln val 	Gly Arg Gln Leu Ala Ile Ile Gly Asp Asp Ile Asn 
1 5 	 10 	 15 

<210> 164 
<211> 27 
<212> PRT 
<213> HOMO sapiens 

Page 113 



eolf-seql 
<300> 
<301> 	Wang JL, zhang Z1, 	Choksi 	S, 	Shan 5, 	Lu Z, 	Croce CM, 	Alnemri 	ES, 

Korngold R, Huang Z. 
<302) 	̀ell 	permeable c,c1-2 binding non 	= rhemic=1 	 rh to 

apoptosis 	induction in tumor cells 
<303> 	Cancer Research 
<304> 	60 
<305> 	6 
<306> 	1498-502 
<307> 	2000-03-15 

<400> 	164 

Lys Asn Leu Trp Ala Ala Gln Arg Tyr Gly Arg Glu Leu Arg Arg Met 
1 	 5 	 10 	 15 

Ser Asp Glu Phe Glu Gly Ser Phe Lys Gly Leu 
20 	 25 

<210> 	165 
<211> 	29 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<308> 	GenBank/CAG46760.1 
<309> 	2004-06-29 
<313> 	(147)..(175) 

<400> 	165 

Lys Phe Glu Pro Lys Ser Gly Trp Met Thr Phe Leu Glu Val Thr Gly 
1 	 5 	 10 	 15 

Lys Ile Cys Glu Met Leu Ser Leu Leu Lys Gln Tyr Cys 
20 25 

<210> 	166 
<211> 	32 
<212> 	PRT 
<213> 	Homo sapiens 

<300> 
<301> 	Ko 3K, Choi 	KH, Pan Z, 	Lin 	P, 	weisleder N, 	Kim CW, 	ma 	3. 
<302> 	The tail-anchoring domain of Bfll and HCCS1 targets mitochondrial 

membrane permeability to induce apoptosis 
<303> 	1 	Cell 	Sci. 
<304> 	120 
<305> 	16 
<306> 	2912-23. 
<307> 	2007-07-31 

<400> 	166 

Arg val 	Ser Phe Cys Arg Pro Gly Trp Ser Ala Met Ala Arg Ser Arg 
1 	 5 	 10 	 15 

Leu Thr Ala Thr Ser Val Ser Gln Val Gln Glu Asn Gly Phe val 	Lys 
20 25 	 30 

<210> 	167 
<211> 	6 
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<212> PRT 
<213> Homo sapiens 

<400> 167 

Lys Pro Arg Arg Pro Tyr 
1 5 

<210> 168 
<211> 13 
<212> PRT 
<213> Homo sapiens 

<300> 
<308> NCBI Reference Sequence/NP_002690.3 
<309> 2011-04-19 
<313> (334)..(344) 

<400> 168 

Glu Glu Glu Ala Ala Gly Arg Lys Arg Lys Lys Arg Thr 
1 5 	 10 

<210> 169 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> flexible linker 

<400> 169 

Ser Gly Cys Gly Ser 
1 5 

<210> 170 
<211> 7 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> Pegylation linker 

<400> 170 

Ala Ser Gly Cys Gly Pro Glu 
1 5 

<210> 171 
<211> 7 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> MMP protease cleavage site 

<400> 171 

Pro Leu Gly Ile Ala Gly Glu 
1 5 

<210> 172 
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<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Furin cleavage site 

<300> 
<301> 	chards RM, 	Lowy DR, 	Schiller JT, Day PM 
<302> 	Cleavage of the papillomavirus minor 

furin consensus site is necessary for 
capsid protein, 
infection. 

L2, at a 

<303> 	Proc Natl Acad Sci U S A 
<304> 	103 
<305> 	5 
<306> 	1522-7 
<307> 	2006-01-31 

<400> 	172 

Arg Lys Lys Arg Val Lys Arg 
1 	 5 

<210> 	173 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	MMP cleavage site 

<400> 	173 

Pro Leu Gly Leu Ala Gly Gln 
1 	 5 

<210> 	174 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Thrombin cleavage site 

<400> 	174 

Leu val 	Pro Arg Gly Ser 
1 	 5 

<210> 	175 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	flexible steric linker 

<400> 	175 

Gly Gly Gly Gly Ser Gly Gly Gly Ser 
1 	 5 

<210> 	176 
<211> 	107 
<212> 	PRT 
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<213> 	Pseudomonas aeruginosa 

<300> 
<308> 	Gensank/lIK^ A  
<309> 	2008-08-24 
<313> 	(251)..(357) 

<400> 	176 

Pro Glu Gly Gly Ser Leu Ala Ala Leu Thr Ala His Gln Ala Cys His 
1 	 5 10 15 

Leu Pro Leu Glu Thr Phe Thr Arg His Arg Gln Pro Arg Gly Trp Glu 
20 25 30 

Gln Leu Glu Gln Cys Gly Tyr Pro val Gln Arg Leu val Ala Leu Tyr 
35 	 40 45 

Leu Ala Ala Arg Leu Ser Trp Asn Gln Val Asp Gln Val Ile Arg Asn 
50 	 55 60 

Ala Leu Ala Ser Pro Gly Ser Gly Gly Asp Leu Gly Glu Ala Ile Arg 
65 	 70 75 80 

Glu Gln Pro Glu Gln Ala Arg Leu Ala Leu Thr Leu Ala Ala Ala Glu 
85 90 95 

ser Glu Arg Phe val Arg Gln Gly Thr Gly Asn 
100 105 

<210> 	177 
<211> 	8 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	trimerization domain 

<400> 	177 

Cys Ala Ala Cys Ala Ala Ala Cys 
1 	 5 

<210> 	178 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	trimerization domain 

<400> 	178 

Cys Ala Ala Glu Cys Ala Ala Ala Cys 
1 	 5 

<210> 	179 
<211> 	8 
<212> 	PRT 
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<213> 	Artificial Sequence 

<220> 
<223> 	trimerization domain 

<400> 	179 

Cys Ala Ala Ala Cys Ala Ala Cys 
1 	 5 

<210> 	180 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	flexible linker 

<400> 	180 

Gly Gly Gly Gly Ser Gly Gly Gly Gly 
1 	 5 

<210> 	181 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	181 

Lys Pro Arg Arg Pro Tyr Arg 
1 	 5 

<210> 	182 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	flexible linker 

<400> 	182 

Gly Gly ser His Gly 
1 	 5 

<210> 	183 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	flexible linker 

<400> 	183 

ser Gly Gly Cys Gly Gly ser 
1 	 5 

<210> 	184 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> flexible linker 

<400> 184 

Ala Ala Cys Ala Ala 
1 5 
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