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TMhelix 50
HsCld18.1 MSTTITCQVVA FLLSILGLAG CIAATGMDMW STQDLYDNPV TSVFQYEGLW
HsC1d18.2 MAVTACQGLG FVVSLIGIAG ITAATCOMDQW STQDLYNNPV TAVENYQGLW
MmC1d18.2 MSVTACQGLG FVVSLIGFAG ITAATOMDQW STQDLYNNPV TAVFNYQGLW
Consensus MsvTaCQglg FvvS1iGxAG iIAATcMDgW STQDLYnNPV TaVFnYgGLW
51 TMhelix 100
HsCl1d18.1 RSCVRQSSGF TECRPYFTIL GLPAMLQAVR AIMIVGIVLG AIGLLVSIFA
HsC1d18.2 RSCVRESSGF TECRGYFTLL GLPAMLQAVR AIMIVGIVLG AIGLLVSIFA
MmCld1l8.2 RSCVRESSGF TECRGYFTLL GLPAMLQAVR AIIMIVGIVLG VIGILVSIFA
Consensus RSCVReSSGF TECRgYFT1L GLPAMLQAVR ALMIVGIVLG aIGLLVSIFA
101 TMhelix 150
HsCld18.1 LKCIRIGSME DSAKANMTLT S@EIMFIVSGL CAIAGVSVFA LVINFWMS
HsCld18.2 LKCIRIGSME DSAKANMTLT S@IMFIVSGL CAIAGVSVFA LVTINEWMS
MmC1ld18.2 LKCIRIGSMD DSAKAKMTLT SQILFIISGI CAIIGVSVFA LVINFWMS
Consensus LKCIRIGSMe DSAKANMTLT SGImFIvSGl CAIaGVSVFA NMLVTNFWMS
151 TMhelix 200
HsC1ld18.1 TANMYTGMGG M---VQTVQT RYTFGAALFV GWVAGGLTLI GGVMMCIACR
HsC1ldl18.2 TANMYTGMGG M---VQTIVQT RYTFGAALEV GWVAGGLTLI GGVMMCIACR
MmCldl18.2 TANMYSGMGG MGGMVQTVQT RYTFGAALEV GWVAGGLTLI GGVMMCJACR
Consensus TANMYtGMGG M...VQTVQT RYTFGAALFV GWVAGGLTLI GGVMMCIACR
201 250
HsCld18.1 GLAPEETNYK AVSYHASGHS VAYKPGGFKA STGFGSNTKN KKIYDGGART
HsCld1l8.2 GLAPEETNYK AVSYHASGHS VAYKPGGFKA STGFGSNTKN KKIYDGGART
MmCld18.2 GLTPDDSNFK AVSYHASGQON VAYRPGGFKA STGFGSNTRN KKIYDGGART
Consensus GLaPeetNyK AVSYHASGhs VAYkPGGFKA STGFGSNTKN KKIYDGGART
251 264
HsCl1d18.1 EDEVQSYPSK HDYV
HsC1d18.2 EDEVQSYPSK HIYV
MmC1d18.2 EDDEQSHPTK YDYV
Consensus EDevQSyPsK hDYV
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v Figure 2

CLDN18.2 C-Term {aa 191-261)

1 atg cgg g¥t tct cat cat cat cat cat cat ggt atg goet age atg act gyt gga cag caa atyg g9t
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67 cgg gat Ctg tac gac gat gac gat sag gat cga tgg goa too gag cte gag atg atyg tgc arc geco
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Figure 3

Heavy chain

1 Leader 50
H-43-14A_2 MAWVWTLLFL MAAAQSIQAQ IQLVQSGPEL KKFGETVKIS CKASGYTETD CDR1
H-35-22A_1 MNFGLSLIFL VLVLKGVQCE VHLVESGGGL VKPGGSLKLS CAASGFTFSS

531 CDR2 100
H-43-14A_2| YSIHWVKQAP GKGLKWMGWI NTETGVPIYA DDFKGRFAFS LETSASTAYL
H-35-22A_1| YAMSWVRQTP EKRLEWVAT|I SDGGSYSYYP DNVKGRFTIS RDNAKNNLYL

101 CDR3 140
H-43-14A_2 QINNLKNEDT ATYFQARRTG FD-———-—- YW GQGTTLTVSS
H-35-22A_1 QMSHLKSEDT AIYYCARDSY YDNSYVRDYW GQGTTLTVSS
Light chain

1 Leader 50
LN-43-142_ MRFSAQLLGL LVLWIPGSTA DIVMTQAAFS IPVTLGTSAS ISCRS NLL CDR1
LN-35-22A__ MRTPAQFLGI LLLWFPGIKC DIKMTQSPSS MYASLGERVS ITCKASQDIN

51 CDRP 100
LN-43-14A_ |HSDGITYLYW YLORPGQSPQ LLIYRVSNLA SGVPNRFSGS ESGTDFTLRI
LN-35-22A_ |-—=——- TFLSW FQQOKPGKSPK TLIYRTNRLI DGVPSRFSGS GSGQDYSLTI

101 CDR3 132
LN-43-14A_ SRVEAEDVGV YYQVQVLELP FTEFGGGTKLE IK
LN-35-22A_ SSLDYEDMGI YYQLAYDEFP LTFGAGTKLE LK




